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65 70 
Ala Leu Pro Pro Xaa Ser Thr Lys 

85 

Arg Thr Gin Cys Ser His Gin Thr 
100 

Glu Arg Ser 
115 



75 80 
Ala Ser Leu Ser Gly Lys Gly Tyr 

90 95 
Ala Ala Trp Gly Thr Pro Ser Thr 
105 110 



<210> 3003 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 3003 
gcgcgccatg 
60 

tatggaagct 
120 

ccaacaggag 
180 

gccaccctcc 
240 

ctgcctggac 
300 

ctctgtctct 
360 

caagtgcctg 
420 

ccgcctagtg 
474 



gagccccggg 
ctgcggtcat 
gaccggaaga 
caccgtgtca 
ccgttcacca 
gaggggtccg 
tgcaacctcg 
gtgaagctca 



cggttgcaga 
acaaccagga 
gactggcgga 
tctggctgca 
gccgccagag 
tcccagagtc 
tgctcagcag 
cagagcgtgt 



agccgtggag 
gcactcccag 
gctgctggtc 
gagtgtccga 
cctgcaggca 
cgcagacatg 
ccctgtggca 
ggggctgtac 



acgggtgagg 
agcttcacgt 
tccgtcctgg 
atcctgtccc 
ctagcctgct 
gatgttgtac 
cagatgctgg 
cgtgagagga 



aggatgtgat 
ttgatgatgc 
aacagggctt 
gggaccgcaa 
atgctgacat 
tggagtccct 
cagcagaggc 
gctc 



<210> 3004 

<211> 155 

<212> PRT 

<213> Homo sapiens 



<400> 3004 



Met 


Glu 


Pro 


Arg 


Ala 


val 


Ala 


Glu 


Ala 


Val Glu Thr Gly Glu Glu Asp 


1 








5 










10 15 


Val 


lie 


Met 


Glu 


Ala 


Leu 


Arg 


Ser 


Tyr 


Asn Gin Glu His Ser Gin Ser 








20 










25 


30 


Phe 


Thr 


Phe 


Asp 


Asp 


Ala 


Gin 


Gin 


Glu 


Asp Arg Lys Arg Leu Ala Glu 






35 










40 




45 


Leu 


Leu 


Val 


Ser 


Val 


Leu 


Glu 


Gin 


Gly 


Leu Pro Pro Ser His Arg Val 




50 










55 






60 


He 


Trp 


Leu 


Gin 


Ser 


Val 


Arg 


He 


Leu 


Ser Arg Asp Arg Asn Cys Leu 


65 










70 








75 80 


Asp 


Pro 


Phe 


Thr 


Ser 


Arg 


Gin 


Ser 


Leu 


Gin Ala Leu Ala Cys Tyr Ala 










85 










90 95 


Asp 


He 


Ser 


Val 


Ser 


Glu 


Gly 


Ser 


Val 


Pro Glu Ser Ala Asp Met Asp 








100 










105 


110 


Val 


Val 


Leu 


Glu 


Ser 


Leu 


Lys 


Cys 


Leu 


Cys Asn Leu Val Leu Ser Ser 






US 










120 




125 


Pro 


Val 


Ala 


Gin 


Met 


Leu 


Ala 


Ala 


Glu 


Ala Arg Leu Val Val Lys Leu 
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X30 135 140 

Thr Glu Arg Val Gly Leu Tyr Arg Glu Arg Ser 
145 150 155 

<210> 3005 

<211> 799 

<212> DNA 

<213> Homo sapiens 

<400> 3005 

gtgcacagcg tggtcaacca cacgccctcc 
60 

gacaacagtg acaacgtgga actcaagttc 
120 

ccaggcctcg tgaagattgt ccgcaacagc 
180 

cagggctgga aggcggccac cgccccagtc 
240 

aacacgggct gggccgagcc cgcactgtcg 
300 

ctgccagcca tcgacaacat caagtacagc 
360 

gcccatggcc acaactgggg cctctggtgc 
420 

gaccgcggcg acgagtcagc acccatcagg 
480 

gtggaccgcg agtacttcgg agacattggg 
540 

ggcgagaacg tagaactggg catgagggtg 
600 

ccctgctccc gcgtggccca catcgagcgc 
660 

tactacgcca agcgcaacgc cctgcgcacc 
720 

cacgtgtaca tggcctggaa catccccatg 
780 

tctgagaggc tggccctgc 
799 

<210> 3006 
<211> 266 
<212> PRT 
<213> Homo sapiens 

<400> 3006 

Val His Ser Val Val Asn His Thr Pro Ser Gin Leu Leu Lys Glu Val 

15 10 15 

lie Leu Val Asp Asp Asn Ser Asp Asn Val Glu Leu Lys Phe Asn Leu 

20 25 30 

Asp Gin Tyr Val Asn Lys Arg Tyr Pro Gly Leu Val Lys lie Val Arg 

35 40 45 

Asn Ser Arg Arg Glu Gly Leu lie Arg Ala Arg Leu Gin Gly Trp Lys 

50 55 60 

Ala Ala Thr Ala Pro Val Val Gly Phe Phe Asp Ala His Val Glu Phe 



cagctcctca 
aatctggacc 
cggcgggaag 
gtcggcttct 
cggatccgag 
acgtttgagg 
atgtacatca 
accccagcca 
ctgctggacc 
tggcagtgtg 
accaggaagc 
gccgaggtgt 
tcgaacccag 



aggaggtcat 
agtacgtcaa 
gactgatccg 
ttgatgccca 
aggaccggcg 
tgcagcagta 
tccccccgca 
tgatcggctg 
ccggcatgga 
gcggcagcat 
cctacaacaa 
ggatggatga 
gggtggactt 



cctggtggac 
caagcggtac 
cgcgcggctg 
cgtcgagttc 
tcgcatcgtg 
tgcgaacgcc 
ggactggctg 
ctccttcgta 
ggtgtatggc 
ggaggtgctg 
cgacattgac 
cttcaagtcc 
cggggacgtg 
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65 








70 




75 




80 


Asn 


Thr 


Gly 

* 


Trp 


Ala Glu Pro Ala 


Leu 


Ser Arg 


He Arg Glu Asp 


Arg 










85 




90 


95 




Arg 


Arg 


He 


Val 


Leu Pro Ala He Asp 


Asn He 


Lys Tyr Ser Thr 


Phe 








100 




105 




110 




Glu 


Val 


Gin 


Gin 


Tyr Ala Asn Ala Ala 


His Gly 


Tyr Asn Trp Gly 


Leu 






115 




120 






125 




Trp 


Cys 


Met 


Tyr 

* 


He lie Pro Pro 


Gin 


Asp Trp 


Leu Asp Arg Gly 


Asp 




130 






13S 






140 




Glu 


Ser 


Ala 


Pro 


He Arg Thr Pro 


Ala 


Met He 


Gly Cys Ser Phe 


Val 


145 








150 




155 




160 


Val 


Asp 


Arg 


Glu 


Tyr Phe Gly Asp 


He 


Gly Leu 


Leu Asp Pro Gly 


Met 










165 




170 


17S 




Glu 


Val 


Tyr 


Gly 


Gly Glu Asn Val 


Glu 


Leu Gly 


Met Arg Val Trp 


Gin 








180 




185 




190 




Cys 


Gly 


Gly 


Ser 


Met Glu Val Leu 


Pro 


Cys Ser 


Arg Val Ala His 


He 






195 




200 






205 




Glu 


Arg 


Thr 


Arg 


Lys Pro Tyr Asn 


Asn 


Asp He 


Asp Tyr Tyr Ala 


Lys 




210 






215 






220 




Arg 


Asn 


Ala 


Leu 


Arg Thr Ala Glu 


Val 


Trp Met 


Asp Asp Phe Lys 


Ser 


225 








230 




235 




240 


His 


Val 


Tyr 


Met 


Ala Trp Asn He 


Pro 


Met Ser 


Asn Pro Gly Val 


Asp 










245 




250 


255 




Phe 


Gly 


Asp 


Val 


Ser Glu Arg Leu 


Ala 


Leu 












260 




265 









<210> 3007 
<211> 536 
<212> DNA 

<213> Homo sapiens 
<400> 3007 

cttaagagag gttgcaatgt gaatgataga gatggattga cagatatgac tcttttacat 
60 

tatacctgca aatctggagc tcatggtatt ggtgatgtgg aaacagctgt aaaatttgca 
120 

actcagctta ttgacctggg agcagacatt agtttgcgga gtcgctggac aaacatgaat 
180 

gctttgcatt atgctgctta ttttgatgtc cctgaactta taagagtgat tttgaaaaca 
240 

tcgaaaccaa aagatgtgga tgccccttgc agtgatttta attttggaac agctttgcat 
300 

attgcagcat acaacttgtg tgcaggtgct gtgaagtgcc tcttggagca gggagcaaat 
360 

cctgcattta ggaatgacaa aggacagatc cctgctgatg ttgttccaga cccagtagat 
420 

atgccgttag agatggctga cgccgcagcc actgctaagg aaatcaagca gatgcttcta 
480 

gatgcggtgc ctctgtcatg taacatctca aaggccatgc tccccccttc acgcgt 
536 

<210> 3008 
<211> 163 
<212> PRT 
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<213> Homo sapiens 



<400> 3008 



Met 


Thr 


Leu 


Leu 


His Tyr Thr Cys 


Lys 


Ser Gly 


Ala His Gly He Gly 


1 








5 




10 




15 


Asp 


Val 


Glu 


Thr 


Ala Val Lys Phe 


Ala 


Thr 


Gin 


Leu He Asp Leu Gly 








20 




25 






30 


Ala 


Asp 


lie 


Ser 


Leu Arg Ser Arg Trp 


Thr 


Asn 


Met Asn Ala Leu His 






35 




40 








45 


Tyr 


Ala 


Ala 


Tyr 


Phe Asp Val Pro 


Glu 


Leu 


He 


Arg Val He Leu Lys 




50 






55 








60 


Thr 


Ser 


Lys 


Pro 


Lys Asp Val Asp 


Ala 


Pro 


Cys 


Ser Asp Phe Asn Phe 


65 








70 






75 


80 


Gly 


Thr 


Ala 


Leu 


His He Ala Ala 


Tyr 


Asn 


Leu 


Cys Ala Gly Ala Val 










85 




90 




95 


Lys 


Cys 


Leu 


Leu 


Glu Gin Gly Ala Asn 


Pro 


Ala 


Phe Arg Asn Asp Lys 








100 




105 






110 


Gly 


Gin 


lie 


Pro 


Ala Asp val Val 


Pro Asp 


Pro 


Val Asp Met Pro Leu 






115 




120 








125 


Glu 


Met 


Ala 


Asp 


Ala Ala Ala Thr 


Ala 


Lys 


Glu 


He Lys Gin Met Leu 




130 






135 








140 


Leu 


Asp 


Ala 


Val 


Pro Leu Ser Cys 


Asn 


He 


Ser 


Lys Ala Met Leu Pro 


145 








150 






155 


160 


Pro 


Ser 


Arg 















<210> 3009 
<211> 1335 
<212> DNA 

<213> Homo sapiens 
<400> 3009 

nnacgcgtca gtctggaaag ggcacttata agagctacca gctgccctgt tggcttcgct 
60 

ggtcggatcg tcctcctggc cccgccaaac aggcgggggg agcggccccg actgtggggc 
120 

catggcagta gtctcctcgt tctccgccgc cgctagccta gctgagtcgc cggcttctgc 
180 

gctaggggct cccaccgcct ccgcaggcta aggagccgct gccaccaacg agctgtgagg 
240 

gttactatgc tccctctttg ccgccgtctc ctcctcttgc ccgcgcaggc acccctctgg 
300 7 

ctgctcagtc ctgcctcagt gtcaaaccag aagagaagta aaattcaaca aaaatttatg 
360 

tgtggagttc cttcttaaaa gaagaaaaaa gtgattattt agactatgga tcggagcaaa 
420 

cggaattcaa ttgcaggatt tcctccacgt gtggagcgtc ttgaagagtt tgaaggaggt 
480 

ggtggaggag aaggaaatgt gagccaggtg ggaagagttt ggccatcttc gtatcgagct 
540 

cttataagtg ccttttccag actgacgcgt ttggatgatt tcacctgtaa aaaaataggg 
600 

tctggcctct tttccgaagt gttcaaggta cgacaccgag cttctggtca ggtgatggct 
660 
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cttaagatga acacattgag cagtaaccgg gcaaacatgc tgaaagaagt acagctcatg 
720 

aatagactct cccatcccaa catccttagg ttcatgggtg tatgtgttca tcaaggacaa 
780 

ttgcatgcac ttacagagta tatcaactcc gggaacctgg aacagttgct agacagtaac 
840 

ctgcatttgc cttggactgt gagggtaaaa ctggcctatg acatagcagt gggcctcagc 
900 

taccttcact tcaaaggcat ttttcatcgg gacctcacat ctaagaactg cctgataaag 
960 

agggatgaga atggttactc tgcagtggta gctgactttg gcctggctga gaagatcccc 
1020 

gatgtcagca tggggagtga gaagctggcc gtggtgggtt ccccattctg gatggcacct 
1060 

gaggttctcc gagatgagcc ctataatgaa aaggcagatg tgttctctta tggtatcatc 
1140 

ctctgcgaga tcatcgtccg cacccaggcc gatccggact atcttccccg cacagagaat 
1200 

ttcgggctgg actatgatgc tttccagcac atggtgggag actgtccccc agattttctg 
1260 

caacttactt tcaactgctg taacgtgagt gtctttctcc ctctgccttt catcaggggc 
1320 

tggctgaacc ctttt 
1335 

<210> 3010 
<211> 310 
<212> PRT 

<213> Homo sapiens 



<400> 3010 



Met Asp 


Arg 


Ser 


Lys 


Arg 


Asn 


Ser 


He 


Ala 


Gly Phe 


Pro 


Pro Arg 


Val 


1 






5 










10 






15 




Glu Arg 


Leu 


Glu 


Glu 


Phe 


Glu 


Gly 


Gly 


Gly 


Gly Gly 


Glu 


Gly Asn 


Val 






20 










25 








30 




Ser Gin 


Val 


Gly 


Arg 


Val 


Trp 


Pro 


Ser 


Ser 


Tyr Arg 


Ala 


Leu He 


Ser 




35 










40 








45 






Ala Phe 


Ser 


Arg 


Leu 


Thr 


Arg 


Leu 


Asp 


Asp 


Phe Thr 


Cys 


Lys Lys 


He 


50 










55 








60 








Gly Ser 


Gly 


Phe 


Phe 


Ser 


Glu 


Val 


Phe 


Lys 


Val Arg 


His 


Arg Ala 


Ser 


65 








70 










75 






80 


Gly Gin 


val 


Met 


Ala 


Leu 


Lys 


Met 


Asn 


Thr 


Leu Ser 


Ser 


Asn Arg 


Ala 








85 










90 






95 




Asn Met 


Leu 


Lys 


Glu 


Val 


Gin 


Leu 


Met 


Asn 


Arg Leu 


Ser 


His Pro 


Asn 






100 










105 








110 




He Leu 


Arg 


Phe 


Met 


Gly 


Val 


Cys 


val 


His 


Gin Gly 


Gin 


Leu His 


Ala 




115 










120 








125 






Leu Thr 


Glu 


Tyr 


He 


Asn 


Ser 


Gly 


Asn 


Leu 


Glu Gin 


Leu 


Leu Asp 


Ser 


130 










135 








140 








Asn Leu 


His 


Leu 


Pro 


Trp 


Thr 


Val 


Arg 


Val 


Lys Leu 


Ala 


Tyr Asp 


He 


145 








150 










155 






160 


Ala Val 


Gly 


Leu 


Ser 


Tyr 


Leu 


His 


Phe 


Lys 


Gly He 


Phe 


His Arg 


Asp 








165 










170 






175 




Leu Thr 


Ser 


Lys 


Asn 


Cys 


Leu 


He 


Lys 


Arg 


Asp Glu 


Asn 


Gly Tyr 


Ser 
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180 185 190 

Ala Val Val Ala Asp Phe Gly Leu Ala Glu Lys He Pro Asp Val Ser 

195 200 205 

Met Gly Ser Glu Lys Leu Ala Val Val Gly Ser Pro Phe Trp Met Ala 

210 215 220 

Pro Glu Val Leu Arg Asp Glu Pro Tyr Asn Glu Lys Ala Asp Val Phe 
225 230 235 240 

Ser Tyr Gly He lie Leu Cys Glu He He Val Arg He Gin Ala Asp 

245 250 255 

Pro Asp Tyr Leu Pro Arg Thr Glu Asn Phe Gly Leu Asp Tyr Asp Ala 

260 265 270 

Phe Gin His Met Val Gly Asp Cys Pro Pro Asp Phe Leu Gin Leu Thr 

275 280 285 

Phe Asn Cys Cys Asn Val Ser Val Phe Leu Pro Leu Pro Phe He Arg 

290 295 300 

Gly Trp Leu Asn Pro Phe 
305 310 

<210> 3011 

<211> 3253 

<212> DNA 

<213> Homo sapiens 

<400> 3011 

nncgaggcgg cagctgcgcg gcggcaccgg ggcggctgcg gcgcgctcgg agccccgagg 
60 

gcacgcggcc cgggcagctc ggtgtgcgcc cccgcgagag ccggggcccc aggcccgccg 
120 

gacaccatga accacctgaa cgtgctggcc aaagcgctct atgacaatgt ggccgagtcc 
180 

ccggatgagc tctccttccg caagggtgac atcatgacgg tgctggagca ggacacgcag 
240 

ggcctggacg gctggtggct ctgctcgctg catgggcgcc agggcatcgt gcctgggaac 
300 

cgcctcaaga tcttggtggg catgtatgat aagaagccag cagggcctgg ctccggccct 
360 

cccgccaccc cggcccagcc tcagcctggc ctccatgccc cagcgcctcc ggcctcccag 
420 

tacacgccca tgctccccaa cacctaccag ccccagccag acagcgtcta cctggtgccc 
480 

actcccagca aggctcagca aggcctctac caagtcccgg gtcccagccc tcagttccag 
540 

tctcccccag ccaagcagac atccaccttc tcgaagcaga caccccatca cccgtttccc 
600 

agcccggcca cagacctgta ccaggtgccc ccagggcctg gaggccctgc ccaggatatt 
660 

taccaggtgc caccttctgc cgggatgggg catgacatct accaggtccc cccgtccatg 
720 

gacacacgca gctgggaggg cacgaagccc ccggcaaagg tggtggtgcc cacccgcgtg 
780 

gggcagggct atgtatacga ggccgcccag ccggagcagg acgagtacga catcccgcga 
840 

cacctgctgg ccccggggcc acaggacatc tatgatgtgc ccccggttcg ggggctgctt 
900 
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cccagccagt atggccagga 
960 

ggccgagacc cgttgctgga 
1020 

ccgtccaacc accacgcagt 
1080 

ggcccactgc tgcgtgagga 
1140 

tttgacccgg cccgcacccc 
1200 

gaggacgtgt attacgtgcc 
1260 

cggcggcctg gcccgggcac 
1320 

gtggctgatg gtggcgtggt 
1380 

gaagccccgg cagagggcaa 

1440 

cagtctgcgt cctccttgga 
1500 

gctgtggagg ccctggcacg 
1560 

gacctggcag gcagcgccgg 
1620 

ccgctggtgc aggacctgca 
1680 

ttggagtttg cccgcagcgc 
1740 

gccaagctta gccggcagct 
1800 

ggtcaggccc tcgacgctgg 
1860 

ctggtggcct gctcgcgggc 
1920 

ggcaatgcct cactgctctt 
1980 

ggcaccctgc accccaaccc 
2040 

tcacccccta agttcacctc 
2100 

ggctggatgg aggactatga 
2160 

cagaaggagc tgctggaaaa 
2220 

cagcagctga agcagtttga 
2280 

ctggccaact ggacgccagc 
2340 

tcggaccggc agctgctgct 
2400 

accaacgccg tggacgcctt 
2460 

gtggcgcaca gcaagttcgt 
2520 



ggtgtatgac acacccccca 
ggtgtatgac gtgcccccca 
ctacgacgtt cctccatcgg 
gacctacgat gtgccccccg 
actggtactg ggtgcgcccc 
gcccccggct cctgacctct 
cctgtacgat gtgccccgtg 
cgacagtggt gtgtatgcgg 
gcgcctgtcg gcctccagca 
ggtggcaggg ccgggccggg 
gctgcagcag ggtgtgagcg 
tgcgactgga ggctggcgta 
ggctgctgtg gccgccgtcc 
ggtgggcaat gctgcccaca 
gcagaagatg gaggacgtgc 
ccggggaggc tctggagcca 
tgtgcccgag gacgccaagc 
cagacggacc aaggccactg 
cactgacaag accagcagca 
ccaggactcg ccagatgggc 
ctacgtccac ctacagggga 
gggcaacatc acgcggcagg 
acgactggaa caggaggtgt 
ccaacccctg gccccggggc 
cttctacctg gagcagtgtg 
ctttaccgcc gtggccacca 
catcctcagc gcccacaagc 



tggctgtcaa gggtcccaat 
gtgtggagaa gggcctgcca 
tgagcaagga tgtgcccgat 
ccttcgccaa ggccaagccc 
ctccagactc cccgccggcc 
acgacgtgcc ccctggcttg 
aacgggtgct tcctcctgag 
tgcctccccc agctgaacgt 
ccggcagcac acgcagcagc 
aacccctgga gctggaagtt 
ccaccgttgc ccaccttctg 
gcccctctga gccacaggag 
agagtgccgt ccacgagctg 
catctgaccg tgccctgcat 
accagacgct ggtggcacat 
cccttgagga cctggaccgg 
agctggcctc ctttctgcac 
ccccggggcc tgaggggggt 
tccagtcacg acccctgccc 
agtacgagaa cagcgagggg 
aggaggaatt tgagaagacc 
gcaagagcca gctggagttg 
cacggcccat agaccacgac 
gaacaggcgg cctggggccc 
aggccaacct gaccacactg 
accagccgcc caagatcttt 
tggtgttcat cggggacaca 
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ctgtcacggc aggccaaggc tgctgacgtg cgcagccagg tgacccacta cagcaacctg 
2580 

ctgtgcgacc tcctgcgcgg catcgtggcc accaccaagg ccgctgcctt gcagtaccca 
2640 

tcgccttccg cggcccagga catggtggag agggtcaagg agctgggcca cagcacccag 
2700 

cagttccgcc gcgtcctagg ccagctggca gccgcctgag ggtggtgacc ccaggaggga 
2760 

ggcaggggag gggtgcggcg gtcccagctc cctggctccc atgtcaagag tcgctgtgcc 
2820 

acaggcttag ggacaggacc ccagctctgc gtcggtcctg gtgccctgga tgcccaggaa 
2880 

tctgtatata tttatggccg ggcagggtgt ggggccatgc ctcctcagga gccgaagccc 
2940 

aggggccggc cagtggcctt ccccagcatg caccacgggc ccgggttggg tcaccagacg 
3000 

gggctggagt gtgagggtcc tgcagcctgc aggacctcgt gccaccccga gggctgagcc 
3060 

tggtcccacg agggtgccgt gtcccctgac agggccagtg cagtttggtg tgtcctccgc 
3120 

ctttccagga gaagaacctg aagaactatt tttcgttatt ggttttccaa tcatttgacc 
3180 

aagagtctcc atttaaataa agtttttaaa aggaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3240 

aaaaaaaaaa aaa 
3253 

<210> 3012 

<211> 870 

<212> PRT 

<213> Homo sapiens 



<400> 3012 



Met 


Asn 


His 


Leu 


Asn 


Val 


Leu Ala Lys 


Ala 


Leu 


Tyr 


Asp 


Asn 


Val 


Ala 


1 








5 






10 










15 




Glu 


Ser 


Pro 


Asp 


Glu 


Leu 


Ser Phe Arg 


Lys 


Gly 


Asp 


He 


Met 


Thr 


Val 








20 






25 










30 






Leu 


Glu 


Gin 


Asp 


Thr 


Gin 


Gly Leu Asp 


Gly 


Trp 


Trp 


Leu 


Cys 


Ser 


Leu 






35 








40 








45 








His 


Gly 


Arg 


Gin 


Gly 


He 


Val Pro Gly 


Asn 


Arg 


Leu 


Lys 


He 


Leu 


Val 




50 










55 






60 










Gly 


Met 


Tyr 


Asp 


Lys 


Lys 


Pro Ala Gly 


Pro 


Gly 


Ser 


Gly 


Pro 


Pro 


Ala 


65 










70 






75 










80 


Thr 


Pro 


Ala 


Gin 


Pro 


Gin 


Pro Gly Leu 


His 


Ala 


Pro 


Ala 


Pro 


Pro 


Ala 










85 






90. 










95 




Ser 


Gin 


Tyr 


Thr 


Pro 


Met 


Leu Pro Asn 


Thr 


Tyr 


Gin 


Pro 


Gin 


Pro 


Asp 








100 






105 










110 






Ser 


Val 


Tyr 


Leu 


Val 


Pro 


Thr Pro Ser 


Lys 


Ala 


Gin 


Gin 


Gly 


Leu 


Tyr 






115 








120 








125 








Gin 


Val 


Pro 


Gly 


Pro 


Ser 


Pro Gin Phe 


Gin 


Ser 


Pro 


Pro 


Ala 


Lys 


Gin 




130 










135 






140 










Thr 


Ser 


Thr 


Phe 


Ser 


Lys 


Gin Thr Pro 


His 


His 


Pro 


Phe 


Pro 


Ser 


Pro 


14 5 










150 






155 










160 


Ala 


Thr 


Asp 


Leu 


Tyr 


Gin 


Val Pro Pro 


Gly 


Pro 


Gly 


Gly 


Pro 


Ala 


Gin 
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165 




170 


175 


Asp 


He 


Tyr Gin 


Val Pro Pro 


Ser Ala 


Gly Met 


Gly His Asp He Tyr 




180 




185 




190 


Gin 


val 


Pro Pro 


Ser Met Asp 


Thr Arg 


Ser Trp 


Glu Gly Thr Lys Pro 






195 




200 




205 


Pro 


Ala 


Lys Val 


Val Val Pro 


Thr Arg 


Val Gly 


Gin Gly Tyr Val Tyr 




210 




215 






220 


Glu 


Ala 


Ala Gin 


Pro Glu Gin Asp Glu 


Tyr Asp 


He Pro Arg His Leu 


225 






230 




235 


240 


Leu 


Ala 


Pro Gly 


Pro Gin Asp 


He Tyr 


Asp Val 


Pro Pro Val Arg Gly 








245 




250 


255 


Leu 


Leu 


Pro Ser 


Gin Tyr Gly 


Gin Glu 


Val Tyr 


Asp Thr Pro Pro Met 






260 




265 




270 


Ala 


Val 


Lys Gly 


Pro Asn Gly Arg Asp 


Pro Leu 


Leu Glu Val Tyr Asp 






275 




280 




285 


val 


Pro 


Pro Ser 


Val Glu Lys 


Gly Leu 


Pro Pro 


Ser Asn His His Ala 




290 




295 






300 


Val 


Tyr 


Asp Val 


Pro Pro Ser 


Val Ser 


Lys Asp 


Val Pro Asp Gly Pro 


305 






310 




315 


320 


Leu 


Leu 


Arg Glu 


Glu Thr Tyr Asp Val 


Pro Pro 


Ala Phe Ala Lys Ala 








325 




330 


335 


Lys 


Pro 


Phe Asp 


Pro Ala Arg 


Thr Pro 


Leu Val 


Leu Gly Ala Pro Pro 






340 




345 




350 


Pro 


Asp 

ST 


Ser Pro 


Pro Ala Glu 


Asp Val 


Tyr Tyr 


Val Pro Pro Pro Ala 






3S5 




360 




365 


Pro 


Asp 


Leu Tyr 


Asp Val Pro 


Pro Gly 


Leu Arg 


Arg Pro Gly Pro Gly 




370 




375 






380 


Thr 


Leu 


Tyr Asp 


Val Pro Arg Glu Arg 


Val Leu 


Pro Pro Glu Val Ala 


385 






390 




395 


400 


Asp 


Gly 


Gly Val 

• 


Val Asp Ser Gly Val 


Tyr Ala 


Val Pro Pro Pro Ala 








405 




410 


415 


Glu 


Arg 


Glu Ala 


Pro Ala Glu Gly Lys 


Arg Leu 


Ser Ala Ser Ser Thr 






420 




425 




430 


Gly 


Ser 


Thr Arg 


Ser Ser Gin 


Ser Ala 


Ser Ser 


Leu Glu Val Ala Gly 






435 




440 




445 


Pro 


Gly 


Arg Glu 


Pro Leu Glu 


Leu Glu 


Val Ala 


Val Glu Ala Leu Ala 




450 




455 






460 


Arg 


Leu 


Gin Gin 


Gly Val Ser 


Ala Thr 


Val Ala 


His Leu Leu Asp Leu 


465 






470 




475 


480 


Ala 


Gly 


Ser Ala 


Gly Ala Thr 


Gly Gly 


Trp Arg 


Ser Pro Ser Glu Pro 








485 




4 90 


495 


Gin 


Glu 


Pro Leu 


Val Gin Asp 


Leu Gin 


Ala Ala 


Val Ala Ala Val Gin 






500 




505 




510 


Ser 


Ala 


Val His 


Glu Leu Leu 


Glu Phe 


Ala Arg 


Ser Ala Val Gly Asn 






515 




520 




525 


Ala 


Ala 


His Thr 


Ser Asp Arg 


Ala Leu 


His Ala 


Lys Leu Ser Arg Gin 




530 




535 






540 


Leu 


Gin 


Lys Met 


Glu Asp Val 


His Gin 


Thr Leu 


Val Ala His Gly Gin 


545 






550 




555 


560 


Ala 


Leu 


Asp Ala 


Gly Arg Gly Gly Ser 


Gly Ala 


Thr Leu Glu Asp Leu 








565 




570 


57S 


Asp 


Arg 


Leu Val 


Ala Cys Ser 


Arg Ala 


Val Pro 


Glu Asp Ala Lys Gin 






S80 




585 




590 


Leu 


Ala 


Ser Phe 


Leu His Gly Asn Ala 


Ser Leu 


Leu Phe Arg Arg Thr 



2242 



WO 00/58473 



PCTAJSOO/08621 



595 600 605 



Lys Ala 


Thr 


Ala 


Pro Gly Pro 


Glu Gly Gly Gly 


Thr 


Leu 


His 


Pro 


Asn 


610 










615 






620 










Pro Thr 


Asp 


Lys 


Thr 


Ser 


Ser 


He Gin 


Ser Arg 


Pro 


Leu 


Pro 


Ser 


Pro 


625 








630 






635 










640 


Pro Lys 


Phe 


Thr 


Ser Gin Asp 


Ser Pro Asp Gly 


Gin 


Tyr 


Glu 


Asn 


Ser 








645 








650 








655 




Glu Gly 


Gly 


Trp 


Met Glu Asp 


Tyr Asp 


Tyr Val 


His 


Leu 


Gin 


Gly 


Lys 






660 








665 








670 






Glu Glu 


Phe 


Glu 


Lys 


Thr 


Gin 


Lys Glu 


Leu Leu 


Glu 


Lys 


Gly 


Asn 


He 




675 










680 






685 








Thr Arg 

•mm 


Gin 


Gly 


Lys 


Ser 


Gin 


Leu Glu 


Leu Gin 


Gin 


Leu 


Lys 


Gin 


Phe 


690 










695 






700 










Glu Arg 


Leu 


Glu 


Gin 


Glu 


Val 


Ser Arg 


Pro He 


Asp His 


Asp 


Leu 


Ala 


705 








710 






715 










720 


Asn Trp 


Thr 


Pro 


Ala 


Gin 


Pro 


Leu Ala 


Pro Gly 


Arg 


Thr 


Gly 


Gly 


Leu 








725 








730 








735 




Gly Pro 


Ser 


Asp 


Arg 


Gin 


Leu 


Leu Leu 


Phe Tyr 


Leu 


Glu 


Gin 


Cys 


Glu 






740 








745 








750 






Ala Asn 


Leu 


Thr 


Thr 


Leu 


Thr 


Asn Ala 


Val Asp 


Ala 


Phe 


Phe 


Thr 


Ala 




755 










760 






765 








Val Ala 


Thr 


Asn 


Gin 


Pro 


Pro 


Lys He 


Phe Val 


Ala 


His 


Ser 


Lys 


Phe 


770 










775 






780 










Val He 


Leu 


Ser 


Ala 


His 


Lys 


Leu Val 


Phe He 


Gly Asp 


Thr 


Leu 


Ser 


785 








790 






795 










800 


Arg Gin 


Ala 


Lys 


Ala 


Ala 


Asp 


Val Arg 


Ser Gin 


Val 


Thr 


His 


Tyr 


Ser 








805 








810 








815 




Asn Leu 


Leu 


Cys 


Asp 


Leu 


Leu 


Arg Gly He Val 


Ala 


Thr 


Thr 


Lys 


Ala 






820 








825 








830 






Ala Ala 


Leu 


Gin 


Tyr 


Pro 


Ser 


Pro Ser 


Ala Ala 


Gin Asp 


Met 


Val 


Glu 




835 










840 






845 








Arg Val 


Lys 


Glu Leu Gly His 


Ser Thr 


Gin Gin 


Phe 


Arg 


Arg 


Val 


Leu 


650 










855 






860 










Gly Gin 


Leu 


Ala 


Ala 


Ala 



















865 670 



<210> 3013 
<211> 248 
<212> DNA 

<213> Homo sapiens 
<400> 3013 

nnacgcgtga aggggacagt 
60 

gaagaatcgg catcctttga 
120 

gaccaggtgc tggaggagca 
160 

gcgaggaggt gggtggcacc 
240 

atcgatgc 
248 



cgtgatcttt gacgaagctc 
cctgactccc catgacctgg 
gaccaaggca gcgcagcagg 
tcctcgaccc acagtgatcc 



acaacgtgga gaagatgtgt 
cttcaggact ggacgtcata 
ctgggtgggg cctcctcctt 
tgctgcgcct ggaaggggcc 



<210> 3014 
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<211> 82 

c2l2> PRT 

<213> Homo sapiens 



<40O> 3014 

Xaa Arg Val Lys Gly Thr Val Val 

1 5 
Glu Lys Met Cys Glu Glu Ser Ala 
20 

Leu Ala Ser Gly Leu Asp Val lie 

35 40 
Lys Ala Ala Gin Gin Ala Gly Trp 

50 55 
Val Ala Pro Pro Arg Pro Thr Val 
65 70 
He Asp 



He Phe Asp Glu Ala His Asn Val 

10 15 
Ser Phe Asp Leu Thr Pro His Asp 
25 30 
Asp Gin Val Leu Glu Glu Gin Thr 

45 

Gly Leu Leu Leu Ala Arg Arg Trp 
60 

He Leu Leu Arg Leu Glu Gly Ala 
75 80 



<210> 3015 

<211> 438 

<212> DNA 

<213> Homo sapiens 



<400> 3015 
ntgtatctct 
60 

gaagacggcc 
120 

ccggagaagc 
180 

ggaagatggg 
240 

aaagctgcca 
300 

tttggtggaa 
360 

cttctgcttg 
420 

tgcaacagca 
438 



cctgtgtctt 
ccaaggcatt 
attttcacaa 
gtgaaccatc 

ggggggcttg 

gatgtttgga 
cccatctgca 
acgggcta 



cacccaaaaa 
ctgggggagg 
ctaaacttga 
cctcctggga 
cggggggggg 
aactctggta 
gcagttcctg 



atgaaaacag 
gaatggaaag 
cctgacccag 
ccctgtgaca 
gtgtgcgggt 
ttgagggcca 
cgacctggga 



ctattaaaca 
ctgcccaaca 
ctgcacggtg 
aaaggcaaaa 
gacattgtga 
acagcacgtg 
ggtgggcgag 



tacctggcct 
catctggtat 
actggctcca 
gctcttgggc 
tctggtagac 
ctcatgtggc 
catccacagg 



<210> 3016 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 3016 
Met Ser Thr Cys 
1 

His Gin Ser Leu 
20 

Lys Pro Pro Trp 
35 

Val Pro Gly Gly 



Cys Trp Pro Ser 
5 

Pro Asn His Asn 

Gin Leu Cys Pro 
40 

Met Val His Pro 



He Pro Glu Phe 
10 

Val Thr Arg Thr 
25 

Arg Ala Phe Ala 
He Phe Leu Glu 



Pro Asn He Phe 
15 

Pro Pro Pro Arg 
30 

Phe Cys His Arg 
45 

Pro Val Thr Val 
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50 

Gin Leu Gly Gin Val Lys 
65 70 
Arg Cys Val Gly Gin Leu 

85 

Arg Leu Gin Ala Arg Tyr 
100 

<210> 3017 

<211> 4796 

<212> DNA 

<213> Homo sapiens 



55 

Phe Ser Cys Glu Asn 

75 

Ser lie Pro Ser Pro 
90 

Val 



60 

Ala Ser Pro Asp Thr 

80 

Arg Met Pro Trp Gly 
95 



<400> 3017 

ncgaaaaccc ggagcagctg cgtacgctca tggacagtcc tccgaggggc gaagccgggc 
60 

agctgggcat gctcagtagc tgggggaggt ttgggtggag agcagaaagc tgtggctctg 
120 

cctctcatcc cctcccgctg gcccccgccc cccttgcccc tacccagcca gtagtagttc 
180 

cccagcgtgc gcccggggag accgggaaca tggcgctggg agcgctgtag cagctgagaa 
240 

ggggctgagg caccgccgct tcgctgacag ccggccacca gatgttcatg cattctagag 
300 

aaagtggaaa acttagaagc ctaattaatg actgtcttct ggacctctga gaccatgttt 
360 

ctagtgtttt ccgtggaata ctatcagaaa tacactgtgg tgaaatgctt ccacctcttg 
420 

ctaaaatgaa cactgaggaa aaatgaagaa gactgacaag caccagcgaa aagttgcaga 
480 

atagaaatag ccacactcct ctggagtctt taattcatcc acagccatca tataaaggtt 
540 

ttggcatcat gtttgggaag aaaaagaaaa agattgaaat atctggcccg tccaactttg 
600 

aacacagggt tcatactggg tttgatccac aagagcagaa gtttaccggc cttccccagc 
660 

agtggcacag cctgttagca gatacggcca acaggccaaa gcctatggtg gacccttcat 
720 

gcatcacacc catccagctg gctcctatga agacaatcgt tagaggaaac aaaccctgca 
780 

aggaaacctc catcaacggc ctgctagagg attttgacaa catctcggtg actcgctcca 
840 

actccctaag gaaagaaagc ccacccaccc cagatcaggg agcctccagc cacggtccag 
900 

gccacgcgga agaaaatggc ttcatcacct tctcccagta ttccagcgaa tccgatacta 
960 

ctgctgacta cacgaccgaa aagtacaggg agaagagtct ctatggagat gatctggatc 
1020 

cgtattatag aggcagccac gcagccaagc aaaatgggca cgtaatgaaa atgaagcacg 
1080 

gggaggccta ctattctgag gtgaagcctt tgaaatccga ttttgccaga ttttctgccg 
1140 

attatcactc acatttggac tcactgagca aaccaagtga atacagtgac ctcaagtggg 
1200 
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agtatcagag agcctcgagt agctcccccc 
1260 

gaactgcagg gaccagcggg tgctccaagg 
1320 

gacccagcct ggatgactat gacaggaggc 
1380 

ctcagcccac catgcggcag aggtccaggt 
1440 

catttggagc aagtgcattt aaaacccatc 
1500 

accctcgctt gtccgagccc acaatgtgca 
1560 

tggtcctcag ccctccactg tcagggtctg 
1620 

ctcaaagtca aagcaaatcg ggctattcct 
1660 

acaaagccac cttgcaccat cacccctccc 
1740 

cttcctacct gagctccctc agcctctcat 
1800 

tcctccgacc agcagccctc cagggtgtcc 
1860 

gtggtcagcc caggagaccc cagggaatac 
1920 

tcaaccggca tcgtatgcat cgccaccgag 
1980 

aaaatggacc tccggaagca acagagacga 
2040 

cgggattacc accatgacaa tgtggttgac 
2100 

ctctgggtgg tcatggagtt tctagaaggt 
2160 

agaatgaatg aagaacagat agctactgtc 
2220 

cttcataacc aaggagtgat tcacagggac 
2280 

gatggccgga taaagttgtc tgattttggt 
2340 

aagaggaaac cattggttgg cactccctac 
2400 

ccttatggga cagaggtgga catctggtcc 
2460 

ggcgagcccc cctacttcaa tgagcctccc 
2520 

ttacctccaa gagtgaagga cctacacaag 
2580 

ttgatgttgg tgagggagcc ctctcagaga 
2640 

ttcttaaaac tagcaggtcc accgtcttgc 
2700 

cactgagcag aggattcgtg taggtggcaa 
2760 

agaacaaaag gaaacacaga acatgcaaaa 
2620 



tggattattc attccaattc acaccttcta 
agagcctggc gtacagtgaa agtgaatggg 
caaagtcttc gtacctgaat cagacaagcc 
caggcccggg actccaggaa ccgatgatgc 
cccaaggaca ctcctacaac tcctacacct 
ttccaaaggt ggattacgat ccagcacaga 
acacctaccc caggggccct gccaaactac 
caagcagtca ccagtacccg tctgggtacc 
tgcagagcag ttcgcagtac atctccacgg 
ccagcatacc cgccgcccag ctggggctcc 
catgaacagt ttcgggcggc cctgcagctg 
ttggccaact ttatcaaaat cggggaaggc 
aaacacacag ggaaacaagt tgcagtgaag 
gaactgcttt tcaatgaggt cgtgatcatg 
atgtacagca gctaccttgt cggcgatgag 
ggtgccttga cagacattgt gactcacacc 
tgcctgtcag ttctgagagc tctctcctac 
ataaaaagtg actccatcct cctgacaagc 
ttctgtgctc aagtttccaa agaggtgccg 
tggatggccc ctgaggtgat ttctaggcta 
ctcgggatca tggtgataga aatgattgat 
ctccaggcga tgcggaggat ccgggacagt 
gtttcttcag tgctccgggg attcctagac 
gcaacagccc aggaactcct cggacatcca 
atcgtccccc tcatgagaca atacaggcat 
agctagatga ggacatgaga ataattcagg 
ggcctgtgca ttctagacca gccaattggt 
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gggacagcgt gatgaccggc 
2880 

ggcatctctc cactgacagc 
2940 

tatatttttc agcccttcat 
3000 

atatcctagc cacatgcagg 
3060 

ggcaaaaaaa aaaaaaaaaa 
3120 

gcagtataat gtattttgca 
3180 

atagtacttt gatgtcatgt 
3240 

agtttgaaca aagcctttcc 
3300 

aactttgaat actgaatgac 
3360 

ctaacaagtg tcttatttgg 
3420 

tcattaatcc aaccaaaaat 
3480 

ataaagttaa atatttttaa 
3540 

cttttgcaca ccacaatgtt 
3600 

gtggccaaat ttccctccca 
3660 

aaaatagaat gtttcagtga 
3720 

cagggcaaga cgtttggtct 
3780 

aaactcttgt ctatatttac 
3840 

gctggaagtc tgaactgact 
3900 

atctgacttc agttgtgccc 
3960 

gtctagatct tcttgaatgt 
4020 

ttgttggatg aatttgcatg 
4080 

aagagctaca tagtcatcat 

4140 

accaaactgg gaaaacagag 
4200 

ttaaatttgt gatagcgctc 
4260 

ggttgctaat tatttatcac 
4320 

ttagattttc agttttcttt 
4380 

cttcataaaa cagcaaatca 
4440 



agggttcaac agaccagggc 
cggtgtggtc acttggagca 
ccagcaaatc agaaggactc 
gtaacatgta ggattttcta 
gaaagaaagg aaaacaaaaa 
acgaatttgt aatttttctg 
agccattgta tcagttgaag 
tactttttta tccctttaag 
tctcaatcac cgtcagcttt 
tggaagaaga attaagagtg 
aatgaaataa aatttgagcc 
agatcacatt ttccatgaac 
tccctcagtg ccctttctca 
gggagcaatt tcagtgctag 
gaccatgaga attccaggct 
catttgtcac catttttaaa 
ctttgtacca cagtattaat 
ctagaggatg aattagcaag 
atgttataat gtgtttccga 
tgataaaaat gaatgactac 
ttaactgtag gccaatatag 
tagtttctat taattatgca 
gcttttctta actatttcac 
tggttgctct aagcataatt 
tgctaaaaag gaaaaaaggc 
caaactggaa atgcctccat 
atgttttatg taaaatatta 



atcttcttgt 


gtcttaaaca 


cggctttaat 


aagtcattat 


agtacaaact 


ccgttatgat 


tattgaaaga 


atacttttct 


gcactttttt 


cttaatggta 


tacgatagtt 


ttgataattt 


taatacttgt 


ttactagagg 


agaaccaatg 


attctttagg 


agtaaaatct 


ctttcttatc 


atggtgatgg 


tgtgcacgtt 


acagtatacc 


actccttggg 


gcctctagta 


gcaaaccatt 


aatgggtaca 


atgttccctt 


gaccattgga 


ttcagttccc 


cacagaggga 


gaggagagaa 


actctgtatg 


ctagcacacc 


cgctattgtt 


catgtatcgt 


agggtatttt 


accaggtatg 


cataggagag 


tcgtgctgct 


tacaatacat 


tttgtgttgc 


atttgccttt 


aaaactctgg 


tcagacaaaa 


gccatttgtt 


atactgtaac 


aaatatgaat 


aagaattttt 


gtaattaata 


ataaaatgac 


cttctactga 


aaatatgatc 


tatgattttg 


aagcattaat 


ataaatatgt 



2247 



WO 00/58473 



PCTYUSOO/08621 



gagaataaaa acaatctaaa 
4500 

tattaattca accaggacta 
4560 

accagaataa acattaaaaa 
4620 

cgacagtgta atggaaattt 
4680 

cattgagttt accaaaagtt 
4740 

gaaactgcat ttgcaaataa 
4796 

<210> 3016 
<211> 104 
<212> PRT 
<213> Homo sapiens 

<400> 3018 

Cys His Leu Glu Gin Val His Leu Lys 

1 5 
Thr Thr Pro Thr Pro Thr Leu Ala Cys 

20 25 
Gin Arg Trp lie Thr He Gin His Arg 

35 40 
Gin Gly Leu Thr Pro Thr Pro Gly Ala 

50 55 
Lys Ala Asn Arg Ala He Pro Gin Ala 
65 70 
Thr Thr Lys Pro Pro Cys Thr lie Thr 

85 

Ser Thr Ser Pro Arg Leu Pro Thr 
100 

<210> 3019 
<211> 882 
<212> DNA 
<213> Homo sapiens 

<400> 3019 

ggcctagcca aaaggggcgg gcgagcacgg cccgcggcgg gcgttcgctg gagctggtgg 
60 

accgggcggc tgaccgaggg gcggacgcgc ggcggggcag accgctgggg actgcgggcg 
120 

gcgctgtgtc cgtcgccatg acagatcaga cctattgtga ccgcctggtg caggacacgc 
180 

ctttcctgac aggccatggg cgcttgagtg agcagcaggt ggacaggatc atcctccagc 
240 

tgaaccgtta ctacccacag atccttacca acaaggaggc ggaaaaggtg ctgaggagtt 
300 

ccggaacccc aaggcatcct tgcgtgtgcg gctctgtgac ctcctgagcc acctgcagcg 
360 

gagctgtgag cgggactgcc aggagttcta ccgagccctg tatatccatg cccagcccct 
420 



2248 



tccagaaaat 
tgtagaagta 
ctattgcaga 
ttctgtaatt 
actgtagctt 
aaataaatgt 



ggcagtccta 
gaaagaaaag 
aaatagtgga 
ttcttaccat 
aaaaggtttt 
ttgcctttta 



aatgttcatg 
aaaaagaaaa 
ttttggattc 
cgggtatttt 
gtgagcacta 
aaaaaaaaaa 



agacagattg 
tcttttttaa 
caaacatttt 
ttaaagtatt 
actattggca 
aaaaaa 



Pro He Pro Lys Asp Thr Pro 
10 15 
Pro Ser Pro Gin Cys Ala Phe 

30 

Trp Ser Ser Ala Leu His Cys 
45 

Leu Pro Asn Tyr Leu Lys Val 
60 

Val Thr Ser Thr Arg Leu Gly 

75 60 
Pro Pro Cys Arg Ala Val Arg 
90 95 
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gcacagccgc ctgcccagcc gccacgctct 
480 

gggcagccag agcggcgagc tgagtaacag 
540 

ccttgctgtg ggactggccc tgctcctgta 
600 

agggacccgg cgcgtcctcg gtttctcgcc 
660 

cctgctggcc ttcctggcag atgacctagg 
720 

tcacctgcca ctcaaccaaa gagtcctcga 
780 

tttctaaatg catatttttc attatttata 
840 

aaggtgctga ccatattaaa tgttcaggtt 
882 

<210> 3020 

<211> 58 

<212> PRT 

<213> Homo sapiens 



gcagaactca gattgcacag agctagactc 
gggacccatg agcttcctgg ctggcccggg 
ctgctatccg ccagacccca agggcctgcc 
tgtcatcatc gacagacatg tcagccgcta 
ggggctctga cagaccctgg acccagggcc 
gccggcccgc caaggggact gctgcttctt 
atttgtgtaa aaaacacacc ttcaccttac 
ctctcaaaaa aa 



<400> 3020 

Gin Gly Thr His Glu Leu Pro Gly Trp Pro Gly Pro Cys Cys Gly Thr 

15 10 15 

Gly Pro Ala Pro Val Leu Leu Ser Ala Arg Pro Gin Gly Pro Ala Arg 

20 25 30 

Asp Pro Ala Arg Pro Arg Phe Leu Ala Cys His His Arg Gin Thr Cys 

35 40 45 

Gin Pro Leu Pro Ala Gly Leu Pro Gly Arg 
50 55 



<210> 3021 

<211> 1008 

<212> DNA 

<213> Homo sapiens 

<400> 3021 

ntgtacatac agtacggaat gacttcagat 
60 

gcagaaagca ggtcagtggt tccccaggtc 
120 

gggcatgtgg gtgccttggg gtagggtaaa 
180 

aagtgtatac actcaccaaa actatactta 
240 

aatggatgca gttggttatg tataaattat 
300 

tcctcagaaa attcttctct gaccactccc 
360 

catacccata cccactacaa cctgtattta 
420 

tccaggctgg agtgcagtgg cgcaatcatg 
480 



tctgaaaaaa ggcaaatctg accaattgag 
tggaactggg gtgggttact gatagcaaat 
ggttccatct tgatcgcggt ggtgtttccc 
gaactcaaaa ctcgccaaat atatacttaa 
acctcaataa agttgattaa aaacatcaat 
ctctcagacg aggtcgggcc tcctggcatg 
ttttttttga aacatggtct ctttctgtcg 
gatcactgca gccttgacct tcctggctca 
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agtgatcctc ccggctcacc cccagtagct 
540 

gcccattttc tagaggcgga aaccgaagcg 
600 

cggggtgctc aacgcgctgc cacctggggc 
660 

tccgcggact acggttctgg ctcgctagct 
720 

caactcccaa ggaggggacc cagggatccg 
780 

gattttgact ggagagaaga aagggtcagg 
840 

ggactcgcgc agacgggaag caggcgcgtg 
900 

ctgggtcccc tccttgggag ttgccaccat 
960 

gagccagaac cgtagtccgc ggaacaacct 
1008 



ggaaccacag gcgcgcttcc acaccggaaa 
cccagtggga aaggcgaccc gccggggatg 
ccaacgcgtt gacctcgcgg tcaggttgct 

« 

ctggaaggga gcaccgggag ggaatggtgg 
agaaaggaag acttggggta ggtggggttg 
agtgcagggc gggtacctgg ggagctgcgt 
ctggcggtga cctggggccg gagaggaacg 
tccctcccgg tgctcccttc cagagctagc 

» 

gaccgcgagt caacgcgt 



<210> 3022 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 3022 

Met His Thr His Thr His Tyr Asn Leu Tyr Leu Phe Phe Leu Lys His 

IS 10 15 

Gly Leu Phe Leu Ser Ser Arg Leu Glu Cys Ser Gly Ala He Met Asp 

20 25 30 

His Cys Ser Leu Asp Leu Pro Gly Ser Ser Asp Pro Pro Gly Ser Pro 

35 40 45 

Pro Val Ala Gly Thr Thr Gly Ala Leu Pro His Arg Lys Ala His 'Phe 

50 55 60 

Leu Glu Ala Glu Thr Glu Ala Pro Ser Gly Lys Gly Asp Pro Pro Gly 
65 70 75 80 

Met Arg Gly Ala Gin Arg Ala Ala Thr Trp Gly Pro Thr Arg 

85 90 

<210> 3023 

<211> 1834 

<212> DNA 

<213> Homo sapiens 

<400> 3023 

ngctaatgta taccatgcta gcacagcaaa tggagagagc agagcaatca aaatttataa 
60 

aacttctatt ttggtgttca aagatcggga taaatatgta agtggagaat tcaggtaagt 
120 

tcagattttt ccctccagtt ggtttaattt ctatttccta aaacattaaa ataataatgg 
180 

aatgattgaa ataataaaca tttttcttat tcaagatttc gtcatggcta ttgtaaagga 
240 

aaccctagga aaatggtgaa aacttgggca gaaaaagaaa tgaggaactt aatcaggcta 
300 
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aacacagcag agataccatg tccagaacca 
360 

agcttcatcg gtaaagatga catgcctgca 
420 

tccaaggctc gggagttgta cctgcaggtc 
460 

gccagacttg tccatgcaga tctcagtgaa 
540 

tatatcattg acgtgtctca gtccgtggag 
600 

agaaaggatt gcgccaacgt caatgatttc 
660 

gtgcgggagc tctttgaatt tgtcacagat 
720 

tatctctcaa aggccatgga aatagcatct 
780 

gatcatgtgg atgaagaggt gtttaagcga 
840 

aaaaattatg agagggatat ggacataatt 
900 

aatgcccaac aagataatat tctaccagac 
960 

agttcagaag gtccctgcac tctagaaaat 
1020 

gaagatattg gaagctctga gtgctctgac 
1080 

cgccccaaga aacacaccac ggaccctgac 
1140 

aaggaagccc agagagagaa aagaaaaaac 
1200 

gagaagacag ccaagacgaa aaaaggcaaa 
1260 

tttcctcagt tccttttctc gcctgaactc 

1320 

ttttaaccag attgtcatcg tggcactgtc 
1380 

actatgtaaa aagctctaag ctctagagtc 

1440 

gacagaggat ttacttaagc tattatttta 
1500 

atttttttct cttacaaata tgtttttgga 
1560 

tctgtaactc ttacatgagt gtccagaggc 
1620 

gtacacacca gagacccatc tgaggtcatc 
1680 

atttcaccca cagttcagct ggctgttgat 
1740 

ggcgatcatt tgtaatgctc ttacacttcg 
1800 

ctcagttcat aaagtttttt acaattcaaa 
1834 

<210> 3024 



ataatgctaa gaagtcatgt tcttgtcatg 
ccactcttga aaaatgtcca gttatcagaa 
attcagtaca tgagaagaat gtatcaggat 
tttaacatgc tgtaccacgg tggaggcgtg 
cacgaccacc cacatgcctt ggagttcttg 
tttatgaggc acagtgttgc tgtcatgact 
ccatccatta cacatgagaa catggatgct 
caaaggacca aggaagaacg gtctagccaa 
gcatatattc ctagaacctt gaatgaagtg 
atgaaattga aggaagagga catggccatg 
tgttacagga ttgaagaaag atttgtcagg 
caagtggagg aaaggacttg ttctgattca 
acagactctg aagagcaggg agaccatgcc 
attgataaaa aagaaagaaa aaagatggtc 
aaaattccta aacatgtgaa aaaaagaaag 
tagaatgaga accatattat gtacagtcat 
ttaagctgca tctggaagat ggcttattgg 
tgtgaagacg gattcaaatg ttttcatgta 
tagatccagt cactgactct gtctggtgtt 
ataaagaact ttgtacattt ttatttttat 
agcatgataa atgtttaaat gtagtcaaca 
actcatggga aaattggttt tgctttcttt 
tgattataag gccatgttta tataaaggga 
tttcactgca actctgcctt tgtgtgtatt 
tctttaatgt tctttttgga gttaggacct 
aaaa 
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<211> 347 
<212> PRT 

<213> Homo sapiens 



<400> 3024 



Asn Asn 


Lys 


His 


Phe 


Ser Tyr 


Ser Arg Phe Arg His Gly Tyr Cys Lys 


1 






5 






10 


15 


Glv Asn 


Pro 


Arci 


Lvs 


Met Val 


Lys Thr Trp Ala Glu Lys Glu Met Arg 






20 








25 


30 


Asn Leu 


lie 


Arg 


Leu 


Asn Thr 


Ala 


Glu He Pro 


Cys Pro Glu Pro He 




35 








40 




4S 


Met Leu 


Arg 


Ser 


His 


Val Leu 


Val 


Met Ser Phe 


He Gly Lys Asp Asp 


50 . 








55 






60 


Met Pro 


Ala 


Pro 


Leu 


Leu Lys Asn Val Gin Leu Ser Glu Ser Lys Ala 


65 








70 




75 


80 


Ara Glu 


Leu 


Tvr 


Leu 


Gin Val 


He Gin Tyr Met 


Arg Arg Met Tyr Gin 








85 






90 


95 


A«50 Al A 


rtt 3 




Val 


His Ala 


Asp 


Leu Ser Glu 


Phe Asn Met Leu Tyr 






100 








105 


110 


His Glv 


Glv 


Glv 


Val 


Tyr He 


He 


Asp Val Ser 


Gin Ser Val Glu His 




115 








120 




125 


Afio His 


Pro 


His 


Ala 


Leu Glu 


Phe 


Leu Arg Lys 


Asp Cys Ala Asn Val 


130 








135 






140 


Asn Asd 


Phe 


Phe 


Met 


Arg His 


Ser 


Val Ala Val 


Met Thr Val Arg Glu 


145 








150 




155 


160 


Leu Phe 


Glu 


Phe 


Val 


Thr Asp 


Pro 


Ser He Thr 


His Glu Asn Met Asp 








165 






170 


175 


Ala Tyr 


Leu 


Ser 


Lys 


Ala Met 


Glu 


lie Ala Ser Gin Arg Thr Lys Glu 






180 








185 


190 


Glu Ara 


Ser 


Ser 


Gin 


Asp His Val Asp Glu Glu Val Phe Lys Arg Ala 




195 








200 




205 


Tyr lie 


Pro 


Arg 


Thr 


Leu Asn 


Glu 


Val Lys Asn Tyr Glu Arg Asp Met 


210 








215 






220 


Asp lie 


lie 


Met 


Lys 


Leu Lys 


Glu 


Glu Asp Met 


Ala Met Asn Ala Gin 


225 








230 




235 


240 


Gin Asp 


Asn 


lie 


Leu 


Pro Asp Cys Tyr Arg He 


Glu Glu Arg Phe Val 








245 






250 


255 


Arg Ser 


Ser 


Glu 


Gly 


Pro Cys 


Thr 


Leu Glu Asn 


Gin Val Glu Glu Arg 






260 








265 


270 


Thr Cys 


Ser 


Asp 


Ser 


Glu Asp 


He Gly Ser Ser Glu Cys Ser Asp Thr 




275 








280 




285 


Asp Ser 


Glu 


Glu 


Gin 


Gly Asp His Ala Arg Pro Lys Lys His Thr Thr 


290 








295 






300 


Asp Pro 


Asp 


He 


Asp 


Lys Lys Glu Arg Lys Lys 


Met Val Lys Glu Ala 


305 








310 




315 


320 


Gin Arg 


Glu 


Lys 


Arg 


Lys Asn 


Lys 


He Pro Lys 


His Val Lys Lys Arg 








325 






330 


335 


Lys Glu 


Lys 


Thr 


Ala 


Lys Thr Lys Lys Gly Lys 








340 








345 





<210> 3025 

<211> 1370 

<212> DNA 

<213> Homo sapiens 
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c400> 3025 

nnacgcgtgc ccagacagga tggctttttc gggaagataa aacacattag atggatcact 
60 

tcaagagaag ataaaaattg aaactgctaa tcatctagta ctactgctaa gccgctccaa 
120 

agcttctgaa gcatctaggt gatcttctta aatctttgac aggaaagagt aggaaacttt 
180 

ttggcagact tttacctggt gaatggactt gttttagaat caaggaaaag aagagaacat 
240 

ctcagtgaag aggatattct tcgaaataag gccatcatgg agagtttgag taaaggtgga 
300 

aacataatgg aacagaattt tgagccgatt cgaagacagt ctcttacacc tcctcctcag 
360 

aacactatta catgggaaga atatatatct gctgaaaatg gaaaagctcc tcatctgggt 
420 

agagaattgg tgtgcaaaga gagtaagaaa acgtttaaag ctacgatagc catgagccag 
480 

gaatttccct tagggataga gttattattg aatgttttag aagtagtagc tcccttcaag 
540 

cactttaaca agcttagaga atttgttcag atgaagcttc ctccaggctt tcctgtaaaa 
600 

ttagatatac ctgtgtttcc cacaatcaca gccaccgtga cttttcagga gtttcgatac 
660 

gatgaatttg atggctccat ctttactata cctgatgact acaaggaaga cccaagccgt 
720 

tttcctgatc tttaactgac gtggaaaagg atgccgtcta accaaggaaa gaaaatacag 
780 

agaccctaga agtggatcca aatagaaggg acaaatgctt tcagtgaaga aaagggaatt 
840 

acacattgaa tcgacacatc agtaatacga tacagtgaaa tgggcctcta ataagaattt 
900 

cagcgagttt tctgatgtgc cattttttgt ctttttaaaa atatacatat tataaatgta 
960 

atagtttgac acattaatga ccctaagacc tgcgtatgtg aagcagctat gagtgctgtg 
1020 

atttgttttt aaaaattttt acacttcttg ttgaaatata tatgcatata aatatatcta 
1080 

tatctatatc tatatctaaa acactcctgg accattaacg taaattaaat gtcttaagag 
1140 

atatggagcc cttttaaact tgtcatcttt atgcaaggtg acatttataa atattccttc 
1200 

gagctttgtt ttcataaaat gtaaactatg taacattatg tatagttcag taatttgaat 
1260 

gtttgttcaa tataatgaac tagaaggaat gcaattttct gtagatgaat gaaccaaatg 
1320 

gtaaccatta aacaattgca tttaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1370 

<210> 3026 
<211> 152 
<212> PRT 

<213> Homo sapiens 
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<400> 3026 



Met 


Glu 


Ser 


Leu 


Ser 


Lys 


Gly 


Gly 


Asn 


He 


Met 


Glu 


Gin 


Asn 


Phe 


Glu 


1 








5 










10 










15 




Pro 


lie 


Arg 


Arg 
20 


Gin 


Ser 


Leu 


Thr 


Pro 
25 


Pro 


Pro 


Gin 


Asn 


Thr 
30 


He 


Thr 


Trp 


Glu 


Glu 
35 


Tyr 


lie 


Ser 


Ala 


Glu 
40 


Asn 


Gly 


Lys 


Ala 


Pro 
45 


His 


Leu 


Gly 


Arg 


Glu 
50 


Leu 


Val 


Cys 


Lys 


Glu 
55 


Ser 


Lys 


Lys 


Thr 


Phe 
60 


Lys 


Ala 


Thr 


He 


Ala 


Met 


Ser 


Gin 


Glu 


Phe 


Pro 


Leu 


Gly 


He 


Glu 


Leu 


Leu 


Leu 


Asn 


val 


65 










70 










75 










80 


Leu 


Glu 


val 


val 


Ala 
8S 


Pro 


Phe 


Lys 


His 


Phe 
90 


Asn 


Lys 


Leu 


Arg 


Glu 
95 


Phe 


Val 


Gin 


Met 


Lys 
100 


Leu 


Pro 


Pro 


Gly 


Phe 
105 


Pro 


Val 


Lys 


Leu 


Asp 
110 


He 


Pro 


Val 


Phe 


Pro 
115 


Thr 


He 


Thr 


Ala 


Thr 
120 


Val 


Thr 


Phe 


Gin 


Glu 
125 


Phe 


Arg 


Tyr 


Asp 


Glu 


Phe 


Asp 


Gly 


Ser 


He 


Phe 


Thr 


He 


Pro Asp 


Asp 


Tyr 


Lys 


Glu 




130 










135 










140 










Asp 


Pro 


Ser 


Arg 


Phe 


Pro 


Asp 


Leu 



















145 150 

c210> 3027 
<211> 1154 
<212> DNA 

<213> Homo sapiens 
<400> 3027 

nccgttttcc cgtcgcacgt ggtggccact gttggcttct gaatggtttg caaggcggat 
60 

atccacgcca aggcctttgg atcggccgtg ggtacatccg tctgagccgt tcctttccat 
120 

cgcagacggc ggcctccgcg gcgctctcca gtcatggact accggcggct tctcatgagc 
180 

cgggtggtcc ccgggcaatt cgacgacgcg gactcctctg acagtgaaaa cagagacttg 
240 

aagacagtca aagagaagga tgacattctg tttgaagacc ttcaagacaa tgtgaatgag 
300 

aatggtgaag gtgaaataga agatgaggag gaggagggtt atgatgatga tgatgatgac 
360 

tgggactggg atgaaggagt tggaaaactc gccaagggtt atgtctggaa tggaggaagc 
420 

aacccacagg caaatcgaca gacctccgac agcagttcag ccaaaatgtc tactccagca 
480 

gacaaggtct tacggaaatt tgagaataaa attaatttag ataagctaaa tgttactgat 
540 

tccgtcataa ataaagtcac cgaaaagtct agacaaaagg aagcagatat gtatcgcatc 
600 

aaagataagg cagacagagc aactgtagaa caggtgttgg atcccagaac aagaatgatt 
660 

ttattcaaga tgttgactag aggaatcata acagagataa atggctgcat tagcacagga 
720 

aaagaagcta atgtatacca tgctagcaca gcaaatggag agagcagagc aatcaaaatt 
780 
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tataaaactt ctattttggt 
840 

tttcgtcatg gctattgtaa 
900 

gaaatgagga acttaatcag 
960 

ctaagaagtc atgttcctgt 
1020 

aggcctgcac cactcttgaa 
1080 

ctgcaggtca ttcagtacat 
1140 

cgtcggtgag aggc 
1154 



gttcaaagat cgggataaat 
aggaaaccct aggaaaatgg 
gctaaacaca gcagagatac 
catgagtttc atcggtaaag 
aaatgtccag ttatcagaat 
gagaagaatg tatcaggatg 



atgtaagtgg agaattcaga 
tgaaaacttg ggcagaaaaa 
catgtccaga accaataatg 
atgacatttc ttttcattca 
ccaaggctcg ggagttgtac 
ccagacttgt ccatgcagat 



<210> 3028 

<211> 331 

<212> PRT 

<213> Homo sapiens 



<400> 3028 












Met 


Asp 


Tyr 


Arg 


Arg 


Leu 


Leu Met Ser 


Arg Val Val Pro Gly Gin Phe 


1 








5 






10 15 


Asp 


Asp 


Ala 


Asp 


Ser 


Ser 


Asp Ser Glu 


Asn Arg Asp Leu Lys Thr Val 








20 






25 


30 


Lys 


Glu 


Lys 


Asp 


Asp 


He 


Leu Phe Glu 


Asp Leu Gin Asp Asn Val Asn 






35 








40 


45 


Glu 


Asn 


Gly 


Glu 


Gly Glu 


He Glu Asp 


Glu Glu Glu Glu Gly Tyr Asp 




50 










55 


60 


Asp 


Asp 


Asp 


Asp 


Asp 


Trp 


Asp Trp Asp 


Glu Gly Val Gly Lys Leu Ala 


65 










70 




75 80 


Lys 


Gly 


Tyr 


Val 


Trp Asn 


Gly Gly Ser 


Asn Pro Gin Ala Asn Arg Gin 










85 






90 95 


Thr 


Ser 


Asp 


Ser 


Ser 


Ser 


Ala Lys Met 


Ser Thr Pro Ala Asp Lys Val 








100 






105 


110 


Leu 


Arg 


Lys 


Phe 


Glu 


Asn 


Lys He Asn 


Leu Asp Lys Leu Asn Val Thr 






115 








120 


125 


Asp 


Ser 


Val 


He 


Asn 


Lys 


Val Thr Glu 


Lys Ser Arg Gin Lys Glu Ala 




130 










135 


140 


Asp 


Met 


Tyr 


Arg 


He 


Lys 


Asp Lys Ala 


Asp Arg Ala Thr Val Glu Gin 


145 










150 




155 160 


Val 


Leu 


Asp 


Pro 


Arg Thr 


Arg Met He 


Leu Phe Lys Met Leu Thr Arg 










165 






170 175 


Gly 


He 


He 


Thr 


Glu 


He 


Asn Gly Cys 


He Ser Thr Gly Lys Glu Ala 








180 






185 


190 


Asn 


Val 


Tyr 


His- 


Ala 


Ser 


Thr Ala Asn 


Gly Glu Ser Arg Ala lie Lys 






195 








200 


205 


He 


Tyr 


Lys 


Thr 


Ser 


He 


Leu Val Phe 


Lys Asp Arg Asp Lys Tyr Val 




210 










215 


220 


Ser 


Gly 


Glu 


Phe 


Arg 


Phe 


Arg His Gly 


Tyr Cys Lys Gly Asn Pro Arg 


225 










230 




235 240 


Lys 


Met 


Val 


Lys 


Thr Trp 


Ala Glu Lys 


Glu Met Arg Asn Leu He Arg 










245 






250 255 


Leu 


Asn 


Thr 


Ala 


Glu 


He 


Pro Cys Pro 


Glu Pro He Met Leu Arg Ser 
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260 

His Val Leu Val 
275 

Ser Arg Pro Ala 
290 

Ala Arg Glu Leu 
305 

Gin Asp Ala Arg 



Met Ser Phe He 
280 

Pro Leu Leu Lys 
295 

Tyr Leu Gin Val 
310 

Leu Val His Ala 
325 



265 

Gly Lys Asp Asp 

Asn Val Gin Leu 
300 

He Gin Tyr Met 
315 

Asp Arg Arg 
330 



270 

He Ser Phe His 
285 

Ser Glu Ser Lys 

Arg Arg Met Tyr 
320 



<210> 3029 

<211> 344 

<212> DNA 

<213> Homo sapiens 

<400> 3029 

acgcgtgatg cacggaaggg ccttcggttt ttgcattttc cttatctgct gaccttacag 
60 

ctgaaaagat tcgattttga ttatacaacc atgcatagga ttaaactgaa tgatcgaatg 
120 

acatttcccg aggaactaga tatgagtact tttattgatg ttgaagatga aaaatctcct 
180 

cagactgaaa gttgcactga caggggagca gaaaatgaag gtagttgtca cagtgatcag 
240 

atgagcaacg atttctccaa tgatgatggt gttgatgaag gaatctgttt tgaaaccaat 
300 

agtggaactg aaaagatctc aaaatctgga cctgaaaaga attc 
344 



<210> 3030 

<211> 114 

<212> PRT 

<213> Homo sapiens 



<4O0> 3030 



Thr 


Arg 


Asp Ala 


Arg Lys Gly Leu Arg 


Phe Leu His Phe 


Pro 


Tyr 


Leu 


1 






5 


10 




15 




Leu 


Thr 


Leu Gin 


Leu Lys Arg Phe Asp 


Phe Asp Tyr Thr 


Thr 


Met 


His 






20 


25 




30 






Arg 


He 


Lys Leu 


Asn Asp Arg Met Thr 


Phe Pro Glu Glu 


Leu 


Asp 


Met 






35 


40 


45 








Ser 


Thr 


Phe He 


Asp Val Glu Asp Glu 


Lys Ser Pro Gin 


Thr 


Glu 


Ser 




50 




55 


60 








Cys 


Thr 


Asp Arg 


Gly Ala Glu Asn Glu 


Gly Ser Cys His 


Ser 


Asp 


Gin 


65 






70 


75 






B0 


Met 


Ser 


Asn Asp 


Phe Ser Asn Asp Asp 


Gly Val Asp Glu 


Gly 


He 


Cys 








85 


90 




95 




Phe 


Glu 


Thr Asn 


Ser Gly Thr Glu Lys 


He Ser Lys Ser 


Gly 


Pro 


Glu 






100 


105 




110 







Lys Asn 



<210> 3031 
<211> 567 
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<212> DNA 

<213> Homo sapiens 

<400> 3031 

gctgaagaag cggaggatca tggacgcatc cccgaccctg atgattttgt gccgcctgtg 
60 

cctccccctt cctattttgc cacgttttac tcgtgcacac cccggatgaa ccgcagattg 
120 

gttggtcctg atgttattcc cctgccacac atctacggag ctcgaatcaa aggtgtggaa 
180 

gtgttctgtc ctctggatcc cccgccgcca tatgaagctg tggtgagcca gatggaccag 
240 

gagcagggat cttcattcca aatgtcagaa ggatcagaag ctgctgtgat cccattggat 
300 

ctgggctgca cacaagtgac tcaagatggg gacattccta acatacctgc cgaagaaaat 
360 

gcatccacct caactcccag ttcaaccctg gtgcgtccta tcagaagccg gagagccctc 
420 

ccacccttga ggaccaggtc gaagagtgac cctgtgctcc atccttctga ggagagagct 
480 

gccccagtgc tcagctgtga agccgcaaca cagactgaaa ggagactgga tctggctgca 
540 

gtgactctga ggagaggctt gagatct 
567 

<210> 3032 

<211> 189 

<212> PRT 

<213> Homo sapiens 



<400> 3032 



Ala 


Glu 


Glu 


Ala 


Glu 


Asp 


His 


Gly 


Arg 


He 


Pro 


Asp 


Pro 


Asp 


Asp 


Phe 


1 








5 










10 










15 




Val 


Pro 


Pro 


Val 


Pro 


-Pro 


Pro 


Ser 


Tyr 


Phe 


Ala 


Thr 


Phe 


Tyr 


Ser 


Cys 








20 










25 










30 






Thr 


Pro 


Arg 


Met 


Asn 


Arg 


Arg 


Leu 


val 


Gly 


Pro 


Asp 


Val 


He 


Pro 


Leu 






35 










40 










45 








Pro 


His 


He 


Tyr 


Gly 


Ala 


Arg 


He 


Lys 


Gly 


Val 


Glu 


Val 


Phe 


Cys 


Pro 




50 










55 










60 










Leu Asp 


Pro 


Pro 


Pro 


Pro 


Tyr 


Glu 


Ala 


val 


Val 


Ser 


Gin 


Met 


Asp 


Gin 


65 










70 










75 










80 


Glu 


Gin 


Gly 


Ser 


Ser 


Phe 


Gin 


Met 


Ser 


Glu 


Gly 


Ser 


Glu 


Ala 


Ala 


Val 










85 










90 










95 




He 


Pro 


Leu 


Asp 


Leu 


Gly 


Cys 


Thr 


Gin 


Val 


Thr 


Gin 


Asp 


Gly 


Asp 


He 








100 










105 










110 






Pro 


Asn 


He 


Pro 


Ala 


Glu 


Glu 


Asn 


Ala 


Ser 


Thr 


Ser 


Thr 


Pro 


Ser 


Ser 






115 










120 










125 








Thr 


Leu 


Val 


Arg 


Pro 


lie 


Arg 


Ser 


Arg 


Arg 


Ala 


Leu 


Pro 


Pro 


Leu 


Arg 




130 










135 










140 










Thr 


Arg 


Ser 


Lys 


Ser 


Asp 


Pro 


Val 


Leu 


His 


Pro 


Ser 


Glu 


Glu 


Arg 


Ala 


145 










150 










155 










160 


Ala 


Pro 


Val 


Leu 


Ser 


Cys 


Glu 


Ala 


Ala 


Thr 


Gin 


Thr 


Glu 


Arg 


Arg 


Leu 










165 










170 










175 




Asp 


Leu 


Ala 


Ala 


Val 


Thr 


Leu Arg 


Arg 


Gly 


Leu 


Arg 


Ser 
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180 185 

<210> 3033 
<211> 821 
<212> DNA 

<213> Homo sapiens 
<400> 3033 

nnacgcgtga agggggaaaa tgacaagaca gacttggatg ttatacgaga aaatcataga 
60 

ttcctatgga atgaggagga cgaaatggac atgacttggg agaagagact tgctaagaaa 
120 

tactatgata aattatttaa ggaatactgc atagcagatc tcagtaaata taaagaaaat 
180 

aagtttggat ttaggtggcg agcagaaaaa gaagtaattt caggaaaagg tcaatttttc 
240 

tgtggaaata aatattgtga taaaaaagaa ggcttaaaga gttgggaagt taattttggt 
300 

tatattgagc atggtgagaa gagaaatgca cttgttaaat taaggttatg ccaagaatgt 
360 

tccattaaat taaatttcca tcacaggaga aaagaaatca agtcaaaaaa aagaaaagat 
420 

aaaaccaaaa aagactgtga agagtcatca cataaaaaat ccagattatc ttctgcagaa 
480 

gaggcctcca agaaaaaaga taaaggacat tcatcttcaa agaaatctga agattctcta 
540 

cttagaaact ctgatgagga agaaagtgct tcagaatctg aactctggaa gggtccacta 
600 

ccagagacag atgaaaaatc acaggaagaa gaatttgatg agtattttca ggatttgttt 
660 

ctatgagacg agagagagaa gcctccgctc cttaatgtga aacttcatga agttttaaac 
720 

ctcatgcaat ttgaaattcc atctacgtct ttatctgcaa gttacagctt ctgtgctttg 
780 

tcttcgcaac tacaaatcca ggttctctca gcaacaacac a 
821 

<210> 3034 
<211> 221 
<212> PRT 

<213> Homo sapiens 



<400> 3034 




















Xaa 


Arg Val 


Lys 


Gly 


Glu Asn Asp 


Lys 


Thr 


Asp 


Leu 


Asp Val lie Arg 


l 






5 








10 






15 


Glu 


Asn His 


Arg 


Phe 


Leu 


Trp Asn 


Glu 


Glu 


Asp 


Glu 


Met Asp Met Thr 






20 








25 








30 


Trp 


Glu Lys 


Arg 


Leu 


Ala 


Lys Lys 


Tyr 


Tyr 


Asp 


Lys 


Leu Phe. Lys Glu 




3S 








40 










45 


Tyr 


Cys lie 


Ala 


Asp 


Leu 


Ser Lys 


Tyr 


Lys 


Glu 


Asn 


Lys Phe Gly Phe 




50 








55 








60 




Arg 


Trp Arg 


Val 


Glu 


Lys 


Glu val 


lie 


Ser 


Gly 


Lys 


Gly Gin Phe Phe 


65 








70 








75 




80 


Cys 


Gly Asn Lys 


Tyr 


Cyg 


Asp Lys 


Lys 


Glu 


Gly 


Leu 


Lys Ser Trp Glu 
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85 90 95 



Val 


Asn 


Phe 


Gly 


Tyr 


He Glu 


His 


Gly 


Glu Lys Arg Asn Ala Leu 


Val 








100 








105 


110 




Lys 


Leu 


Arg 


Leu 


Cys 


Gin Glu 


Cys 


Ser 


He Lys Leu Asn Phe His 


His 






115 








120 




125 




Arg 


Arg 


Lys 


Glu 


He 


Lys Ser 


Lys 


Lys 


Arg Lys Asp Lys Thr Lys 


Lys 




130 








135 






140 




Asp 


Cys 


Glu 


Glu 


Ser 


Ser His 


Lys 


Lys 


Ser Arg Leu Ser Ser Ala 


Glu 


14 5 










150 






155 


160 


Glu 


Ala 


Ser 


Lys 


Lys 


Lys Asp 


Lys Gly 


His Ser Ser Ser Lys Lys 


Ser 










165 








170 175 




Glu 


Asp 


Ser 


Leu 


Leu 


Arg Asn 


Ser Asp 


Glu Glu Glu Ser Ala Ser 


Glu 








160 








185 


190 




Ser 


Glu 


Leu 


Trp 


Lys Gly Pro 


Leu 


Pro 


Glu Thr Asp Glu Lys Ser 


Gin 






195 








200 




205 




Glu 


Glu 


Glu 


Phe 


Asp Glu Tyr 


Phe 


Gin 


Asp Leu Phe Leu 






210 








215 






220 





<210> 3035 

<211> 878 

<212> DNA 

<213> Homo sapiens 

<400> 3035 

ctcgaggaag atggcctcag accacaggat acctataatt cagaaacaaa gaacaaagat 
60 

ttgcactcca gcctctggtt ccggaaaggt gcccagccta cagattctaa cccgggacgt 
120 

cctcagacca cgacaggggc ctcccacaca cggctcgcag aacctgtgca aggagaacca 
180 

caaaggatga gcactctggc ccacccaaaa ccatggcagc cctgagggca cagactggac 
240 

accctgcaga gtctcactct gtcattcagg gtggagtgca atggcgcaat ctcagctcac 
300 

tgcaacctcc cactcccggg ctcaagcaat tctcctgacc cacactcagg cccagctcct 
360 

tcccagactg tcatcctctt tctagaagga aacagggacc ctgggggtcg gggatggccc 
420 

tgagctcccc gctgtgcccc acacctggcg ggtctttgcc cacatgtgcc tagagtctgc 

480 

atgctctgcc ccatggctac ccgctgctgc ctgcaaggtt ccagagtcac gtccccagtg 

540 

agtctctgac ccggcggcca gcacaccagt gtgaatcacg tgtgtcccca gtgagtctct 
600 

gacccggcgg ccagcgcacc agtgtgaatc acatgcgtcc ccagtgagtc tctgacccgg 
660 

cgaccagagc accagtgtga atcacatgcg tccccggtga gtctctgcag ggtgtccagt 
720 

ctgtgccctc agggctgcca tggttttggg tgggccagag tgctcatcct ttgtggttct 
780 

ccttgcacaa gttctgcgag ccatgtgtgg gaggcccctg tcgtggtctg aggacgtccc 
840 

gggttagaat ctgtaggctg ggcacctttc gggaaccg 
878 
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<210> 3036 

<211> 65 

<212> PRT 

<213> Homo sapiens 



<400> 3036 

Gly His Arg Leu Asp Thr Leu Gin Ser Leu Thr Leu Ser Phe Arg Val 

15 10 15 

Glu Cys Asn Gly Ala lie Ser Ala His Cys Asn Leu Pro Leu Pro Gly 

20 25 30 

Ser Ser Asn Ser Pro Asp Pro His Ser Gly Pro Ala Pro Ser Gin Thr 

35 40 45 

Val He Leu Phe Leu Glu Gly Asn Arg Asp Pro Gly Gly Arg Gly Trp 
50 55 60 

Pro 
65 



<210> 3037 

<211> 3538 

<212> DNA 

<213> Homo sapiens 



<400> 3037 

nntctagaaa ttaatgatga caccttagaa 
60 

acaaagaaac ttcttgatga acaagaacaa 
120 

ctcaagctca tagtagatgc tttcctacag 
180 

atagacaagg cagcaatgga tttttgcatg 
240 

ttggtacggg cactcttcat agttcctaga 
300 

agattggttg ctacattgca tccctgcatg 
360 

ctgagggggg atttcagatt tcatgtacgg 
420 

aataaaactg ttcgttttat aggagaacta 
480 

acactgcatt gtttaaagat gcttctgtca 
540 

tgcaccctgc tggagacatg tggacggttt 
600 

accagtgtac ttttggagca aatgatgaga 
660 

tacgtcacaa tggtagagaa tgcatattac 
720 

gtgaaaaaga aacgtcctcc tctccaggaa 
780 

tctaaggtta ccaccgagaa ggttttgaga 
840 

gaagtgaaag actatgttat ttgttgtatg 
900 



ttagagggtg gagatgaagc tgaagatctt 
gaagatgagg aagccagcac tggatctcat 
cagttaccca actgtgtcaa ccgagatctg 
aacatgaaca caaaagcaaa caggaagaag 
caaaggttgg atttgctacc attttatgca 
tctgatgtag cagaggatct ttgttccatg 
aaaaaggacc agatcaatat tgaaacaaag 
actaagttta agatgttcac caaaaatgac 
gacttctctc atcaccatat tgaaatggca 
cttttcagat ctccagaatc tcacctgagg 
aagaagcaag caatgcatct tgatgcgaga 
tactgcaacc cacctccagc tgaaaaaacc 
tatgtccgga aacttttgta caaggatctc 
cagatgcgaa agctgccctg gcaggaccaa 
ataaacatct ggaatgtgaa atataatagt 
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attcattgtg tagccaacct cttagcagga 
960 

cacgttgtgg atggagtgtt agaagatatt 
1020 

tttaatcaga ggcgcatcag cagtgccaag 
1080 

gtggaatcag ctgttatttt cagaactctg 
1140 

gatggctctc caagttccct ggacccacct 
1200 

actattctgg acacatgtgg ccagtacttt 
1260 

tgtttccttg tatattttca gcgttatgtt 
1320 

aaagaccatc catttcctat tgatatagat 
1380 

agaccaaaga tcaaactctg taattctctg 
1440 

gaacgagaat tcttaataaa actaggccta 
1500 

acagaaggag aaaatcttga agaggatgaa 
1560 

gaacaatctg gaaatgaaag tgaagtaaat 
1620 

gatgatgatg agggagaaga agaggaggaa 
1680 

aaggaaaatg aaaccgatga agagaatact 
1740 

catgtacctt gtgtagaaga tgaggacttc 
1800 

aatctacagc aacgaagtgg tgaatctgtt 
1B60 

ttgcatctca aaagccagct gaggaaaggg 
1920 

gagtctgcag acacaatgcc gtttgtcatg 
1980 

aagatcctta atgtacccat gtcctctcaa 
2040 

gcagaacaag aagagaggat gagaatgaaa 
2100 

gaacaagaag attatcaaga aatgttgcag 
2160 

accaatcgtg agaggcggcc tcgctaccaa 
2220 

atctttaaga ctggtgggag gagacgttga 
2280 

tgtatctgat gttgtggtta gtggagtcct 
2340 

ctcagcaggt cggtctagag agttgcgaat 
2400 

cagaaacacc agcctctgcc aacaccggaa 
2460 

ggccttttgt aatggaaatc tcgcgagggt 
2520 



ctagtgctct accaagagga tgttgggatc 
cgattaggaa tggaggttaa tcaacctaaa 
ttcttaggag aactttacaa ctaccgaatg 
Cactctttta cctcatttgg tgttaatcct 
gagcatcttt tcagaattag actcgtatgc 
gacagaggtt ccagtaaacg aaaacttgat 
tggtggaaga aaagtttgga ggtttggaca 
tacatgatca gtgatacact agaactgcta 
gaagaatcca tcaggcaggt acaagacttg 
gtaaatgaca aagactcaaa agattttatg 
gaagaagaag aaggtggggc tgaaacagaa 
gagccagaag aagaggaggg ttctgataat 
gagaatacag attaccttac agattccaat 
gaggtaatga ttaaaggcgg tggacttaag 
attcaagctc tggataaaat gatgctagaa 
aaagtgcacc aactagatgt tgccattcct 
cccccactgg gaggtgggga aggagaggct 
ttaacaagaa aaggcaataa acagcagttt 
cttgctgcaa atcactggaa ccagcaacag 
aagctcacac tagatatcaa tgaacggcaa 
tctcttgcac agcgcccagc tccagcaaac 
catccgaagg gagcacctaa tgcagatcta 
tccagcagca cgtgtcattt cattaggtcc 
ccagcaattg aatgagagca gtggacacat 
ctaaacctgg gacaggctgg ggccaggagg 
caagccgacg cttccagaca aggcggaaaa 
taatcttctc ttgagaatgg cagtcaagaa 
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atgagatggt 
2580 

gagccagaga 
2640 

aacttgattt 
2700 

tgggggctcc 
2760 

cttacatgca 
2820 

ggcttttgtt 
2880 

atccatcaga 
2940 

ttttactata 
3000 

agggatctag 
3060 

cacagaaaac 
3120 

gtttacagcc 
3180 

gtttttgttt 
3240 

tttctgacaa 
3300 

agtatattta 
3360 

ctattttgca 
3420 

caaaacttgt 
3480 

gaaatctgac 
3538 



tcacttgact 
agaaacgggt 
gagtttcatt 
aggactacag 
ggacaacaaa 
taggaatttg 
gtcagtgcta 
cagagagcat 
gtgagcccat 
gaacgaagga 
tctgtctcta 
tgtttttttt 
tctgttaatt 
gtcggagagc 
ttttttcttt 
aaagttgtaa 
ctttgccgat 



actgagcagt 
tgtgatggta 
gtctctgaat 
tagaaaagta 
atgatgaaag 
tttcaagagg 
taaaattgcc 
taattcagat 
tgtaagtatc 
caacaagaag 
aacaaagtat 
tgttttcccc 
tcttaggaca 
acatctgtat 
taccatgttt 
catttcacat 
gctgcaataa 



tacaccaagg 
atggtgtggg 
tgaacatccc 
tagagcaagc 
atatccaaat 
aacaagggat 
tattaaggta 
ggcttagaaa 
attgaaaaca 
tggatgagaa 
ggaaacaagt 
cactaaatag 
gctgtctttg 
gcgacaactt 
cagtttctgc 
ggaaatgctg 
agtgttgtaa 



agagcgtgaa 
ggaaatgaac 
acgttggaag 
aggaaaatct 
accagataat 
gagggagaaa 
aaagaaaaat 
agtgatacca 
aaacatgccc 
tattttgttg 
agagctttta 
aaatgagggt 
gtttgctttc 
gattacatct 
atgtagattt 
cccaatcttc 
tttaaaaaaa 



ggggatgatt 
ttgagcttta 
aagatacatt 
tctagtaaaa 
ccaccaggaa 
aatccgtttt 
gtggagacta 
gcccaagaac 
gtcaacatgt 
accttcatgg 
ttttgctttt 
ccttagtctg 
cagcaggcgt 
ttttttctag 
aaataaaaaa 
accagcttca 
aaaaaaaa 



<210> 3038 
<211> 697 
<212> PRT 

<213> Homo sapiens 
<4*00> 3038 

Pro Asn Cys Val Asn Arg Asp Leu lie Asp Lys Ala Ala Met Asp Phe 

15 10 15 

Cys Met Asn Met Asn Thr Lys Ala Asn Arg Lys Lys Leu Val Arg Ala 

20 25 30 

Leu Phe lie Val Pro Arg Gin Arg Leu Asp Leu Leu Pro Phe Tyr Ala 

35 40 45 

Arg Leu Val Ala Thr Leu His Pro Cys Met Ser Asp Val Ala Glu Asp 

50 55 60 

Leu Cys Ser Met Leu Arg Gly Asp Phe Arg Phe His Val Arg Lys Lys 
65 70 75 80 

Asp Gin He Asn lie Glu Thr Lys Asn Lys Thr Val Arg Phe He Gly 

85 90 95 

Glu Leu Thr Lys Phe Lys Met Phe Thr Lys Asn Asp Thr Leu His Cys 



2262 



WO 00/58473 



PCT/US00/08621 



100 

Leu Lys Met Leu 
115 

Cys Thr Leu Leu 
130 

Ser His Leu Arg 
14S 

Gin Ala Met His 

Tyr Tyr Tyr Cys 
180 

Arg Pro Pro Leu 
195 

Ser Lys Val Thr 
210 

Trp Gin Asp Gin 
225 

lie Trp Asn Val 

Ala Gly Leu Val 
260 

Gly Val Leu Glu 
275 

Phe Asn Gin Arg 
290 

Asn Tyr Arg Met 
305 

Phe Thr Ser Phe 

Pro Pro Glu His 
340 

Thr Cys Gly Gin 
355 

Cys Phe Leu Val 
370 

Glu Val Trp Thr 
385 

lie Ser Asp Thr 

Ser Leu Glu Glu 
420 

Leu He Lys Leu 
435 

Thr Glu Gly Glu 
450 

Ala Glu Thr Glu 
465 

Glu Glu Glu Glu 

Glu Glu Glu Asn 
500 

Thr Asp Glu Glu 
515 

His Val Pro Cys 



Leu Ser Asp Phe 
120 

Glu Thr Cys Gly 
135 

Thr Ser Val Leu 
150 

Leu Asp Ala Arg 
165 

Asn Pro Pro Pro 

Gin Glu Tyr Val 
200 

Thr Glu Lys Val 
215 

Glu Val Lys Asp 
230 

Lys Tyr Asn Ser 
245 

Leu Tyr Gin Glu 

Asp He Arg Leu 
280 

Arg He Ser Ser 
295 

Val Glu Ser Ala 
310 

Gly Val Asn Pro 
325 

Leu Phe Arg He 

Tyr Phe Asp Arg 
360 

Tyr Phe Gin Arg 
375 

Lys Asp His Pro 
390 

Leu Glu Leu Leu 
405 

Ser He Arg Gin 
Gly Leu Val Asn 

440 

Asn Leu Glu Glu 
455 

Glu Gin Ser Gly 
470 

Gly Ser Asp Asn 
485 

Thr Asp Tyr Leu 

Asn Thr Glu Val 
520 

Val Glu Asp Glu 



105 



Ser 


His 


His 


His 


Arg 


Phe 


Leu 


Phe 








140 


Leu 


Glu 


Gin 


Met 






155 




tyr 


Val 


Thr 


Met 




170 






Ala 


Glu 


Lys 


Thr 


185 








Arg 


Lys 


Leu 


Leu 


Leu 


Arg Gin Met 








220 


Tyr 


Val 


He 


Cys 






235 




lie 


His 


Cys 


Val 




250 






Asp 


Val Gly 


He 


265 








Gly 


Met 


Glu 


Val 


Ala 


Lys 


Phe 


Leu 








300 


val 


He Phe Arg 






315 




Asp 


Gly Ser 


Pro 




330 






Arg 


Leu 


Val 


Cys 


345 








Gly 


Ser 


Ser 


Lys 


Tyr 


Val 


Trp 


Trp 








380 


Phe 


Pro 


He 


Asp 






395 




Arg 


Pro Lys 


He 




410 






Val 


Gin Asp 


Leu 


425 








Asp 


Lys 


ASp 


Ser 


A3p 


Glu 


Glu 


Glu 








460 


Asn 


Glu 


Ser 


Glu 






475 




Asp 


Asp 


Asp 


Glu 




490 






Thr 


Asp 


Ser 


Asn 


505 








Met 


He Lys Gly 


Asp 


Phe 


He 


Gin 



110 

He Glu Met Ala 
125 

Arg Ser Pro Glu 

Met Arg Lys Lys 
160 

Val Glu Asn Ala 
175 

Val Lys Lys Lys 
190 

Tyr Lys Asp Leu 
205 

Arg Lys Leu Pro 

Cys Met He Asn 
240 

Ala Asn Leu Leu 
255 

His Val Val Asp 
270 

Asn Gin Pro Lys 
26S 

Gly Glu Leu Tyr 

Thr Leu Tyr Ser 
320 

Ser Ser Leu Asp 
335 

Thr He Leu Asp 
350 

Arg Lys Leu Asp 
365 

Lys Lys Ser Leu 

He Asp Tyr Met 
400 

Lys Leu Cys Asn 
415 

Glu Arg Glu Phe 
430 

Lys Asp Phe Met 
445 

Glu Glu Gly Gly 

Val Asn Glu Pro 
480 

Gly Glu Glu Glu 
495 

Lys Glu Asn Glu 
510 

Gly Gly Leu Lys 
52S 

Ala Leu Asp Lys 
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530 








535 










540 


Met 


Met 


Leu 


Glu 


Asn 


Leu Gin 


Gin 


Arg 


Ser 


Gly 


Glu Ser Val Lys Val 


545 










550 








555 


560 


His 


Gin 


Leu 


Asp Val 


Ala He 


Pro 


Leu 


His 


Leu 


Lys Ser Gin Leu Arg 










565 








570 




575 


Lys 


Gly 


Pro 


Pro 


Leu 


Gly Gly 


Gly 


Glu 


Gly 


Glu 


Ala Glu Ser Ala Asp 








580 








585 






590 


Thr 


Met 


Pro 


Phe 


Val 


Met Leu 


Thr 


Arg 


Lys 


Gly 


Asn Lys Gin Gin Phe 






595 








600 








605 


Lys 


He 


Leu 


Asn 


Val 


Pro Met 


Ser 


Ser 


Gin 


Leu 


Ala Ala Asn His Trp 




610 








615 










620 


Asn 


Gin 


Gin 


Gin 


Ala 


Glu Gin 


Glu 


Glu 


Arg 


Met 


Arg Met Lys Lys Leu 


625 










630 








635 


640 


Thr 


Leu 


Asp 


He 


Asn 


Glu Arg 


Gin 


Glu 


Gin 


Glu 


Asp Tyr Gin Glu Met 










645 








650 




655 


Leu 


Gin 


Ser 


Leu 


Ala 


Gin Arg 


Pro 


Ala 


Pro 


Ala 


Asn Thr Asn Arg Glu 








660 








665 






670 


Arg 


Arg 


Pro 


Arg 


Tyr 


Gin His 


Pro 


Lys 


Gly 


Ala 


Pro Asn Ala Asp Leu 






675 








660 








685 


lie 


Phe 


Lys 


Thr Gly 


Gly Arg 


Arg 


Arg 









690 695 



<210> 3039 
<211> 1836 
<212> DNA 

<213> Homo sapiens 
<400> 3039 

nnttttttat gtggacttct tttaaacatt tattaaaaaa gcaaaatgta tgttcatctc 
60 

aaatctaaca gttaaaaaat ggtaaagcaa tacaaacaat gtgttactag cagcatccag 
120 

tcgttagaat ctctcaccct gcttctcggt ctgatctgtg caagctcagt ctcttctgag 
180 

cctgcagcta cctccatccc tcatcgtagt gcaggccaaa ccaaatttta taaaattaac 
240 

aatttaaggt taaataagct taaataaggg tgttaaatac aagacacttc atcaaagctt 
300 

ctgtacaaag ataaacaaat ctggcattgt acaagtggtt ccgctggctc acagcacaca 
360 

gggaagttct agtgagtaag cagattcact ctcatttctt tccagcagag caactataca 
420 

aaagtgaact aagagttgaa gtgactactg accactcggt gagccattta caaggcatat 
480 

gtatcttttt tttgttttta atcagaacac tgttaatatt caggcaccat ttgttcctgc 
540 

aaataaataa gtctctaagg taactgcatc tgaactagtg ttaaacacaa cagtgctttt 
600 

tttttttttt aatcccccca caaagctttt ccaactatgt actatgcctc ctttcttatt 
660 

gctatggtaa tgtggctgtg gaaataaaac tactgtacat ccaaaaaaat agagcacctt 
720 

taacattaaa gtatatgtct gattatttgt tctcatgttt attttacaat actaaagccc 
780 
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aaactatggt aaattgcttt acatctctac caggtcacct gatatacagg aaataaaact 
840 

caactatctt ccctcttgag gtaagcccaa gccagagcac tgttttagca gagtctaaaa 
900 

gaaaaaggtc tcaactgtcg ccagggttta cattcatctt cacaccagga gttacattca 
960 

ttcatcttca catcggcgct gctctctgcc gtggttaccg agaaagagtc gaggctccct 
1020 

atcctgctgt ggtgaatggt gctacacaga atggaacagc aaaaacatct acgattggtt 
1080 

gaaagcacac agaaaaacca catgtttgtg acttcaaagg gacaaggggc atttcccagt 
1140 

ggtcccttga tgaggtgcgg attggctaag attttttgtc gatggtggtg aaaaaccatt 
1200 

ctgtgaattt ccgcagctga gctgtcgcgg tctgggactc ctcctgcagc ctcatgttgt 
1260 

cctgtctcag gtgctgcact tctgcttgga gaacggcctt gtcttgtttt tccttccgaa 
1320 

ggtcggtctg gagttgtcga agaattaatt ccagctgatt gactttcccg gtcagtggtg 
1380 

atggagaacg ctccccagtt gtgtccatga actctttgcc actgcctgga tctacacata 
1440 

agggcagctc tgatgcccct cccggacaca gccacagggt tagattggac ccacctcgtg 
1500 

gatgctgcac gggcatttga agaccagagg gtggcatcct tctgcaccct gacagatatg 
1560 

cagcatgggc aggacctgga aggggcccaa gagctgccct tatgtgtaga tccaggcagt 
1620 

ggcaaagagt tcatggacac aactggggag cgttctccat caccactgac. cgggaaagtc 
1680 

aatcagctgg aattaattct tcgacaactc cagaccgacc ttcggaagga aaaacaagac 
1740 

aaggccggtc tccaagcaga agtgcagcac ctgagacagg acaacatgag gctgcaggaa 
1800 

gagtcccaga ccgcgacagc tcagctgcgg aaattg 
1836 

<210> 3040 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 3040 

Thr Leu Cys His Cys Leu Asp Leu His lie Arg Ala Ala Leu Met Pro 

15 10 15 

Leu Pro Asp Thr Ala Thr Gly Leu Asp Trp Thr His Leu Val Asp Ala 

20 25 30 

Ala Arg Ala Phe Glu Asp Gin Arg Val Ala Ser Phe Cys Thr Leu Thr 

35 40 45 

Asp Met Gin His Gly Gin Asp Leu Glu Gly Ala Gin Glu Leu Pro Leu 

50 55 60 

Cys Val Asp Pro Gly Ser Gly Lys Glu Phe Met Asp Thr Thr Gly Glu 
65 70 75 80 

Arg Ser Pro Ser Pro Leu Thr Gly Lys Val Asn Gin Leu Glu Leu He 
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Leu Arg Gin Leu 
100 

Gly Leu Gin Ala 
115 

Gin Glu Glu Ser 
130 



85 

Gin Thr Asp Leu 

Glu Val Gin His 
120 

Gin Thr Ala Thr 

135 ! 



90 

Arg Lys Glu Lys 
105 

Leu Arg Gin Asp 

Ala Gin Leu Arg 
140 



95 

Gin Asp Lys Ala 
110 

Asn Met Arg Leu 
125 

Lys Leu 



<210> 3041 
<211> 1512 
<212> DNA 

<213> Homo sapiens 



c400> 3041 

ncacgaggag ccagagtctg tcaggcgggt 
60 

tgggagtgcg cggcagggac cggccaggcg 
120 

ccctcaacgt ccgcaggcgc gatgaaggca 
180 

ctacggccgc tgacgctgag caccccgaag 
240 

ttgctgcacc aagtggaggc gctagccgcg 
300 

agctacatgt cgcaggtgct ggagaaggaa 
360 

cgaatctcca tgtcccatga agaggagcct 
420 

cgtgacctac tctctgagac tgcagaccct 
480 

gatttcccct tccaagccat ggtgcagttc 
540 

ctggtgacca aggtggagga accctccaag 
600 

ggccgcattc accggttcgt ggagaagcca 
660 

ggcatgtaca tcctgagccc tgcagtgctg 
720 

gagaaggagg tcttccccat tatggccaag 
780 

ggcttctgga tggacattgg gcagcccaag 
840 

cagtcactga ggcagaagca gcctgagcgg 
900 

gtgctggtgg acccaagtgc ccgcatcggc 
960 

ctgggacctg gcgtggtggt cgaagatggt 
1020 

gatgcccgga tccgttccca ttcctggctt 
1080 

gtgggtcagt gggtacgcat ggagaacgtg 
1140 

gatgagctct acctcaacgg agccagcgtg 
1200 



tggtgaaggg cgcggggccg ggcacggcgt 
ggctgcaggc acctcagagc ccgggacacc 
ctgatcttag tggggggcta tgggacgcgg 
ccactggtgg acttctgcaa taagcccatc 
gcaggcgtgg accacgtgat cctggccgtg 
atgaaggcac aggagcagag gctgggaatc 
ttggggacag ctgggcccct ggcgctggcc 
ttcttcgtcc tcaacagtga cgtgatctgc 
caccggcacc atggccagga gggctccatc 
tacggtgcgg tggtgtgtga ggctgacaca 
caggtgtttg tgtccaataa gatcaacgca 
cggcgcatcc agctgcagcc tacgtccatt 
gaggggcagc tatatgccat ggagttacag 
gacttcctca ctggcatgtg cctcttcctg 
ctgtgctcag gccctggcac tgtgggcaac 
cagaactgca gcattggccc caatgtgagc 
gtgtgtatcc ggcggtgcac ggtgctgcgg 
gagtcctgca ttgtgggctg gcgctgccgc 
acagtgctgg gtgaggacgt catagttaat 
ctgccccaca agtctattgg cgagtcagtg 
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ccagagcctc gtatcatcat gtgaggggat gcagtggggc tggccgagcc ccggttttcc 
1260 

catcagcaag gggagtgctg gcctgacaca tcagaagacc ctggacttgt cattatttgt 
1320 

ctggggggca ctgggtgaag ctgaagctgt tggacacctg ccttctcatg tggacatcat 
1380 

ctggcaggat ccctgctggg cacaccccac aaaccccact ccctcaagaa gggccagggc 
1440 

cagggccgta tggaataata atttaatgct cactgtgaaa aaaaaaaaaa aaaaaaaaaa 
1500 

aaaaaaaaaa aa 
1512 

<210> 3042 
<211> 360 
<212> PRT 

<213> Homo sapiens 



<400> 3042 



Met 


Lys 


Ala 


Leu 


He 


Leu 


Val 


Gly 


Gly 


Tyr Gly Thr Arg 


Leu 


Arg 


Pro 


1 








5 










10 




15 . 




Leu 


Thr 


Leu 


Ser 


Thr 


Pro 


Lys 


Pro 


Leu 


Val Asp Phe Cys 


Asn 


Lys 


Pro 








20 










25 




30 






He 


Leu 


Leu 


His 


Gin 


val 


Glu 


Ala 


Leu 


Ala Ala Ala Gly 


Val Asp His 






35 










40 




45 








Val 


He 


Leu 


Ala 


Val 


Ser 


Tyr 


Met 


Ser 


Gin Val Leu Glu 


Lys 


Glu 


Met 




50 










55 






60 








Lys 


Ala 


Gin 


Glu 


Gin 


Arg 


Leu 


Gly 


He 


Arg. He Ser Met 


Ser 


His 


Glu 


65 










70 








75 






80 


Glu 


Glu 


Pro 


Leu 


Gly 


Thr 


Ala 


Gly 


Pro 


Leu Ala Leu Ala 


Arg 


Asp 


Leu 










85 










90 




95 




Leu 


Ser 


Glu 


Thr 


Ala 


Asp 


Pro 


Phe 


Phe 


Val Leu Asn Ser 


Asp 


Val 


He 








100 










105 




110 






Cys 


Asp 


Phe 


Pro 


Phe 


Gin 


Ala 


Met 


val 


Gin Phe His Arg 


His 


His 


Gly 






115 










120 




125 








Gin 


Glu 


Gly 


Ser 


He 


Leu 


Val 


Thr 


Lys 


Val Glu Glu Pro 


Ser Lys Tyr 




130 










135 






140 








Gly 


Val 


Val 


Val 


Cys 


Glu 


Ala 


Asp 


Thr 


Gly Arg lie His 


Arg 


Phe 


Val 


14 5 










150 








155 






160 


Glu 


Lys 


Pro 


Gin 


Val 


Phe 


Val 


Ser 


Asn 


Lys He Asn Ala 


Gly Met Tyr 










165 










170 




175 




He 


Leu 


Ser 


Pro 


Ala 


Val 


Leu 


Arg 


Arg 


He Gin Leu Gin 


Pro 


Thr 


Ser 








180 










185 




190 






He 


Glu 


Lys 


Glu 


val 


Phe 


Pro 


He 


Met 


Ala Lys Glu Gly 


Gin 


Leu 


Tyr 






195 










200 




205 








Ala 


Met 


Glu 


Leu 


Gin 


Gly 


Phe 


Trp 


Met 


Asp He Gly Gin 


Pro 


Lys 


Asp 




210 










215 






220 








Phe 


Leu 


Thr 


Gly 


Met 


Cys 


Leu 


Phe 


Leu 


Gin Ser Leu Arg 


Gin 


Lys 


Gin 


225 










230 








235 






240 


Pro 


Glu 


Arg 


Leu 


Cys 


Ser 


Gly 


Pro 


Gly 


He Val Gly Asn 


Val 


Leu 


Val 










245 










250 




255 




Asp 


Pro 


Ser 


Ala 


Arg 


He 


Gly 


Gin 


Asn 


Cys Ser He Gly 


Pro 


Asn 


Val 








260 










265 




270 






Ser 


Leu 


Gly 


Pro 


Gly 


Val 


Val 


Val 


Glu 


Asp Gly Val Cys 


He Arg Arg 
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275 280 
Cys Thr Val Leu Arg Asp Ala Arg 

290 295 
Ser Cys He Val Gly Trp Arg Cys 
305 310 
Glu Asn Val Thr Val Leu Gly Glu 

325 

Tyr Leu Asn Gly Ala Ser Val Leu 
340 

Val Pro Glu Pro Arg He He Met 
355 360 



285 

He Arg Ser His Ser Trp Leu Glu 
300 

Arg Val Gly Gin Trp Val Arg Met 
315 320 
Asp Val He Val Asn Asp Glu Leu 

330 335 
Pro His Lys Ser He Gly Glu Ser 
345 350 



<210> 3043 

<211> 394 

<212> DNA 

<213> Homo sapiens 



<400> 3043 
agatctcctt 
60 

tctcatgatg 
120 

cttctctgac 
180 

ggtcttctgg 
240 

ccagcctttg 
300 

gagggtcata 
360 

agagggtctt 
394 



ggatctggag 
ccagcgcttc 
ctcactccaa 
ctgggtgtca 
tttggggact 
ttcctggtat 
gtggagctcc 



gccctggctt 
ctcttcactg 
ctcacgtgtc 
ttgaatgggc 
cggaggcaga 
ccccaggagg 
tgggacagag 



tcagccagag 
gcgtctgacc 
tttgacactt 
agtgattctc 
gtagacagtt 
tcaacagggg 
atct 



gcagggggag 
caggagcagt 
taagggactt 
taactttaga 
acccttaccc 
cttcattttt 



aaagatgatg 
ccagaatcag 
cctgttttag 
ctgatgttcc 
ctgggttggg 
ctgagggact 



c210> 3044 

<211> 115 

<212> PRT 

<213> Homo sapiens 



<400> 3044 
Met Lys Pro Leu 
1 

Gin Pro Arg Gly 
20 

Gin Arg Leu Gly 
3S 

Asn Asp Thr Gin 
50 

Gin Arg His Val 
65 

Leu Leu Gly Gin 

Ser Ser Phe Ser 
100 

Lys Glu He 



Leu Thr Ser Trp 
5 

Lys Gly Asn Cys 

Asn He Ser Leu 
40 

Pro Glu Asp Pro 
55 

Ser Trp Ser Glu 
70 

Thr Pro Val Lys 
85 

Pro Cys Leu Trp 



Gly 


Tyr 


Gin 


Glu 




10 






Leu 


Leu 


Cys 


Leu 


25 








Lys 


Leu 


Glu 


Asn 


Lys 


Thr 


Gly 


Ser 








60 


Val 


Arg 


Glu 


Ala 






75 




Arg 


Lys 


Arg 


Trp 




90 






Leu 


Lys 


Ala 


Arg 



105 



Tyr Asp Pro Pro 
15 

Arg Val Pro Lys 
30 

His Cys Pro Phe 
45 

Pro Leu Lys Cys 

Asp Ser Gly Leu 
80 

His His Glu Thr 
95 

Ala Ser Arg Ser 
110 
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115 

<210> 3045 

<211> 605 

<212> DMA 

<213> Homo sapiens 

<400> 3045 

nnggatcctt gtcgtagtct tgcaggagaa aattgctgcc tttgatagct gtactttcac 
60 

gaagaaatcc tttgttacaa gctgctatcc atgtccaggg ccaaacatga atcctattgc 
120 

tcttgggagc cgctggcttg cttatgcaga aaacaagttg attcgatgtc atcagtcccg 
180 

tggtggagcc tgtggagaca acattcagtc ttatactgcc acagtcatta gtgctgctaa 
240 

aacattgaaa agtggcctga caatggtagg gaaagtggtg actcagctga caggcacact 
300 

gccttcaggt gtgacagaag atgatgttgc catccacagt aattcacggc ggagtccttt 
360 

ggtcccaggc atcatcacag ttattgacac cgaaaccgtg gagagggcca ggtgtttgtg 
420 

agtgaggatc ttgacagtga tggcattgtg gcccacttcc ctgcccatga gaagccagtg 
4S0 

tgctgcatgg cttttaatac aagtggaatg cttctagtca caacagacac ccttggccat 
540 

gactttcatg tcttccaaat tctgactcat ccttggtcct catctacgga gagacgacaa 

600 

cgcgt 

605 

<210> 3046 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 3046 

His Arg Asn Arg Gly Glu Gly Gin Val Phe Val Ser Glu Asp Leu Asp 

15 10 15 

Ser Asp Gly He Val Ala His Phe Pro Ala His Glu Lys Pro Val Cys 

20 25 30 

Cys Met Ala Phe Asn Thr Ser Gly Met Leu Leu Val Thr Thr Asp Thr 

35 40 45 

Leu Gly His Asp Phe His Val Phe Gin He Leu Thr His Pro Trp Ser 

50 55 60 

Ser Ser Thr Glu Arg Arg Gin Arg 
65 70 

<210> 3047 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<400> 3047 
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attttggagg agaggaagaa tgaaatgacc 
60 

ctggaacatg tccgtgctct gatcaaaaag 
120 

Ctggttgagt caggaattca gtttatggat 
180 

gccaaaaccc cgctaaaaaa aatctcggaa 
240 

gaacatggct atgagaacat gaaccacttc 
300 

atacgtgaaa ttgactttta cagagaagat 
360 

ggagaaaaag aagagaagga gaagtgggag 
391 



caagtcatta cccgaaccca agaggagaaa 
tattctgatc atttggagaa cgtctcaaag 
gagccagaaa tggcagtgtt tctgcagaat 
gcatcaaagg catttcagat ggagaaaata 
acagtcaacc tcaatagaga agaaaagata 
gaagatgaag aagaagaaga aggcggagaa 
a 



<210> 3048 

<211> 122 

<212> PRT 

<213> Homo sapiens 



<400> 3048 

Met Thr Gin Val lie Thr Arg Thr Gin Glu Glu Lys Leu Glu His Val 

15 10 15 

Arg Ala Leu lie Lys Lys Tyr Ser Asp His Leu Glu Asn Val Ser Lys 

20 25 30 

Leu Val Glu Ser Gly He Gin Phe Met Asp Glu Pro Glu Met Ala Val 

35 40 45 

Phe Leu Gin Asn Ala Lys Thr Leu Leu Lys Lys He Ser Glu Ala Ser 

50 55 60 

Lys Ala Phe Gin Met Glu Lys He Glu His Gly Tyr Glu Asn Met Asn 
65 70 75 80 

His Phe Thr Val Asn Leu Asn Arg Glu Glu Lys He He Arg Glu He 

85 90 95 

Asp Phe Tyr Arg Glu Asp Glu Asp Glu Glu Glu Glu Glu Gly Gly Glu 

100 105 110 

Gly Glu Lys Glu Glu Lys Glu Lys Trp Glu 
115 120 

<210> 3049 
<211> 599 
<212> DNA 

<213> Homo sapiens 
<400> 3049 

ngttgtcctc ctcaccttca cccaaatctt taattcacgg agctgcatcc ccttctttgg 
60 

tttcagatgt tcctggttcg ccgggacagc agctcgaagc agccggtgct ctgtgtccac 
120 

tttccttctc tgaacgaaag ctcggccgag gtgctcgaat acaccattaa ggaagaaaag 
180 

tcgatattgt acctggaagg ctcggctctt gtgtttgagg acatcttcag attgattgcg 
240 

ttctactgtg tcagtagaga cttactgccc ttcacactgc ggctacccca ggccatcctt 
300 
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gaggccagca gcttcacgga 
360 

tcctcgctga atcctccaca 
420 

cccggattcc ccctagtctc 
480 

gaaatcgagc tgtcggtagg 
540 

gactgcagca gcgccctgcc 
599 



ccttgagacc atcgccaacc 
agaaagaggg aagccagcag 
cagcctcagg cccacagccc 
aaatgaccgc ctgtggtttg 
caccgaccag ccacctcttg 



tgggtctggg tttctgggac 
agcccccaag agaccgggcc 
atgacgcaaa ctgtgcctgt 
tgaatcctat tttcatcgag 
gaaattgccc ttcacgcgt 



<210> 3050 

<211> 177 

<212> PRT 

<213> Homo sapiens 



<400> 3050 

Met Phe Leu Val Arg Arg Asp Ser Ser Ser Lys Gin Leu Val Leu Cys 

15 10 IS 

Val His Phe Pro Ser Leu Asn Glu Ser Ser Ala Glu Val Leu Glu Tyr 

20 25 30 

Thr lie Lys Glu Glu Lys Ser lie Leu Tyr Leu Glu Gly Ser Ala Leu 

35 40 45 

Val Phe Glu Asp lie Phe Arg Leu lie Ala Phe Tyr Cys Val Ser Arg 

50 55 60 

Asp Leu Leu Pro Phe Thr Leu Arg Leu Pro Gin Ala lie Leu Glu Ala 
65 70 75 80 

Ser Ser Phe Thr Asp Leu Glu Thr lie Ala Asn Leu Gly Leu Gly Phe 

85 90 95 

Trp Asp Ser Ser Leu Asn Pro Pro Gin Glu Arg Gly Lys Pro Ala Glu 

100 105 110 

Pro Pro Arg Asp Arg Ala Pro Gly Phe Pro Leu Val Ser Ser Leu Arg 

115 120 125 

Pro Thr Ala His Asp Ala Asn Cys Ala Cys Glu lie Glu Leu Ser Val 

130 135 140 

Gly Asn Asp Arg Leu Trp Phe Val Asn Pro He Phe He Glu Asp Cys 
145 150 155 160 

Ser Ser Ala Leu Pro Thr Asp Gin Pro Pro Leu Gly Asn Cys Pro Ser 

165 170 175 

Arg 



<210> 3051 
<211> 820 
<212> DNA 

<213> Homo sapiens 
<400> 3051 

nattcggcac gacggcatca agtctgggaa gaaacccacc cagagggctt cgctgatcat 
60 

agacgatgga aacattgcca gtgaagacag ctccctctca gatgcccttg ttcttgagga 
120 

tgaagactct caggttacca gcacaatatc ccccctacat tctcctcaca agggactccc 
180 
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tcctcggcca ccgtcgcaca acaggcctcc 
240 

gatgcactat caccgncaac gactatgaca 
300 

agtcctcttt agatgaaccc tatgagaagg 
360 

gcagccacaa gcgcttcccc agcacaggaa 
420 

ccttgcagaa cagccccatc cgcggcctcc 
480 

ccacgccaga cctgcgggtc cggagtcccc 
540 

tcagccccac ccgactgcac agcctcgcac 
600 

agtcccaggg caagctcctg ggctcggaaa 
660 

cgcggactcg tagcagcaac ggctcagacc 
720 

actcgagctc ggagcactac tacccggcgc 
780 

aggactcgcc gtccaaggcg cggctgcatg 
820 

<210> 3052 
<211> 62 
<212> PRT 

<213> Homo sapiens 
<400> 3052 

Arg Leu Ser Gly Tyr Gin His Asn He Pro Pro Thr Phe Ser Ser Gin 

15 10 15 

Gly Thr Pro Ser Ser Ala Thr Val Ala Gin Gin Ala Ser Ser Ser Pro 

20 25 30 

Val Pro Gly Gly Thr Pro Thr Asp Ala Leu Ser Pro Xaa Thr Thr Met 

35 40 4S 

Thr Ser His Pro Ser Ser Pro Lys Cys Gly Val Ser Pro Leu 
50 55 60 

<210> 3053 
<211> 2625 
<212> DNA 

<213> Homo sapiens 
<400> 3053 

agtggctgnt cagaacatac atctntcatg ctttcattgt ctcaccaaga gaagccagaa 
60 

gagcctccga catctaatga atgcttagaa gatataaccg taaaagatgg actttctctc 
120 

cagtttaaaa gatttagaga aactgtacca acttgggata caataagaga tgaagaagat 
180 

gtccttgatg agctcttgca gtatttgggt gttactagtc ctgaatgctt acagagaact 
240 

ggaatctcac ttaatattcc tgctccacaa cctgtgtgca tttctgaaaa acaagaaaat 
300 



tcctccccag 
agtcacccat 
tcaagaagcg 
gctgtgcgga 
cgcactggaa 
actacgtcca 
tgcactttag 
acgacaccgg 
ccatggacga 
agatgaacgc 
gatattcgac 



tccctggagg 
caagcccaaa 
ctcctctcac 
agccggcgga 
ctcccagtcc 
ttccacgagg 
gcaccggagc 
gagccccgac 
ctgctcgtcg 
caactactcc 



gactccgaca 
atgtggagtg 
agccattcca 
ggaagcaact 
agcatgccgt 
tcggtggaca 
tccagcctgg 
ttctacaccc 
tgcaccagcc 
acgctggccg 
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gatgttatta atgctatcct taagcaacat 
360 

tttaatgact taaacatgaa agctgtggaa 

420 

tcagcatttt attattgcag attgcttctt 
480 

cggaggagct ttcatctcct gaagaaaaat 
540 

gattcaaggc agtgccgaga gacacacaag 
600 

gaagacaaac actccattct caccaataca 
660 

gctggtcttg gttgggaggt aaatcttaca 
720 

aaaaacaaaa gcactggatt gaccactcca 
780 

tttcacgtgt caacaagaat gccttctgat 
840 

catttgggaa atgatgaagt gcacattgtt 
900 

ggaattattc ccacagaatt tggtgatgtc 
960 

atgttcagta ttcagataat gaaaaaacca 
1020 

ggtgctattg tgaatggaaa ggttctaccc 
1080 

agccgtgctc tgaaatctct gattccattg 
1140 

tacctgcaaa caattgtcca gcaccactta 
1200 

caggtttttt ctccagctcc ctaccaccat 
1260 

gttctgttta tctgaaggct cctacccaga 
1320 

gcaggtagat ggggctgacc tggcctctcc 
1380 

gtccatgaag ctgcgtcgtt cctctggctc 
1440 

cagcagtgat cagcagtagc caccttagca 
1500 

atgtctgcca taacatgcat gtttcttcct 
1560 

aataatttta aataatttgt agcttaatat 
1620 

tttttcccac aatccaagct gccatatttt 
1680 

ttaccttcct agataattat gtctaagtag 
1740 

gccaaaatac aattggacaa ttagtctcat 
1600 

ttcaataaat atataatttt ttacaaatgt 
1860 

acagcaaaag atgtacctgt taatacacag 
1920 



acagaagaaa aagaatttgt tgagaagcac 
caagatgaac caatacctca aaaacctcag 
agtatattgg gaatgaattc ctgggacaaa 
gaaaagctac ttagagaact taggaacttg 
attgcagtat tttatgctgc tgaaggacaa 
ggaggaagtc aagcatatga agattttgta 
aaccattgtg gttttatggg aggactacaa 
tattttgcta cctctacagt agaggtaata 
tctgatgatt ctttgaccaa aaaattgaga 
tggtcagagc atactagaga ctacaggaga 
cttattgtaa tatatccaat gaaaaatcac 
gaggttccct tctttggtcc cctttttgat 
attatggtta gagcaacagc tataaatgca 
tatcaaaact tctatgagga gagagcacga 
gaaccaacaa catttgaaga ttttgcagca 
ttaccatctg atgccgatca ttaaatatca 
gattctaccc agtgaaactc ccacagcaac 
aatgtctcct cgaactagca aaagccgcat 
agccaataaa tcctaaggag acaagcagcc 
cgaacatagg gttaaccctt tcaggccttc 
gtacatttat ttgagaaaac actggattta 
taaagattta agttatttat tgtttcattt 
gagggcaggg ggagttttat tctacaccct 
ttttatcttt aatttcatgg ttaactgtga 
tatttattgt gccccattgc aactttatgg 
aaaattttac atttaagcat ttgtaaagtt 
aatgtgtaca gattatttgt tatgacaata 
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aaacactcaa aataaatggt ctttagcatc 
1980 

aactcttctt cccaaagcaa tgtctcattt 
2040 

ccaataacta gaaaaatcac tgtgctgaac 
2100 

atgttttgca tttcaagtgg tatcactgtt 
2160 

ttattattgg ctgctagatc ctggtgtttc 
2220 

tggggaagaa aagaaggaaa attttctgat 
2280 

tttaaaaaag aaaaaggaac ataacccagg 
2340 

tgaacttgca ggtccaggtt ggtatacatt 
2400 

ataagctgct cacattttgt tttgaatggg 
2460 

gtactaactg catgtgtaaa tacatcatac 
2S20 

atcattcatg tagtatctat aatttgtaac 
2580 

taatacaata aaaatattct tatcacttcc 
2625 

<210> 3054 

<211> 417 

<212> PRT 

<213> Homo sapiens 



<400> 3054 



Ser Gly 


Xaa 


Ser 


Glu 


His 


Thr 


Ser 


Xaa 


Met Leu Ser Leu Ser His Gin 


1 






5 










10 15 


Glu Lys 


Pro 


Glu 


Glu 


Pro 


Pro 


Thr 


Ser 


Asn Glu Cys Leu Glu Asp He 




20 










25 


30 


Thr Val 


Lys 


Asp 


Gly 


Leu 


Ser 


Leu 


Gin 


Phe Lys Arg Phe Arg Glu Thr 




35 










40 




45 


Val Pro 


Thr 


Trp 


Asp 


Thr 


He 


Arg 


Asp 


Glu Glu Asp Val Leu Asp Glu 


50 










55 






60 


Leu Leu 


Gin 


Tyr 


Leu 


Gly 


val 


Thr 


Ser 


Pro Glu Cys Leu Gin Arg Thr 


65 








70 








75 80 


Gly He 


Ser 


Leu 


Asn 


He 


Pro 


Ala 


Pro 


Gin Pro Val Cys He Ser Glu 








85 










90 95 


Lys Gin 


Glu 


Asn 


Asp 


Val 


He 


Asn 


Ala 


He Leu Lys Gin His Thr Glu 






100 










105 


110 


Glu Lys 


Glu 


Phe 


Val 


Glu 


Lys 


His 


Phe 


Asn Asp Leu Asn Met Lys Ala 




115 










120 




12S 


Val Glu 


Gin 


Asp 


Glu 


Pro 


He 


Pro 


Gin 


Lys Pro Gin Ser Ala Phe Tyr 


130 










135 






140 


Tyr Cys 


Arg 


Leu 


Leu 


Leu 


Ser 


He 


Leu 


Gly Met Asn Ser Trp Asp Lys 


145 








150 








155 160 


Arg Arg 


Ser 


Phe 


His 


Leu 


Leu 


Lys 


Lys 


Asn Glu Lys Leu Leu Arg Glu 








165 










170 175 


Leu Arg 


Asn 


Leu 


Asp 


Ser 


Arg 


Gin 


Cys 


Arg Glu Thr His Lys He Ala 
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tcaaattcca 
cttggctgtg 
ttttatgttt 
aaatgccatt 
tatgttcttt 
ataaatatgt 
agtctaagtt 
ccaccctcta 
catctcctga 
tggcaaaccg 
agtggggggg 
taaaaaaaaa 



actgaaatca 
caggtgatgc 
agcttccaag 
tgttttcaga 
tttaagcacc 
tgttcaaatt 
aaatctaata 
gaagtatttt 
ggaaatgtag 
taaaatataa 
aaagatgaca 
aaaaa 



ttttagtatt 
catgttatat 
tatttttcta 
ttgtggcctt 
aaaaagaaga 
atgagtatta 
ttgttaatac 
cttacagtag 
catgacattg 
attatgtatc 
tggtatttaa 
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160 








185 


190 






Val 


Phe 


Tyr 


Val 


Ala Glu Gly Gin Glu Asp 


Lys His Ser He 


Leu 


Thr 






195 








200 




205 






Asn 


Thr 


Gly Gly 


Ser Gin 


Ala 


Tyr Glu Asp 


Phe Val Ala Gly 


Leu 


Gly 




210 








215 






220 






Trp 


Glu 


Val 


Asn 


Leu Thr 


Asn 


His 


Cys Gly 


Phe Met Gly Gly 


Leu 


Gin 


225 








230 








235 




240 


Lys 


Asn 


Lys 


Ser 


Thr Gly Leu Thr Thr Pro 


Tyr Phe Ala Thr 


Ser 


Thr 










245 






250 




255 




Val 


Glu 


Val 


He 


Phe His 


Val 


Ser Thr Arg 


Met Pro Ser Asp 


Ser 


Asp 








260 








265 


270 






Asp Ser 


Leu 


Thr 


Lys Lys Leu Arg His Leu 


Gly Asn Asp Glu 


Val 


His 






275 








280 




285 






lie 


Val 


Trp 


Ser 


Glu His 


Thr Arg Asp Tyr 


Arg Arg Gly He 


He 


Pro 




290 








295 






300 






Thr 


Glu 


Phe Gly 


Asp Val 


Leu 


He 


Val He 


Tyr Pro Met Lys 


Asn 


His 


305 








310 








315 




320 


Met 


Phe 


Ser 


He 


Gin He 


Met 


Lys 


Lys Pro 


Glu Val Pro Phe 


Phe 


Gly 










325 






330 




335 




Pro 


Leu 


Phe 


Asp 


Gly Ala 


He 


Val 


Asn Gly 


Lys Val Leu Pro 


He 


Met 








340 








345 


350 






Val 


Arg 


Ala 


Thr 


Ala He 


Asn 


Ala 


Ser Arg 


Ala Leu Lys Ser 


Leu 


He 






355 








360 




365 






Pro 


Leu 


Tyr Gin 


Asn Phe 


Tyr 


Glu 


Glu Arg 


Ala Arg Tyr Leu 


Gin 


Thr 




370 








375 






380 






He 


Val 


Gin 


His 


His Leu 


Glu 


Pro 


Thr Thr 


Phe Glu Asp Phe 


Ala 


Ala 


385 








390 








395 




400 


Gin 


Val 


Phe 


Ser 


Pro Ala 


Pro 


Tyr 


His His 


Leu Pro Ser Asp 


Ala 


Asp 










405 






410 




415 





His 



<210> 3055 
<211> 905 
<212> DNA 

<213> Homo sapiens 
<400> 3055 

tgtacaggcc cgagctgtgt tctaccccct cttagggttg ggaggagctg tgaacatgtc 
60 

ctatcgaacc ctctacatcg ggacaggagc tgacatggat gtgtgcctta caaactatgg 
120 

tcactgtaac tacgtgtccg ggaaacatgc ctgcatattc tacgatgaga ataccaaaca 
180 

ttatgagctg ttaaactaca gtgagcatgg gacaacggtg gacaatgtgc tgtattcatg 
240 

tgacttctcg gagaagaccc cgccaacccc cccaagcagt attgttgcca aagtgcagag 
300 

tgtcatcagg cgccgccggc accagaaaca ggacgaagag ccaagtgagg aggcagccat 
360 

gatgagttcc caggcccagg ggccgcagcg gagaccctgc aattgcaaag ccagcagctc 
420 

gagcttgatt gggggcagtg gggccggctg ggagggcaca gccttactgc accatggcag 
480 
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ctacatcaag ctgggctgcc tgcagtttgt 
540 

gcccaaaggc gatgccagcc tgctgcagga 
600 

gccccaccag ggccctgtgc tgcgctccaa 
660 

ccactggcct gtacacccac ccaagactcc 
720 

cgggtgtttt ctatactcta ccagaaaccc 
780 

aaaccttttg actgtttttt aaaaatcctt 
840 

cacatatatt tgtactcaac atttcatggg 

900 

tgggc 

90S 

<210> 3056 
<211> 195 
<212> PRT 

<213> Homo sapiens 



cttcagcatc actgagtttg cgaccaaaca 
tggggtcttg gccgagaagc tctctctcaa 
ctctgttcct taggactggc ggctaccccg 
tgcaatgcaa aaatgtacac aaaccaagcc 
ttcaactaca atctttgcat gaaatgaaga 
tttcttttct caagttctag ggggcatttg 
aaagcggcag acctgagctg aggaacagcg 



<400> 3056 



Met 


Ser 


Tyr 


Arg 


Thr Leu Tyr He 


Gly 


Thr 


Gly Ala 


Asp Met 


Asp 


Val 


1 








5 




10 








IS 




Cys 


Leu 


Thr 


Asn 


Tyr Gly His Cys 


Asn 


Tyr 


Val 


Ser 


Gly Lys 


His 


Ala 








20 




25 








30 






Cys 


lie 


Phe 


Tyr 


Asp Glu Asn Thr 


Lys 


His 


Tyr 


Glu 


Leu Leu 


Asn 


Tyr 






35 




40 










45 






Ser 


Glu 


His 


Gly 


Thr Thr Val Asp 


Asn 


Val 


Leu Tyr 


Ser Cys 


Asp 


Phe 




50 






55 








60 








Ser 


Glu 


Lys 


Thr 


Pro Pro Thr Pro 


Pro 


Ser 


Ser 


He 


Val Ala 


Lys 


Val 


65 








70 






75 








80 


Gin 


Ser 


Val 


He 


Arg Arg Arg Arg 


His 


Gin 


Lys 


Gin 


Asp Glu 


Glu 


Pro 










85 




90 








95 




Ser 


Glu 


Glu 


Ala 


Ala Met Met Ser 


Ser 


Gin 


Ala 


Gin 


Gly Pro 


Gin 


Arg 








100 




105 








110 






Arg 


Pro 


Cys 


Asn 


Cys Lys Ala Ser 


Ser 


Ser 


Ser 


Leu 


He Gly 


Gly 


Ser 






115 




120 










125 






Gly 


Ala 


Gly 


Trp 


Glu Gly Thr Ala 


Leu 


Leu 


His 


His 


Gly Ser 


Tyr 


He 




130 






135 








140 








Lys 


Leu 


Gly 


Cys 


Leu Gin Phe Val 


Phe 


Ser 


He 


Thr 


Glu Phe 


Ala 


Thr 


145 








150 






155 








160 


Lys 


Gin 


Pro 


Lys 


Gly Asp Ala Ser 


Leu 


Leu 


Gin 


Asp 


Gly Val 


Leu 


Ala 










165 




170 








175 




Glu 


Lys 


Leu 


Ser 


Leu Lys Pro His 


Gin 


Gly 


Pro 


Val 


Leu Arg 


Ser 


Asn 








180 




185 








190 






Ser 


Val 


Pro 





















195 



<210> 3057 

<211> 2169 

<212> DNA 

<213> Homo sapiens 
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<400> 3057 

nnacgcgtgg aggtcgtgag 
60 

acgacgctgc ctcctgggcg 
120 

gtgacatcct tcgagggcaa 
180 

cggccctggg tcccagcacg 
240 

atcaacacgc cagccctgct 
300 

tggtactgta accgtggcct 
360 

ccaggagagg tcatccctgt 
420 

cctcgggcag ccgtggtgca 
460 

cgggcagtgg tggccagcct 
540 

cagggccggg cactgcggat 
600 

cacgtggact acgcactcaa 
660 

gagctgccac tggtgatcgg 
720 

gtgggcagcc acgccagctt 
760 

gaggctcctc ctgagtactc 
640 

agccccttcc cgcttccgca 
900 

atccaagagt tccgctaccg 
960 

ttgggggaca tgaggccgcg 
1020 

caaggttgca caccagcttt 
1080 

acctccccga ctgcatcaaa 
1140 

gatatcacat gggacagagg 
1200 

ttgtgaggca ttgaatgccc 
1260 

agccaattgg tggtgctgga 
1320 

catagacagt tccagcatca 
1380 

caggaagcag agaaggcgtc 
1440 

ataggagctc agcaggcaga 
1500 

acgtttggaa tccaccccgt 
1560 



ccaccgcgcc acgctcctgg 
ccatgagttc ctgttcagct 
acacggtagt gtccgctact 
ccgggcaagg aaggtgttca 
ggcacctcaa gcgggggctc 
agtctccctt tcggccaaga 
ctttgccgag atcgacaacg 
gacacagacg ttcatggccc 
cgcgggcgag ccggtgggcc 
ccccccagtg ggtccttcca 
ggtctgtgtg gatatcccag 
caccattccc ttgcaccctt 
cctgctggac tggaggctgg 
ggaggtggta gccgacactg 
ggaccccgac atgagccttg 
cccgccaccc ctgtactctg 
ctgcatgact tgctgaacgg 
cagccaccat gactgcgggg 
gttggggaac caagtctcag 
aagagcccgg ctggaatctg 
agtgcagtat ccgagagact 
atcccctagg agccttcagt 
cagaaccaga agaagagacc 
cttgcggaaa gggcatttta 
cgaatgagga ataaaggtca 
ttattgtaga actgggggtt 



cgccagatac cggggagacc 
tccagctgcc cccgaccctg 
gtatcaaggc caccctgcac 
ctgtcatcga gcctgtggac 
gggaaaaggt tgcccgatcc 
tcgaccgcaa gggctacacc 
gctccacacg tcctgtgctg 
gaggcgcccg aaagcagaaa 
ccgggcagcg ggcgctgtgg 
tcctgcactg ccgcgttcta 
gaacgtccaa gctgctgctg 
ttggcagccg ttcctccagc 
gggccttgcc ggagcggcct 
aggaggcagc cttggggcag 
aaggcccgtt cttcgcctac 
aggaggatcc aaacccactc 
cacagggacc cctcgaggaa 
agtggctgga ccaagggctg 
agtgaggcgg gggcctttcg 
acttacctgg accgctgtcc 
gtttaataac ctgtcttccc 
ctgggagaaa cagagccaga 
tgcaactgtg agagtccaga 
gctgaggctt tggagtacga 
gagaaggtca gagctgagtg 
cagagggcag gtgccccaga 
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gttgaggcca cacagtgagg tctggtgggt gaaaggaccc aggaacgagg cgttcaggaa 
1620 

agcaggttgt cagagctatg tggagtctgt gggtggcagg ggcagccgct ccagcctttg 
1680 

aagacttcga aagccagaga ttcctggcgc aggcttggac ttcctgggag ctcctccaag 
1740 

tacccagggg catcagagct gcctgggtgt tacatggccc agggaaccca ggttcagggt 
1800 

aggacaggca agaccagata cccaatgtgc aaagtgaaaa cactgggctc cctgttaaac 
1860 

gatgaagaat tcaagacagt gacagcatta cgtcacccct ggggacagag gtcagcctaa 
1920 

ggtgacacac ggggactact gtgcttccgg aggctccctg tgtcctggag gagaaaagca 
1980 

ttagaggggg cagctggaca agctcccaac tgcagagtcc cagccctggc tggggcaggg 
2040 

ccccggcctg ggactcagca tttctgatat gccttaagaa ttcattctgt tttgtacaat 
2100 

tattttttaa aagtaaacgt gtggagaaag aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2160 

aaaaaaaaa 
2169 

» 

<210> 3058 
<211> 298 
<212> PRT 

<213> Homo sapiens 



<400> 3058 



Phe 


Gin 


Leu 


Pro 


Pro 


Thr 


Leu 


Val 


Thr 


Ser Phe 


Glu Gly Lys His Gly 


1 








5 










10 


15 


Ser 


Val 


Arg 


Tyr 


Cys 


He 


Lys 


Ala 


Thr 


Leu His 


Arg Pro Trp Val Pro 








20 










25 




30 


Ala 


Arg 


Arg 


Ala 


Arg 


Lys 


Val 


Phe 


Thr 


Val He 


Glu Pro Val Asp He 






35 










40 






45 


Asn 


Thr 


Pro 


Ala 


Leu 


Leu 


Ala 


Pro 


Gin 


Ala Gly 


Ala Arg Glu Lys Val 




50 










55 








60 


Ala 


Arg 


Ser 


Trp 


Tyr 


Cys 


Asn 


Arg 


Gly 


Leu Val 


Ser Leu Ser Ala Lys 


65 










70 








75 


80 


He 


Asp 


Arg 


Lys 


Gly 


Tyr 


Thr 


Pro 


Gly 


Glu Val 


He Pro Val Phe Ala 










85 










90 


95 


Glu 


He 


Asp 


Asn 


Gly 


Ser 


Thr 


Arg 


Pro 


Val Leu 


Pro Arg Ala Ala Val 








100 










105 




110 


Val 


Gin 


Thr 


Gin 


Thr 


Phe 


Met 


Ala 


Arg 


Gly Ala 


Arg Lys Gin Lys Arg 






115 










120 






125 


Ala 


val 


Val 


Ala 


Ser 


Leu 


Ala 


Gly 


Glu 


Pro Val 


Gly Pro Gly Gin Arg 




130 










135 








140 


Ala 


Leu 


Trp 


Gin 


Gly 


Arg 


Ala 


Leu 


Arg 


He Pro 


Pro Val Gly Pro Ser 


145 










150 








155 


160 


He 


Leu 


His 


Cys 


Arg 


Val 


Leu 


His 


Val 


Asp Tyr 


Ala Leu Lys Val Cys 










165 










170 


175 


Val 


Asp 


He 


Pro 


Gly 


Thr 


Ser 


Lys 


Leu 


Leu Leu 


Glu Leu Pro Leu Val 








180 










185 




190 


He 


Gly 


Thr 


He 


Pro 


Leu 


His 


Pro 


Phe 


Gly Ser 


Arg Ser Ser Ser Val 
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19S 200 205 

Gly Ser His Ala Ser Phe Leu Leu Asp Trp Arg Leu Gly Ala Leu Pro 

210 215 220 

Glu Arg Pro Glu Ala Pro Pro Glu Tyr Ser Glu Val Val Ala Asp Thr 
225 230 235 240 

Glu Glu Ala Ala Leu Gly Gin Ser Pro Phe Pro Leu Pro Gin Asp Pro 

245 250 255 

Asp Met Ser Leu Glu Gly Pro Phe Phe Ala Tyr lie Gin Glu Phe Arg 

260 265 270 

Tyr Arg Pro Pro Pro Leu Tyr Ser Glu Glu Asp Pro Asn Pro Leu Leu 

275 280 2B5 

Gly Asp Met Arg Pro Arg Cys Met Thr Cys 
290 295 



<210> 3059 

<211> 1411 

<212> DNA 

«213> Homo sapiens 



<400> 3059 

ntctagaacc aggaaggcgc tgagcttaaa 
60 

ccctgatcta aagaaacgac tcagggactg 
120 

cccaaaggtc tggacccaga aatgggacgt 
180 

agcaagagaa aaaagaaaca ccgtagacgg 
240 

acatacagcc gaaagaaagg aggaaggaaa 
300 

gatcttcagc ctcgttcaca ttcttatgat 
360 

tcttcttatg gctccagaag gaaacgaagt 
420 

tatagagttc agaggtctag gtcaaaaagc 
480 

ctccgttctc atagtcgtag cagtgaaagg 
540 

cgggatagag aacgacgtaa gggcagagat 
600 

gggaaggaca aggaattaca taacatcaaa 
660 

ttagaacatc tgccaccagc tgaacaggcc 
720 

gctgcaaaag ctgatgaagc attgaaagcc 
780 

agaaaggagg aagaccaagc caccctggta 
840 

gctattgaaa gtgattcttt tgttcagcag 
900 

tcagtggaac ctagtgaagt gaaacaagca 
960 

gctgatccac ccagtactga aaaagaaata 
1020 



ctgaagcaag ttcggtggac gccggcggcg 
cggcgcttgc acgtcaacgg gaggtgtgag 
cggtcatcag atactgaaga agaaagcaga 
tcctcctcga gcagttcttc agatagtaga 
tcaagatcaa agtcaagatc ttggtccaga 
agaagacgca ggcatcgatc aagcagtagc 
cgaagtcgtt caaggggtcg agggaaatcc 
agaacaagaa ggtccaggtc aagacctcgt 
tccagtcaca gaagaacgcg tagtcggtct 
aaagagaaaa gagaaaagga gaaggataaa 
cgtggggaat ctggaaacat caaagctgga 
aaagccagac tacagctggt tcttgaagct 
aaagaaagaa atgaggaaga agcaaagaga 
gaacaagtaa aaagagtaaa agaaattgaa 
acattcagat caagtaaaga agtcaaaaag 
acttcaacat caggaccagc atcagcagtt 
gatcctacca gcatccctac tgctatcaag 
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taccaagatg acaattccct ggcccatcca aatttattta tcgagaaagc tgatgctgag 
1080 

gaaaaatggt tcaagagatt aattgctctc cgacaagaaa gactaatggg cagtcctgtg 
1140 

gcctaagtaa tatacatata gttggattgg attgtcagca gtaacattgg aaatttaggt 
1200 

ttttaaatcc caatattaac tttttactct taaaaagaat tttgctgatt atatataaag 
1260 

gtagtctcat ttcatttgtc tctcatgtag gcttgaatat ttgttaattt gaattaaatc 
1320 

aaacattgta aaaattaaaa caaaatttaa gattgcatga aaatgttata ctgttaataa 
1380 

agctaaacat aaataagtct gttaaaaaaa a 
1411 

<210> 3060 
<211> 334 
<212> PRT 

<213> Homo sapiens 
<400> 3060 

Met Gly Arg Arg Ser Ser Asp Thr Glu Glu Glu Ser Arg Ser Lys Arg 

15 10 15 

Lys Lys Lys His Arg Arg Arg Ser Ser Ser Ser Ser Ser Ser Asp Ser 

20 25 30 

Arg Thr Tyr Ser Arg Lys Lys Gly Gly Arg Lys Ser Arg Ser Lys Ser 

35 40 45 

Arg Ser Trp Ser Arg Asp Leu Gin Pro Arg Ser His Ser Tyr Asp Arg 

50 55 60 

Arg Arg Arg His Arg Ser Ser Ser Ser Ser Ser Tyr Gly Ser Arg Arg 
65 70 75 80 

Lys Arg Ser Arg Ser Arg Ser Arg Gly Arg Gly Lys Ser Tyr Arg Val 

85 90 95 

Gin Arg Ser Arg Ser Lys Ser Arg Thr Arg Arg Ser Arg Ser Arg Pro 

100 105 110 

Arg Leu Arg Ser His Ser Arg Ser Ser Glu Arg Ser Ser His Arg Arg 

115 120 125 

Thr Arg Ser Arg Ser Arg Asp Arg Glu Arg Arg Lys Gly Arg Asp Lys 

130 135 140 

Glu Lys Arg Glu Lys Glu Lys Asp Lys Gly Lys Asp Lys Glu Leu His 
145 ISO 155 160 

Asn lie Lys Arg Gly Glu Ser Gly Asn lie Lys Ala Gly Leu Glu His 

165 170 175 

Leu Pro Pro Ala Glu Gin Ala Lys Ala Arg Leu Gin Leu Val Leu Glu 

180 185 190 

Ala Ala Ala Lys Ala Asp Glu Ala Leu Lys Ala Lys Glu Arg Asn Glu 

195 200 205 

Glu Glu Ala Lys Arg Arg Lys Glu Glu Asp Gin Ala Thr Leu Val Glu 

210 215 220 

Gin Val Lys Arg Val Lys Glu lie Glu Ala He Glu Ser Asp Ser Phe 
225 230 235 240 

Val Gin Gin Thr Phe Arg Ser Ser Lys Glu Val Lys Lys Ser Val Glu 

245 250 255 

Pro Ser Glu Val Lys Gin Ala Thr Ser Thr Ser Gly Pro Ala Ser Ala 
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260 

Val Ala Asp Pro Pro 
275 

Pro Thr Ala lie Lys 
290 

Leu Phe lie Glu Lys 
305 

He Ala Leu Arg Gin 

325 



26S 

Ser Thr Glu Lys Glu He 
280 

Tyr Gin Asp Asp Asn Ser 
295 

Ala Asp Ala Glu Glu Lys 
310 315 
Glu Arg Leu Met Gly Ser 

330 



270 

Asp Pro Thr Ser He 
285 

Leu Ala His Pro Asn 
300 

Trp Phe Lys Arg Leu 

320 

Pro Val Ala 



<210> 3061 
<211> 1554 
<212> DNA 

<213> Homo sapiens 
<400> 3061 

nncgggagcg gtggcgtctc cccgccttcc 
60 

caggtgagcg gcagccaggc atggcgttga 
120 

gcttccgtat cacagggggc agggatttcc 
180 

agcggggcaa agccaaggac gctgacctcc 
240 

gggaaagcgc ggagggcatg ctgcatgccg 
300 

cgcccctgcg gctgcagctg gaccggtctc 
360 

acagctcctc ggaagtgctg gcgactcgct 
420 

gtcagtcctc cttaaggtcc tcctactcca 
480 

gccccttctc accaccaccc tctagcagct 
540 

cttccagagt ctggcatgtt ccccgggcct 
600 

ccgccctgga agccgacacg cggcctcggc 
660 

ccgccttccc cgggccctcg ttcctccagg 
720 

ctcctggacg aggactcgga agtcttcaag 
780 

gccccccgac agtccagctc ctttcgactc 
840 

ggtggcacgc cagccttctt gcccagctca 
900 

agggccctgg ccacccctcc caagctccac 
960 

aaccaggctg tgcgcatcca ggagggccgg 
1020 

gactgtgggc tgaacctgaa gatgcgcggg 
1080 

gagaagcatg cccgccagcg ctactccgca 
1140 



ctccctcccg ggcctgggcg cccagccgga 
cggtggatgt ggccgggcca gcgccctggg 
acacgcccat catggtgact aaggtggccg 
ggcctggaga cataatcgtg gccatcaacg 
aggcccagag caagatccgc cagagcccct 
aggctacgtc tccagggcag accaatgggg 
tccagggctc cgtgaggaca tacactgaga 
gcccaacctc cctcagcccg agggccggca 
ccctcactgg agaggcggcc atcagcgctg 
ccccgctgct gaccgcctgt cctactcagg 
gccgctggcg actcggcggt gctggtgctg 
cccagcatgg actcggaagg gggaagcctc 
atgctgcagg aaaatcgcga gggacgggcg 
ttgcaggaag ccctggaggc tgaggagaga 
ctgagccccc agtcctccct gcccgcctcc 
acttgtgaga agtgcagtac cagcatcgcg 
taccgccacc ccggctgcta cacctgtgcc 
cacttctggg tgggtgacga gctgtactgt 
cctgccaccc tcagctctcg ggcctgagcc 
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cgccatgccc 
1200 


tcagcctgcc 


tcactgctgg gccagggtca 


tgcctatata 


agttggcatg 


gcagggacaa 
1260 


tggtgggcag 


ttgctcttac 


atgagctaag 


tttggagacc 


tgaggcccct 


ttgtcctcgc 
1320 


tgggtgggcc 


aaggtctggg 


acctgtcttg 


gactgtggga 


gactcaccct 


caccttgcca 
1380 


ggcctctccc 


ctgcaggact 


ggcattgcac 


tagtctgagg 


tggccactgc 


ctttgatcaa 

1440 

aggggtgggc 
1500 


cctttgtgtg 


cgagggtcta 


agtagggtcg 


aacacagaag 


tgggaaggag 


caggggctaa 


tggtgtcact 


gtgtaaagtt 


tttgacatac 


tagctctata 


aatatatgaa 
1554 


tatggacaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaa 



<210> 3062 

<211> 146 

<212> PRT 

<213> Homo sapiens 



<400> 3062 



Met Asp 


Ser 


Glu Gly Gly Ser 


Leu 


Leu 


Leu 


Asp Glu 


Asp 


Ser 


Glu 


Val 


1 






5 








10 








15 




Phe Lys 


Met 


Leu 


Gin 


Glu Asn 


Arg 


Glu 


Gly 


Arg Ala 


Ala 


Pro 


Arg 


Gin 






20 








25 








30 






Ser Ser 


Ser 


Phe 


Arg 


Leu Leu 


Gin 


Glu 


Ala 


Leu Glu 


Ala 


Glu 


Glu 


Arg 




35 








40 








45 








Gly Gly 


Thr 


Pro 


Ala 


Phe Leu 


Pro 


Ser 


Ser 


Leu Ser 


Pro 


Gin 


Ser 


Ser 


50 








55 








60 










Leu Pro 


Ala 


Ser 


Arg 


Ala Leu 


Ala 


Thr 


Pro 


Pro Lys 


Leu 


His 


Thr 


Cys 


65 








70 








75 








80 


Glu Lys 


Cys 


Ser 


Thr 


Ser lie 


Ala 


Asn 


Gin 


Ala Val 


Arg 


lie 


Gin 


Glu 








85 








90 








95 




Gly Arg 


Tyr 


Arg 


His 


Pro Gly 


Cys 


Tyr 


Thr 


Cys Ala 


Asp 


Cys 


Gly 


Leu 






100 








105 








110 






Asn Leu 


Lys 


Met 


Arg Gly His 


Phe 


Trp 


Val 


Gly Asp 


Glu 


Leu 


Tyr 


Cys 




115 








120 








125 








Glu Lys 


His Ala Arg Gin Arg 


Tyr 


Ser 


Ala 


Pro Ala 


Thr 


Leu 


Ser 


Ser 


130 








135 








140 










Arg Ala 


























145 



























<210> 3063 

<211> 386 

<212> DNA 

<213> Homo sapiens 

<400> 3063 

nntctagagc tcctctctgg ccttgcaaag gtaaaagtga tggttgactc aggagaccgg 
60 

aagcgagcca tcagttfctgt gtgcacctac attgtttatc agtgtagtcg gccagctcct 
120 

ttacactcca gggatctgca ctccatgata gtggcagctt ttcagtgtct ctgtgtctgg 
180 
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ctgacagagc accctgatat gcttgatgaa aaggactacc ttaaggaagt actggagatt 
240 

gtggaactgg gtatctcagg aagtaagtcc aagaacaatg agcaagaggt caagtacaaa 
300 

ggagataagg agccaaaccc tgcatctatg agggtaaagg atgctgctga agccacccta 
360 

acatggtatg gaagtgaccg cacagg 
386 

<210> 3064 

<211> 128 

<212> PRT 

<213> Homo sapiens 



<400> 3064 



Xaa 


Leu 


Glu 


Leu 


Leu 


Ser Gly 


Leu 


Ala 


Lys 


Val 


Lys 


Val 


Met 


val 


Asp 


1 








5 








10 










15 




Ser 


GXy 


Asp 


Arg 


Lys 


Arg Ala 


He 


Ser 


Ser 


Val 


Cys 


Thr 


Tyr 


He 


Val 








20 








25 










30 






Tyr 


Gin 


Cys 


Ser 


Arg 


Pro Ala 


Pro 


Leu 


His 


Ser 


Arg 


Asp 


Leu 


His 


Ser 






35 








40 










45 








Met 


He 


Val 


Ala 


Ala 


Phe Gin 


Cys 


Leu 


Cys 


Val 


Trp 


Leu 


Thr 


Glu 


His 




50 








55 










60 










Pro 


Asp 


Met 


Leu 


Asp 


Glu Lys 


Asp 


Tyr 


Leu 


Lys 


Glu 


Val 


Leu 


Glu 


He 


65 










70 








75 










80 


val 


Glu 


Leu 


Gly 


He 


Ser Gly Ser 


Lys 


Ser 


Lys 


Asn 


Asn 


Glu 


Gin 


Glu 










65 








90 










95 




Val 


Lys 


Tyr 


Lys 


Gly Asp Lys 


Glu 


Pro 


Asn 


Pro 


Ala 


Ser 


Met 


Arg 


Val 








100 








105 










110 






Lys 


Asp 


Ala 


Ala 


Glu 


Ala Thr 


Leu 


Thr 


Trp 


Tyr Gly 


Ser 


Asp 


Arg 


Thr 






115 








120 










125 









<210> 3065 

<211> 2104 

<212> DNA 

<213> Homo sapiens 

<400> 3065 

gggggacagg ccaggagggt ggccatggag gaggagcggg ggtcggcgct ggcggccgag 
60 

tcggcgctgg agaagaacgt ggccgagctg accgtcatgg acgtgtacga catcgcgtcg 
120 

cttgtgggcc acgagttcga gcgggtcatt gaccagcacg gctgcgaggc catcgcgcgc 
180 

ctcatgccca aggtcgtgcg cgtcctggag atcctggagg tgctggtcag ccgccaccac 

240 

gtcgcgcccg agctggacga gctgcgcctg gagctggacc gcctgcgcct ggagaggatg 
300 

gaccgcatcg agaaggagcg caagcaccag aaggagctgg agctggtgga ggatgtgtgg 
360 

cgaggggagg cgcaggacct cctctcccag atcgcccagc tgcaggagga gaacaagcag 
420 

ctcatgacca acctctccca caaggatgtc aacttctcag aggaggagtt ccagaagcat 
480 
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gaaggcatgt 
540 

caacgcgacg 
600 

gctttacagc 
660 

acggtggtgg 
720 

ctgcagacca 
780 

aggctgcagg 
640 

gaggagagca 
900 

cccggttcac 
960 

aaggtgttct 
1020 

aaccgaatac 
1080 

ggcatcaagc 
1140 

agaaacgtgc 
1200 

tacacagagc 
1260 

caacctggac 
1320 

cctcaagcct 
1380 

ttgaggatgg 
1440 

ggctatcact 
1500 

caaacggagg 
1560 

atcacttgcc 
1620 

tttattatca 
1680 

tacattcatg 

1740 

gggtctgaag 
1800 

gatggtcctc 
I860 

taatgcctag 
1920 

gcagtactaa 
1980 

tttttttcct 

2040 

gcaaagaaga 
2100 



cagagcggga 
agatccgcgc 
agcagcagac 
aggcccaggg 
aggagcagga 
gggagcacag 
tctccgacgc 
cctgcaggag 
tgctgcagga 
cccaaccccc 
gactgtttag 
acatccagga 
aaggacagga 
tgcccgccac 
ctcggtgcag 
acattgaaaa 
gtttctaata 
ccagacttct 
actatcattg 
caggtgacat 
aaattgtgat 
tcacaggctc 
ttacccagaa 
agcatgtagc 
ccaaacaaag 
gacatctttt 
agacagatgt 



gcgacaggtg 
caaggacagg 
acggctgatg 
gaaagccctg 
gatgggcagc 
ccagaatggg 
agagaaggtg 
ctgcgggacg 
ggagctggct 
acccatcgcc 
cttcttctcc 
gtcctttgga 
agccctgcag 
cagcgcctgc 
atgcaccctg 
actgacgcca 
gatgactctg 
gcgttaactt 
ctgtttgact 
agttcagcag 
ggtaacgtat 
agtagcccaa 
actggagaca 
aatgttcaag 
ttgctaagga 
tttcctttta 
cccagagcag 



atgaagaagc 
gagctgggcc 
aagatcaacc 
atcgaacaga 
ctgcgagcag 
gaggaggagc 
gccatgngat 
tgctgcacga 
cactataaga 
cacccgagga 
cgagataaga 
cagtgggcaa 
catctgtgac 
aaccgaactg 
aaaactgacc 
aactctaaag 
atcccgtagg 
cagtaacaca 
tgctttgtat 
gaggcatgga 
tatacagaat 
ctcagacaca 
actttgcagg 
gcaggtgcct 
tgagatgttg 
ggattcatta 
actgaaagcg 

2284 



tgaaggaggt 
tgaaaaatga 
atgaccttcg 
aggtggagct 
agctggggaa 
ctgagacgga 
ctcaaggacc 
gaggaacgna 
gtgaagaaat 
cgtcccccca 
agcgcctggc 
acacccaccg 
cttggcccat 
cagcccaggg 
cctcaaacag 
aaatgtttat 
atatatattt 
agcttcttta 
aaaatgctat 
agggctagat 
gtatccatca 
aagccacaga 
caccctggct 
tggaatctgc 
caacatttct 
agtcatatac 
gggcgtggga 



ggtggacaaa 
ggacgttgag 
gcaccgggtc 
ggaggcagac 
gttgcgagag 
gccggtggga 
cncaaccgcc 
gctcaagtcc 
ggaagaggaa 
gccggagtcg 
caacacacag 
cgatgacggt 
ctccaccctc 
gtcattgctg 
actgtctgat 
ttatacccag 
aataatccca 
agccaaatac 
gtgtagaggt 
cttcattagt 
ggcagacaag 
caatatggat 
gcgttcctga 
tgtgagttat 
tgtgtgcact 
ttagtcccct 
tcctaggcaa 
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tgca 
2104 

<210> 3066 

<211> 183 

<212> PRT 

<213> Homo sapiens 

<400> 3066 



Leu 


lie 


Glu 


Gin 


Lys Val Glu Leu Glu Ala Asp 


Leu 


Gin Thr Lys 


Glu 


1 








5 


10 






15 




Gin 


Glu 


Met 


Gly 


Ser Leu Arg Ala Glu Leu Gly 


Lys 


Leu Arg Glu 


Arg 








20 




25 






30 




Leu 


Gin 


Gly 


Glu 


His Ser Gin Asn Gly Glu Glu 


Glu 


Pro Glu Thr 


Glu 






35 






40 






45 




Pro 


Val 


Gly 


Glu 


Glu 


Ser lie Ser Asp Ala 


Glu 


Lys 


Val Ala Met 


Xaa 




50 








55 




60 






Ser 


Gin 


Gly 


Pro 


Xaa 


Thr Ala Pro Gly Ser 


Pro 


Cys 


Arg Ser Cys 


Gly 


65 










70 


75 






80 


Thr 


Cys 


Cys 


Thr 


Arg Gly Thr Xaa Leu Lys 


Ser 


Lys 


Val Phe Leu 


Leu 










85 


90 






95 




Gin 


Glu 


Glu 


Leu 


Ala 


Tyr Tyr Lys Ser Glu 


Glu 


Met 


Glu Glu Glu 


Asn 








100 




105 






110 




Arg 


lie 


Pro 


Gin 


Pro 


Pro Pro lie Ala His 


Pro 


Arg 


Thr Ser Pro 


Gin 






US 






120 






125 • 




Pro 


Glu 


Ser 


Gly 


He 


Lys Arg Leu Phe Ser 


Phe 


Phe 


Ser Arg Asp 


Lys 




130 








135 




140 






Lys 


Arg 


Leu 


Ala 


Asn 


Thr Gin Arg Asn Val 


His 


He 


Gin Glu Ser 


Phe 


145 










150 


155 






160 


Gly 


Gin 


Trp 


Ala 


Asn 


Thr His Arg Asp Asp Gly 


Tyr Thr Glu Gin 


Gly 










165 


170 






175 




Gin 


Glu 


Ala 


Leu 


Gin 


His Leu 











180 

<210> 3067 

<211> 645 

<212> DNA 

<213> Homo sapiens 

<400> 3067 

ncagctgcag gtgggggagg ggacgagagc cacacccagc cgagcgggcc accagcggct 
60 

atgtcaggct cacccgcccc caaagcagga tatgcgtccc caaaccgagc gcagggaccc 
120 

tccnnagttc tagtccatca agcacgggag ccgactgcgg gctcaccacc ctgttctcta 
180 

ccccgacctg acttgcagcc cccgtccaca cctcccccgc ccgttcacaa ggagcaaaaa 
240 

aagtcagacc cacccccacc cccaccagga aaattcaagt ccttcctccc accgcggagc 
300 

ccaggaaatt cagctctagg tcccaggcga gggtggggat ggatcgcggc cggcggcgcc 
360 

ccggccatgc ctcgtccacc ttcgggagcc ggcgacaggg agatccccag ggatctcgcg 
420 
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tgtgcgccct acccaccccc gggggcagga cgggggagcg agcaccgatc ggcgccgggg 
480 

cgtcgatgcg gaagcaagga gccggaggcg gccgctagcc gccctccgag cccagcggaa 
540 

gaggagccgc cgcccgtgtc cgctgaggag actccgccta gcccggcgcc gccaccgcgg 
600 

ggcgagtggg gatgagggga cggagcgagg acggctccca cgcgt 
645 

<210> 3068 

<211> 204 

<212> PRT 

<213> Homo sapiens 



<400> 3068 



Xaa 


Ala 


Ala 


Gly 


Gly Gly Gly 


Asp 


Glu 


Ser 


His 


Thr 


Gin 


Pro Ser Gly 


X 








5 






10 








15 


Pro 


Pro 


Ala 


Ala 


Met Ser Gly 


Ser 


Pro 


Ala 


Pro 


Lys 


Ala 


Gly Tyr Ala 








20 






25 










30 


Ser 


Pro 


Asn 


Arg 


Ala Gin Gly 


Pro 


Ser 


Xaa 


Val 


Leu 


Val 


His Gin Ala 






35 






40 










45 




Arg 


Glu 


Pro 


Thr 


Ala Gly Ser 


Pro 


Pro 


Cys 


Ser 


Leu 


Pro 


Arg Pro Asp 




50 






55 










60 






Leu 


Gin 


Pro 


Pro 


Ser Thr Pro 


Pro 


Pro 


Pro 


Val 


His 


Lys 


Glu Gin Lys 


65 








70 








75 






80 


Lys 


Ser 


Asp 


Pro 


Pro Pro Pro 


Pro 


Pro 


Gly 


Lys 


Phe 


Lys 


Ser Phe Leu 










85 






90 








95 


Pro 


Pro 


Arg 


Ser 


Pro Gly Asn 


Ser 


Ala 


Leu 


Gly 


Pro 


Arg 


Arg Gly Trp 








100 






105 










110 


Gly Trp 


He 


Ala 


Ala Gly Gly 


Ala 


Pro 


Ala 


Met 


Pro 


Arg 


Pro Pro Ser 






115 






120 










125 




Gly Ala 


Gly 


Asp 


Arg Glu He 


Pro 


Arg 


Asp 


Leu 


Ala 


Cys 


Ala Pro Tyr 




130 






135 










140 






Pro 


Pro 


Pro 


Gly 


Ala Gly Arg 


Gly 


Ser 


Glu 


His 


Arg 


Ser 


Ala Pro Gly 


145 








150 








155 






160 


Arg 


Arg 


Cys 


Gly 


Ser Lys Glu 


Pro 


Glu 


Ala 


Ala 


Ala 


Ser 


Arg Pro Pro 










165 






170 








175 


Ser 


Pro 


Ala 


Glu 


Glu Glu Pro 


Pro 


Pro 


Val 


Ser 


Ala 


Glu 


Glu Thr Pro 








180 






185 










190 


Pro 


Ser 


Pro 


Ala 


Pro Pro Pro 


Arg 


Gly 


Glu 


Trp 


Gly 







195 200 

<210> 3069 

<2ll> 1561 

<212> DNA 

<213> Homo sapiens 

<400> 3069 

tttttttaaa attgcagtgg gtactttatt aagaatttat tttaccatct agccattcaa 
60 

aacatcttta catcaacaaa cacagcagtt tgactattga aatcataagc gatttatctt 
120 

gaaaaggtta tatttgtagg tggatgcaag tatattggag aaatatttct atcaaaatca 
180 
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ctggttttgt taggagtatt ttgatttttc 
240 

agtatgtcag tgttcatttt atgggatagt 
300 

aattacagct gtttatcttg caactttaag 
360 

tcatgggaat acctgccaga cctcttatta 
420 

gagtcattaa tttgctaaaa gaaaagtgct 
480 

cgatggctgc ccaattaatc ccaaagcatt 
540 

tgaggacaca agaaggctcc gatgataacc 
600 

tgagcgtttg aagctgcagt ttggctgcca 
660 

ccatgtcatc cagtacaaag gataaaaacg 
720 

atatgggata catgagtgcg gttatacaac 
780 

acatgtgatg ccgaggacat gtgtaaccat 
840 

tgagttgggg tggtggcagg gattggagat 
900 

ctctgtgtca gctatgacaa gcagccaggc 
960 

ctgaccaggt aaatatgggc acactctgga 
1020 

gtttgtgact tagccccatc tgtcacaaat 
1080 

tgaatttacc atgtagggct gcccaagaaa 
1140 

ttcttataat atctggtctc ttgcagaaat 
1200 

tagaatacag atattcagct ggaaatattt 
1260 

ggtaacaccc acagtacaca gcttccaaca 
1320 

ttgagatgac aacatcagcc acgcacagta 
1380 

agccccagtg taagacagaa gaccccaatg 
1440 

catctgtgaa ggtttctcca agtacagaca 
1500 

gcattaatac cttaaaaaag ctttctggat 

1560 

c 

1561 

<210> 3070 
<211> 153 
<212> PRT 

<213> Homo sapiens 



tatttttacg 


ctgggaaaaa 


aattaaaaca 


tggcttcact 


gtgtttgtca 


cgtttgtccg 


attaattaaa 


tgcaaatgta 


actctgtgaa 


ataccttcac 


ttaaaacccc 


ctgtgcctga 


aaagcagccc 


tttgcccaca 


aacaattctg 


ctgatcctcc 


tttcaggcct 


cgtggccctt 


tggcaaccta 


ggtagaaacc 


cagccaagtg 


tcgtgtcggc 


gaaaagaaag 


aattcaggca 


gattcaaccg 


gaaattcaat 


gtggcaccac 


aggccacata 


ttttttttga 


acagtctcct 

r 


cataacgtct 


ctaggaatct 


gtatttaatt 


ctgaagccgc 


cacaggtttg 


tggcagatgg 


tcagcttcct 


ctgcagattt 


tcttttctct 


aagttcttca 


gattctgcct 


taggctgcaa 


cttccctagg 


ttctgttgta 


agcagagacc 


acggagcgat 


ttcaccctta 


tagagatgtt 


tctggagcct 


ttttgaaagc 


tgttcaggtg 


cgggataaac 


caaatcttta 


ggacaaagtg 


ttgccactcc 


aaagaattca 


tgcttagctg 


cttggaaata 


gtcatctttg 


ctgggtaagt 


cctttttggc 


ctctgaaaaa 


atatctggga 


cgtggaaatt 


gagccctaag 


tctttaagat 


ctttatcatg 


ctcccacctg 


tgaggccaga 
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<400> 3070 



Met 


His 


Leu 


Lys 


Asp 


Leu 


Gly 


Leu 


Asn 


Phe 


His Val 


Ser 


Val 


Leu 


Gly 


1 








5 










10 








15 




Glu 


Thr 


Phe 


Thr 
20 


Asp 


Val 


Pro 


Asp 


He 
25 


Phe 


Ser Glu 


Ala 


Lys 
30 


Lys 


Ala 


Leu 


Gly 


Ser 
35 


Ser 


Val 


Leu 


His 


Trp 
40 


Gly 


Tyr 


Leu Pro 


Ser 
45 


Lys 


Asp 


Asp 


Tyr 


Phe 
SO 


Gin 


Val 


Leu 


Cys 


Val 
55 


Ala 


Asp 


Val 


Val He 
60 


Ser 


Thr 


Ala 


Lys 


His 


Glu 


Phe 


Phe 


Gly 


Val 


Ala 


Met 


Leu 


Glu 


Ala Val 


Tyr 


Cys 


Gly 


Cys 


65 










70 










75 








80 


Tyr 


Pro 


Leu 


Cys 


Pro 
85 


Lys 


Asp 


Leu 


val 


Tyr 
90 


Pro Glu 


He 


Phe 


Pro 
95 


Ala 


Glu 


Tyr 


Leu 


Tyr 
100 


Ser 


Thr 


Pro 


Glu 


Gin 
105 


Leu 


Ser Lys 


Arg 


Leu 
110 


Gin 


Asn 


Phe 


Cys 


Lys 
115 


Arg 


Pro 


Asp 


He 


lie 
120 


Arg 


Lys 


His Leu 


Tyr 
125 


Lys 


Gly 


Glu 


He 


Ala 
130 


Pro 


Phe 


Ser 


Trp 


Ala 
135 


Ala 


Leu 


His 


Gly Lys 
140 


Phe 


Arg 


Ser 


Leu 


Leu 


Thr 


Thr 


Glu 


Pro 


Arg 


Glu 


Asp 


Leu 















145 150 

<210> 3071 
<211> 3343 
<212> DNA 

<213> Homo sapiens 
<400> 3071 

gccgggatgg ggacgcccgt gcacccctgt tgtggcgtgg tttgggagca cagcaaaggc 
60 

cagactctac cctggagact gcagagctgg ggatgaggct ttttccagct cctcttgggg 
120 

atgttcctgg ggatacttcc gcggccgcgc ccctgcacag cccgccgcag aggtaaggct 
180 

ggcctctctg cagtcagagg tctgagctct gccatgggga taggggtgtc tttattactg 
240 

cagttttctc taacacctgg gggctaccgg agtgtgggcc gaagcaggcg ctgcagccgc 
300 

ggatagtatc cccaggaaca tccccaagag gagctggaaa aagcctcatc cccagctctg 
360 

cagtctccag gggagctcag tgtctgtttg tccagcttct cagagttgct gtgcagctcg 
420 

gatgtggcat aggaaacagc agacacaggg agagggcagc ataaggcact gtagggagca 
480 

gtggccacat tttctgcaga ggaagaaccg atgctggaac gtcgttgcag gggccccctg 
540 

gccatgggcc tggcccagcc ccgactcctt tctgggccct cccaggagtc accccagacc 
600 

ctggggaagg agtcccgcgg gctgaggcaa caaggcacgt cagtggccca gtctggtgcc 
660 

caagccccag gcagggccca tcgctgtgcc cactgtcgaa ggcacttccc tggctgggtg 
720 

gctctgtggc ttcacacccg ccggtgccag gcccggctgc ccttgccctg ccctgagtgt 
780 
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ggccgtcgct ttcgccatgc 
840 

accccagacc cgggctttgc 
900 

ctggttctgc atctgcgggc 
960 

gagagacgct tctggcgacg 
1020 

gccccggagg cccggccctt 
1080 

cagctagttg cccacaagcg 
1140 

gctctggggc cccggcccag 
1200 

gccgtcgacc gccccttcca 
1260 

ttgatcgctc accgccgcgt 
1320 

aagcgcttta ccaataagcc 
1380 

ccctacccgt gcaaagagtg 

1440 

agcaagattc acnnaagcga 
1500 

cccagctgcc agccggcccc 
1560 

aaccggccca ggagccgccg 
1620 

gcccccccct ccctctacag 
1680 

ctgcgggccc accagcggca 
1740 

aagaacttcg gcaagaagac 
1800 

cccttcgcct gcgaggagtg 
1860 

cggcgggacc acgcccccga 
1920 

cacaaaccct acctggcggc 
1980 

cccgactgcg gcaaagcctt 
2040 

acgggcgagc ggccctacgc 
2100 

ctcatcaccc accgcaagag 
2160 

cagaccttcg acgacgagga 
2220 

ggtgggcggg gccgtgttgg 
2280 

gggctggggg tgcctgccta 
2340 

aagacgcggg gagtgagctg 
2400 



ccccttctta gcactgcacc 
ctgccacctc tgtgggcaga 
ccattcagct gcaaagcggc 
aaagcagctt cgagctcatc 
catatgcggc aactgtggcc 
ggtgcacgta gctgaggccc 
gggccgcccc gcggtgaccg 
gtgtgcctgc tgtggcaagc 
gcacacgggc gagcggcccc 
ctatctgact tcgcaccggc 
cggccgccgc ttccggcaca 
tccgaggggt cggcccaggc 
caggagtccg cggccgagcc 
ccaggggccc cgccagagca 
ctgcgacgac tgcggcagga 
gcacaccggg gagcggccct 
gcacctggtg gcgcactcgc 
cggccgccgc ttctcccagg 
tcggcccttc gtgtgtcccg 
gcaccggcgc atccacaccg 
cagccagaag tccaacctgg 
ctgtcccgac tgcgaccgca 
ccacatccgg gacggcgcct 
gagactcctg gcccaccaga 
ctgagagagg gctggggtcc 
gtgctggagt aggggacaat 
ggtgggccct gctagcgaga 



gccaggtcca tgctgctgcc 
gcttccgagg. ctgggtggcc 
ccatcgcttg tcccaaatgc 
tgcggcggtg ccaccctccc 
ggagctttgc ccagtgggac 
tggaggaggc cgcagccaag 
ccccccggcc cggtggagat 
gcttccggca caagcccaac 
accagtgccc cgagtgcggg 
gcatccacac cggcgagaag 
aacccaaccc gctgtctcac 
cgcccccggc ccggggagcc 
caccccggcg gtacctctga 
cccgcnagga cccgatcgaa 
gcctccggct ggagcgcttc 
tcacctgcgc cgagtgcggg 
gcgtgcactc cggcgagcgg 
gcagccatct ggcggcgcat 
actgcggcaa ggccttccgc 
gcgagaagcc ctacgtctgc 
tgtcgcaccg gcgcatccac 
gcttcagcca gaagtccaac 
tctgctgtgc catctgtggc 
agaagcacga tgtctgagac 
tccgtggtgg gagtcgcagt 
gggaatccta gaggggatgg 
gaggtcaacc ccggtggcca 



2289 



WO 00/58473 



PCT/USOO/08621 



gggaacccac ttccaagcgc agggacgccg gcctccagct ggtgtgtgct aaggctccgt 
2460 

cctgactgcc ctgtgccctg gaaaagcagc aatagcatcc gccccttaga gccctctggc 
2520 

cagaggagcc accagtggaa aggaagaccc tccatcctct ggtattaacg ccttaatgcc 
2580 

cctgtctttt actgtaagtt acttaagatc atttttggaa gcaggcgtgg tagagtcctg 
2640 

taaatgaatg ctctgggcta gatacagctt ggagaacctg ctggccttgt tagacagcac 
2700 

ttgggccttt gccagcagca agaggtgaag cgaagccact cttacctctc ccttcccctc 
2760 

ccacctgccc cctgcgtagg cacccagact tggagagacc cgtctgctgt tagtacttcc 
2820 

atcctcttcc ttcccaaaga gcagacccca aggcatttac tccttggtct gcctcgcttt 
2880 

atctgtcgcc cctcccagcg ctgagagcct cccctggctg tcagcagcac tgtgtccagg 
2940 

ctcttgtctg aacaccgcag cccctccttc gctccttcca gagctcagca tgtcacggca 
3000 

aggactgccg cattggtgat ggagggccag ctgaggggaa gttgctggtg agtttccttt 
3060 

tctccatttc tagcatatgg acacctggcc tctgcttgag cacttaggtg acaggaactt 
3120 

ccgcacctcc tgaggccctg gatgattcta attgttagaa attctaattg ttagaaatcc 
3180 

ttccttataa tgaatgaatt ctgctttcct ataatttcta cctattgggc cttgttctgt 
3240 

tctctggaac taaacagaac aaccatttac ccctcctttt caaactagag aataaagatt 
3300 

tggttttaga aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
3343 

<210> 3072 
<211> 349 
<212> PRT 

<213> Homo sapiens 



<400> 3072 



Met Leu 


Glu 


Arg 


Arg 


Cys 


Arg 


Gly 


Pro 


Leu 


Ala 


Met 


Gly 


Leu 


Ala 


Gin 


l 






5 










10 










15 




Pro Arg 


Leu 


Leu 


Ser 


Gly 


Pro 


Ser 


Gin 


Glu 


Ser 


Pro 


Gin 


Thr 


Leu 


Gly 






20 










25 










30 






Lys Glu 


Ser 


Arg 


Gly 


Leu 


Arg 


Gin 


Gin 


Gly 


Thr 


Ser 


Val 


Ala 


Gin 


Ser 




35 










40 










45 








Gly Ala 


Gin 


Ala 


Pro 


Gly 


Arg 


Ala 


His 


Arg 


Cys 


Ala 


His 


Cys 


Arg 


Arg 


50 










55 










60 










His Phe 


Pro 


Gly 


Trp 


Val 


Ala 


Leu 


Trp 


Leu 


His 


Thr 


Arg 


Arg 


Cys 


Gin 


65 








70 










75 










80 


Ala Arg 


Leu 


Pro 


Leu 


Pro 


Cys 


Pro 


Glu 


Cys 


Gly 


Arg 


Arg 


Phe 


Arg 


His 








85 










90 










95 




Ala Pro 


Phe 


Leu 


Ala 


Leu 


His 


Arg 


Gin 


Val 


His 


Ala 


Ala 


Ala 


Thr 


Pro 






100 










105 










110 






Asp Leu 


Gly 


Phe 


Ala 


Cys 


His 


Leu 


Cys 


Gly 


Gin 


Ser 


Phe 


Arg 


Gly 


Trp 
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115 






120 125 








Val 


Ala 


Leu 


val Leu His 


Leu Arg Ala His Ser Ala Ala 


Lys 


Arg 


Pro 




130 






135 


140 








He 


Ala 


Cys 


Pro Lys Cys 


Glu Arg Arg Phe Trp Arg Arg 


Lys 


Gin 


Leu 


145 






150 




155 






160 


Arg 


Ala 


His 


Leu Arg Arg 


Cys 


His Pro Pro Ala Pro Glu 


Ala 


Arg 


Pro 








165 




170 




175 




Phe 


He 


Cys 


Gly Asn Cys 


Gly Arg Ser Phe Ala Gin Trp 


Asp 


Gin 


Leu 








180 




185 


190 






Val 


Ala 


His 


Lys Arg Val 


His 


Val Ala Glu Ala Leu Glu 


Glu 


Ala 


Ala 






195 






200 205 








Ala 


Lys 


Ala 


Leu Gly Pro 


Arg 


Pro Arg Gly Arg Pro Ala 


Val 


Thr 


Ala 




210 






215 


220 








Pro 


Arg 


Pro 


Gly Gly Asp 


Ala 


Val Asp Arg Pro Phe Gin 


Cys 


Ala 


Cys 


225 






230 




235 






240 


Cys 


Gly 


Lys 


Arg Phe Arg 


His 


Lys Pro Asn Leu He Ala 


His 


Arg 


Arg 








245 




250 




255 




Val 


His 


Thr 


Gly Glu Arg 


Pro 


His Gin Cys Pro Glu Cys 


Gly 


Lys 


Arg 








260 




265 


270 






Phe 


Thr 


Asn 


Lys Pro Tyr 


Leu 


Thr Ser His Arg Arg He 


His 


Thr 


Gly 






275 






280 285 








Glu 


Lys 


Pro 


Tyr Pro Cys 


Lys Glu Cys Gly Arg Arg Phe 


Arg 


His 


Lys 




290 






295 


300 








Pro 


Asn 


Leu 


Leu Ser His 


Ser 


Lys He His Xaa Ser Asp 


Pro 


Arg 


Gly 


305 






310 




31S 






320 


Arg 


Pro 


Arg 


Pro Pro Pro 


Ala Arg Gly Ala Pro Ser Cys 


Gin 


Pro 


Ala 








325 




330 




335 




Pro 


Arg 


Ser 


Pro Arg Pro 


Ser 


Pro Pro Arg Arg Tyr Leu 














340 




345 









<210> 3073 
<211> 791 
<212> DNA 

<213> Homo sapiens 
<400> 3073 

nngccctgcc tgaggcgaga gctgaagctg ctcgagtcca tcttccaccg cggccacgag 
60 

cgcttccgca ttgccagcgc ctgcctggac gagctgagct gcgagttcct gctggctggg 
120 

gccggagggg ccggggcggg ggccgcgccc ggaccgcatc tccccccacg ggggtcggtg 
180 

cccggggatc ctgtccgcat ccactgcaac atcacggagt cataccctgc tgtgcccccc 
240 

atctggtcgg tggagtctga tgaccctaac ttggctgctg tcttggagag gctggtggac 
300 

ataaagaaag ggaatactct gctattgcag catctgaaga ggatcatctc cgacctgtgt 
360 

aaactctata acctccctca gcatccagat gtggagatgc tggateaacc cttgccagca 
420 

gagcagtgca cacaggaaga cgtgtcttca gaagatgaag atgaggagat gcctgaggac 
480 

acagaagacc tagatcacta tgaaatgaaa gaggaagagc cagctgaggg caagaaatct 
540 
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gaagatgatg gcattggaaa agaaaacttg gccatcctag agaaaattaa aaagaaccag 
600 

aggcaagatt acttaaatgg tgcagtgtct ggctcggtgc aggccactga ccggctgatg 
660 

aaggagctcc agggatatat taccgnttca cagagtttca aaggcggaaa ctatgncagt 
720 

tcgaactcgt ggaatgacag tctgtatggt tgggatgttc aactcctcaa agttgaccag 
780 

ggcagcgttt a 
791 

<210> 3074 
<211> 263 
<212> PRT 

<213> Homo sapiens 



<400> 3074 



Xaa 


Pro 


Cys Leu 


Arg Arg 


Glu 


Leu Lys 


Leu 


Leu Glu 


Ser He Phe 


His 


1 






5 






10 




15 




Arg 


Gly 


His Glu 


Arg Phe 


Arg 


He Ala 


Ser 


Ala Cys 


Leu Asp Glu 


Leu 






20 






25 






30 




Ser 


Cys 


Glu Phe 


Leu Leu 


Ala 


Gly Ala 


Gly 


Gly Ala 


Gly Ala Gly 


Ala 






35 






40 






45 




Ala 


Pro 


Gly Pro 


His Leu 


Pro 


Pro Arg 


Gly 


Ser val 


Pro Gly Asp 


Pro 




50 






55 






60 






Val 


Arg 


He His 


Cys Asn 


He 


Thr Glu 


Ser 


Tyr Pro 


Ala Val Pro 


Pro 


65 






70 








75 




80 


He 


Trp 


Ser Val 


Glu Ser Asp 


Asp Pro 


Asn 


Leu Ala 


Ala Val Leu 


Glu 








85 






90 




95 




Arg 


Leu 


Val Asp 


He Lys 


Lys 


Gly Asn 


Thr 


Leu Leu 


Leu Gin His 


Leu 






100 






105 






110 




Lys 


Arg 


lie He 


Ser Asp 


Leu 


Cys Lys 


Leu 


Tyr Asn 


Leu Pro Gin 


His 






115 






120 






125 




Pro 


Asp 


Val Glu 


Met Leu Asp 


Gin Pro 


Leu 


Pro Ala 


Glu Gin Cys 


Thr 




130 






135 






140 






Gin 


Glu 


Asp Val 


Ser Ser 


Glu 


Asp Glu 


Asp 


Glu Glu 


Met Pro Glu 


Asp 


145 






150 








155 




160 


Thr 


Glu 


Asp Leu 


Asp His Tyr 


Glu Met 


Lys 


Glu Glu 


Glu Pro Ala 


Glu 








165 






170 




175 




Gly 


Lys 


Lys Ser Glu Asp Asp 


Gly He 


Gly 


Lys Glu 


Asn Leu Ala 


He 






180 






185 






190 




Leu 


Glu 


Lys He 


Lys Lys 


Asn 


Gin Arg 


Gin 


Asp Tyr 


Leu Asn Gly 


Ala 






195 






200 






205 




Val 


Ser 


Gly Ser Val Gin 


Ala 


Thr Asp 


Arg 


Leu Met 


Lys Glu Leu 


Gin 




210 






215 






220 






Gly 


Tyr 


He Thr 


Xaa Ser 


Gin 


Ser Phe 


Lys 


Gly Gly 


Asn Tyr Xaa 


Ser 


225 






230 








235 




240 


Ser 


Asn 


Ser Trp Asn Asp 


Ser 


Leu Tyr 


Gly 


Trp Asp 


Val Gin Leu 


Leu 








245 






250 




255 




Lys 


Val 


Asp Gin 


Gly Ser 


Val 













260 

<210> 3075 
<211> 603 
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<212> DNA 

<213> Homo sapiens 

<400> 3075 

cccctggggg gaaaaaattt tttaaaaaaa atggtgggga aaaacccccc cccgcccccc 
60 

cccttttttt cccccgtggg ggccaaaaaa aaaaatgtgg gcccccaaaa aaaaaaaaaa 
120 

aaaaaaaaaa aagtcttggg agggggtcgg tttggccagg tccacaggtg cacagagaag 
180 

tctacaggcc ttgcactggc agccaagatc atcaaagtga agaacgtaaa ggaccgggag 
240 

gatgtgaaga atgaggtcaa catcatgaac cagctcagcc acgtaaactt gatccaactt 
300 

tatgatgcgt ttgagagcaa gagcagcttc actctgatca tggagtatgt ggatggaggc 
360 

gaactctttg accggatcac ggatgagaag taccacctca ctgagttgga tgtggtcttg 
420 

ttcacgaggc agatctgtga gggtgtgcat tacctgcatc agcactatat cctgcacctg 
480 

gacctcaagc ctgagaacat attgtgtgtc agccagacag ggcatcaaat taagatcatt 
540 

gactttgggc tggctagaag atacaagcct cgggagaagc taaaggtgaa ctttggtact 

600 

ccg 

603 

<210> 3076 
<211> 201 
<212> PRT 

<213> Homo sapiens 



<400> 3076 



Pro 


Leu 


Gly 


Gly 


Lys 


Asn 


Phe 


Leu 


Lys 


Lys Met 


Val Gly Lys Asn Pro 


1 








5 










10 


15 


Pro 


Pro 


Pro 


Pro 


Pro 


Phe 


Phe 


Ser 


Pro 


Val Gly 


Ala Lys Lys Lys Asn 








20 










25 




30 


val 


Gly 


Pro 


Gin 


Lys 


Lys 


Lys 


Lys 


Lys 


Lys Lys 


Lys Val Leu Gly Gly 






35 










40 






45 


Gly 


Arg 


Phe 


Gly 


Gin 


Val 


His 


Arg 


Cys 


Thr Glu 


Lys Ser Thr Gly Leu 




50 










55 








60 


Ala 


Leu 


Ala 


Ala 


Lys 


He 


He 


Lys 


Val 


Lys Asn 


Val Lys Asp Arg Glu 


65 










70 








75 


80 


Asp 


Val 


Lys 


Asn 


Glu 


Val 


Asn 


He 


Met 


Asn Gin 


Leu Ser His Val Asn 










85 










90 


95 


Leu 


He 


Gin 


Leu 


Tyr 


Asp 


Ala 


Phe 


Glu 


Ser Lys 


Ser Ser Phe Thr Leu 








100 










105 




110 


He 


Met 


Glu 


Tyr 


Val 


Asp 


Gly 


Gly 


Glu 


Leu Phe 


Asp Arg lie Thr Asp 






115 










120 






125 


Glu 


Lys 


Tyr 


His 


Leu 


Thr 


Glu 


Leu 


Asp 


Val Val 


Leu Phe Thr Arg Gin 




130 










135 








140 


He 


Cys 


Glu 


Gly 


val 


His 


Tyr 


Leu 


His 


Gin His 


Tyr He Leu His Leu 


145 










150 








1S5 


160 


Asp 


Leu 


Lys 


Pro 


Glu 


Asn 


He 


Leu 


Cys 


Val Ser 


Gin Thr Gly His Gin 
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165 170 175 

lie Lys He He Asp Phe Gly Leu Ala Arg Arg Tyr Lys Pro Arg Glu 

180 185 190 

Lys Leu Lys Val Asn Phe Gly Thr Pro 
195 200 

<210> 3077 
c211> 1377 
<212> DNA 

<213> Homo sapiens 
<400> 3077 

ngctcgactg cgaattactg tttatgaggt gactcgctgg ttctatcggt ggacagtggg 
60 

acattctgaa gggaggcaag gaggcggact gagcgctccc aattggggag gatgctggtg 
120 

gtggaggtgg cgaacggccg ctccctggtg tggggagccg aggcggtgca ggccctccgg 
180 

gagcgcctgg gtgtgggggg ccgcacggta ggcgccctgc cccgcgggcc ccgccagaac 
240 

tcgcgcctgg gcctcccgct gctgctgatg cccgaagagg cgcggctctt ggccgagatc 
300 

ggcgccgtga ctctggtcag cgccccgcgt ccagactctc ggcaccacag cctggccctg 
360 

acatccttca agcgccagca agaggagagc ttccaggagc agagcgcctt ggcagctgag 
420 

gcccgggaga cccgtcgtca ggagctcctg gagaagatta cggagggcca ggctgctaag 
480 

aagcagaaac tagaacaggc ttcaggggcc agctcaagcc aggaggccgg ctcgagccag 
540 

gctgccaaag aggatgagac cagtgatggc caggcttcgg gagagcagga ggaagctggc 
600 

ccctcgtctt cccaagcagg accctcaaat ggggtagccc ccttgcccag atctgctctc 
660 

cttgtccagc tggccactgc caggcctcga ccggtcaagg ccaggcccct ggactggcgt 
720 

gtccagtcta aagactggcc ccacgccggc cgccctgccc acgagctgcg ctacagtatc 
780 

tacagagacc tgtgggagcg aggcttcttc ctcagtgcgg ctggcaagtt cggaggtgac 
840 

ttcctggtct atcctggtga ccccctccgc ttccacgccc attatatcgc tcagtgctgg 
900 

gcccctgagg acaccatccc actccaagac ctggttgctg ctgggcgcct tggaaccagc 
960 

gtcagaaaga ccctgctcct ctgttctccg cagcctgatg gtaaggtggt ctacacctcc 
1020 

ctgcaatggg ccagcctgca gtgaactcca gagacctagg ggatgtggct gtgtcggcag 
1080 

caagagcctt tctggatgtt ccccagctct tctctgggag tctagaacat cctcctacct 
1140 

ttctccgcgg ttagtttttg attccaggtt ttcgaacact acatcttttt tatgttcttc 
1200 

cctgtttcaa agcacttatt ggctgtgttt ttgtagttac ctattttcac actgtgagcc 
1260 
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tcccgagaat ggggcctggg tttgattcat ctgttttcta cagggtttaa gtctcaggag 
1320 

gtctcaataa acttggtata taaatgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1377 

<210> 3078 

<211> 310 

<212> PRT 

<213> Homo sapiens 

<400> 3078 

Met Leu Val Val Glu Val Ala Asn Gly Arg Ser Leu Val Trp Gly Ala 

15 10 15 

Glu Ala Val Gin Ala Leu Arg Glu Arg Leu Gly Val Gly Gly Arg Thr 

20 25 30 

Val Gly Ala Leu Pro Arg Gly Pro Arg Gin Asn Ser Arg Leu Gly Leu 

35 40 45 

Pro Leu Leu Leu Met Pro Glu Glu Ala Arg Leu Leu Ala Glu He Gly 

50 55 60 

Ala Val Thr Leu Val Ser Ala Pro Arg Pro Asp Ser Arg His His Ser 
65 70 75 80 

Leu Ala Leu Thr Ser Phe Lys Arg Gin Gin Glu Glu Ser Phe Gin Glu 

85 90 95 

Gin Ser Ala Leu Ala Ala Glu Ala Arg Glu Thr Arg Arg Gin Glu Leu 

100 105 110 

Leu Glu Lys He Thr Glu Gly Gin Ala Ala Lys Lys Gin Lys Leu Glu 

115 120 125 

Gin Ala Ser Gly Ala Ser Ser Ser Gin Glu Ala Gly Ser Ser Gin Ala 

130 135 140 

Ala Lys Glu Asp Glu Thr Ser Asp Gly Gin Ala Ser Gly Glu Gin Glu 
145 ISO 155 160 

Glu Ala Gly Pro Ser Ser Ser Gin Ala Gly Pro Ser Asn Gly Val Ala 

165 170 175 

Pro Leu Pro Arg Ser Ala Leu Leu Val Gin Leu Ala Thr Ala Arg Pro 

180 185 190 

Arg Pro Val Lys Ala Arg Pro Leu Asp Trp Arg Val Gin Ser Lys Asp 

195 200 205 

Trp Pro His Ala Gly Arg Pro Ala His Glu Leu Arg Tyr Ser He Tyr 

210 215 220 

Arg Asp Leu Trp Glu Arg Gly Phe Phe Leu Ser Ala Ala Gly Lys Phe 
225 230 235 240 

Gly Gly Asp Phe Leu Val Tyr Pro Gly Asp Pro Leu Arg Phe His Ala 

245 250 255 

His Tyr He Ala Gin Cys Trp Ala Pro Glu Asp Thr He Pro Leu Gin 

260 265 270 

Asp Leu Val Ala Ala Gly Arg Leu Gly Thr Ser Val Arg Lys Thr Leu 

275 280 285 

Leu Leu Cys Ser Pro Gin Pro Asp Gly Lys Val Val Tyr Thr Ser Leu 

290 295 300 

Gin Trp Ala Ser Leu Gin 
305 310 

<210> 3079 
<211> 1785 
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<212> DNA 

<213> Homo sapiens 
<400> 3079 

atggacacac tctatactgg ctccagccca 
60 

cccccacctg tgccccgccg aggcacccac 
120 

tccaaggcat cagcacctga accccctgca 
180 

gcctctgatg acctggaagc cctgggtaca 
240 

gcagctgagg cggctgtgcc caggaccatt 
300 

aacactggcc tgagccacga attatgccgg 
360 

caggcctcgg tgccggccag ctcaccagtc 
420 

ggcaaggacc tcagcatggc cctgccctca 
4S0 

gaggtgatct ttgcagacct ggctcgccgg 
540 

ctacatgagg atgagggtgt catccgctgc 
600 

gatgcagacc ctgaagtttg caagaaaatg 
660 

gccttggtgg cctattacca aatggaacac 
720 

tgctttggcg ccatgtgcag cctggatgca 
780 

ctgcctgtag agctggcgag ggacatgcag 
840 

tactctgccc tcatcctggc catggtcttc 
900 

tatgagcacc tgggcacgcc tttcgcccag 
960 

cccttggaca ccacagagca gctgccggac 
1020 

ctgcacctgc cagctgctga ccagaatgtc 
1080 

gtcaagatct tctccgagaa gctgttgttg 
1140 

atcctcaaac atgagccaca gccaccacac 
1200 

ggcagcccgg ccacagctgc catcttctac 
1260 

actgtgcggc acatcgcaga cctgtcacca 
1320 

aggccttggc caggagttcc tcgcctgtta 
1380 

caccctgtgg agcgttctgg ggtcccggcc 
1440 

cgtcctctgc acccggcgct gcagctcgtt 
1500 



tctgaaccag gctccagctg ctcacccaca 
accaccgtgt cccaagtcca gccccctccc 
gaagaagaag tggcaactgg tacaacctca 
ctgagcctgg ggaccacaga ggagaaggca 
ggggccgagc tgatggagct ggtgcggaga 
gtggccatcg gcatcatagt gggtcacatc 
atggagcagg tcctcctctc actcgtagag 
gggcaggtct gccacgacca gcagaggctg 
aaggacgacg cccagcagcg cagttgggca 
tacctagagg agctgctgca tattctgact 
tgcaagagaa acgagttcga gtctgtcctg 
cgagcatcac tgcggctgct gctcctcaag 
gccatcatct ccacgcttgt gtcatccgtg 
acagacacgc aggaccacca gaaactctgt 
tccatgggag aggcagtgcc ctatgcacac 
ttcctactga acatcgtcga ggatgggctg 
ctctgcgtga acctgcttct ggctctcaac 
atcatggctg ccctgagcaa acacgccaat 
ctcctgaaca gaggggatga ccctgtgcgc 
tctgtcctca agctcctgca ggacgtgttt 
cacacagaca tgatggctct cattgacatc 
ggagacaagg gaccgttcgg ggcgggccag 
gaaccaggat ccaccccatc gcgggagccg 
ctgacctctt cctgggcttc gggatgcccg 
atcgattccg cctttggagg ccggtccgta 
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tagcgtactc ccggactctc tcacggttag ccggcaaccc gcggagcccc ctcccccacg 
1560 

cgatgagtcc gccgtctagg ggcggggcct cccaatgtgc caatagaaac aatgactgac 
1620 

cgattggagt gctccgcgtt cacccctcgc ctccgctcct ctcgtgacgt ctgttgcgcc 
1680 

aggtccaccc attggcctgg cgagaccggc gcgtgccagg agttacgcag ggagagctgg 
1740 

aatgcaccga gggtgggggg aggactgagt ttctgtgtca gtccc 
1785 

<210> 3080 
<211> 500 
<212> PRT 

<213> Homo sapiens 



<400> 3080 



Met 


Asp 


Thr 


Leu 


Tyr 


Thr 


Gly 


Ser 


Ser 


Pro 


Ser 


Glu 


Pro 


Gly 


Ser 


Ser 


1 








5 










10 










15 




Cys 


Ser 


Pro 


Thr 


Pro 


Pro 


Pro 


val 


Pro 


Arg Arg 


Gly 


Thr 


His 


Thr 


Thr 








20 










2S 










30 






val 


Ser 


Gin 


Val 


Gin 


Pro 


Pro 


Pro 


Ser 


Lys 


Ala 


Ser 


Ala 


Pro 


Glu 


Pro 






35 










40 










45 








Pro 


Ala 


Glu 


Glu 


Glu 


Val 


Ala 


Thr 


Gly 


Thr 


Thr 


Ser 


Ala 


Ser 


Asp 


Asp 




50 










55 










60 










Leu 


Glu 


Ala 


Leu 


Gly 


Thr 


Leu 


Ser 


Leu 


Gly 


Thr 


Thr 


Glu 


Glu 


Lys 


Ala 


65 










70 










75 










80 


Ala 


Ala 


Glu 


Ala 


Ala 


Val 


Pro 


Arg 


Thr 


He 


Gly 


Ala 


Glu 


Leu 


Met 


Glu 










85 










90 










95 




Leu 


Val 


Arg 


Arg 


Asn 


Thr 


Gly 


Leu 


Ser 


His 


Glu 


Leu 


Cys 


Arg 


Val 


Ala 








100 










105 










110 






He 


Gly 


He 


He 


val 


Gly 


His 


He 


Gin 


Ala 


Ser 


Val 


Pro 


Ala 


Ser 


Ser 






115 










120 










125 








Pro 


val 


Met 


Glu 


Gin 


val 


Leu 


Leu 


Ser 


Leu 


Val 


Glu 


Gly 


Lys 


Asp 


Leu 




130 










135 










140 










Ser 


Met 


Ala 


Leu 


Pro 


Ser 


Gly 


Gin 


Val 


Cys 


His 


Asp 


Gin 


Gin 


Arg 


Leu 


145 










150 










155 










160 


Glu 


Val 


He 


Phe 


Ala 


Asp 


Leu 


Ala 


Arg 


Arg 


Lys 


Asp 


Asp 


Ala 


Gin 


Gin 










165 










170 










175 




Arg 


Ser 


Trp 


Ala 


Leu 


Tyr 


Glu 


Asp 


Glu 


Gly 


Val 


He 


Arg 


Cys 


Tyr 


Leu 








180 










185 










190 






Glu 


Glu 


Leu 


Leu 


His 


He 


Leu 


Thr 


ASp 


Ala 


Asp 


Pro 


Glu 


Val 


Cys 


Lys 






195 










200 










205 








Lys 


Met 


Cys 


Lys 


Arg 


Asn 


Glu 


Phe 


Glu 


Ser 


val 


Leu 


Ala 


Leu 


Val 


Ala 




210 










215 










220 










Tyr 


Tyr 


Gin 


Met 


Glu 


His 


Arg 


Ala 


Ser 


Leu 


Arg 


Leu 


Leu 


Leu 


Leu 


Lys 


225 










230 










235 










240 


Cys 


Phe 


Gly 


Ala 


Met 


Cys 


Ser 


Leu 


Asp 


Ala 


Ala 


He 


He 


Ser 


Thr 


Leu 










245 










250 










255 




Val 


Ser 


Ser 


Val 


Leu 


Pro 


Val 


Glu 


Leu 


Ala 


Arg 


Asp 


Met 


Gin 


Thr 


Asp 








260 










265 










270 






Thr 


Gin 


Asp 


His 


Gin 


Lys 


Leu 


Cys 


Tyr 


Ser 


Ala 


Leu 


He 


Leu 


Ala 


Met 






275 










280 










285 








Val 


Phe 


Ser 


Met 


Gly 


Glu 


Ala 


Val 


Pro 


Tyr 


Ala 


His 


Tyr 


Glu 


His 


Leu 
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290 295 300 



Gly 


Thr 


Pro 


Phe 


Ala 


Gin 


Phe Leu Leu Asn He Val Glu Asp Gly 


Leu 


305 










310 


315 


320 


Pro 


Leu 


Asp 


Thr 


Thr 
325 


Glu 


Gin Leu Pro Asp Leu Cys Val Asn Leu 
330 335 


Leu 


Leu 


Ala 


Leu 


Asn 
340 


Leu 


His 


Leu Pro Ala Ala Asp Gin Asn Val He 
345 350 


Met 


Ala 


Ala 


Leu 
355 


Ser 


Lys 


His 


Ala Asn Val Lys He Phe Ser Glu Lys 
360 365 


Leu 


Leu 


Leu 


Leu 


Leu Asn Arg 


Gly Asp Asp Pro val Arg He Phe Lys 


His 




370 










375 380 




Glu 


Pro 


Gin 


Pro 


Pro 


His 


Ser Val Leu Lys Phe Leu Gin Asp Val 


Phe 


385 










390 


395 


400 


Gly 


Ser 


Pro 


Ala 


Thr 
405 


Ala 


Ala He Phe Tyr His Thr Asp Met Met 
410 415 


Ala 


Leu 


He 


Asp 


He 
420 


Thr 


val 


Arg His He Ala Asp Leu Ser Pro Gly 
425 430 


Asp 


Lys 


Gly 


Pro 


Phe Gly Ala 


Gly Gin Arg Pro Trp Pro Gly Val Pro 


Arg 






435 








440 445 




Leu 


Leu 


Glu 


Pro Gly Ser 


Thr Pro Ser Arg Glu Pro His Pro Val 


Glu 




450 










455 460 




Arg 


Ser 


Gly 


val 


Pro 


Ala 


Leu Thr Ser Ser Trp Ala Ser Gly Cys 


Pro 


465 










470 


475 


480 


Arg 


Pro 


Leu 


His 


Pro 
485 


Ala 


Leu Gin Leu Val He Asp Ser Ala Phe 
490 495 


Gly 


Gly 


Arg 


Ser 


Val 
500 











<210> 3081 
<211> 1902 
<212> DNA 

<213> Homo sapiens 
<400> 3081 

nntcatgagc agatggacga acttggccgc gtcgtcgtgg cagttctgga ggatttttct 
60 

ccacatggcg acgaacttgt ggacggacac ggagcccgtg cgctcccccc ggccacgagc 
120 

caaagcattc cgaccttcta cttccccaga ggacgcccgc aggactccgt caacgtggat 
180 

gccgtcatca gcaagatcga gagcaccttc gcccggttcc cccacgagag ggccaccatg 
240 

gatgacatgg gcctggtggc caaggcctgc ggctgccccc tctactggaa ggggccgctc 
300 

ttctatggcg ccggcgggga gcgcacgggc tccgtgtccg tccacaagtt cgtcgccatg 
360 

tggagaaaaa tcctccagaa ctgccacgac gacgcggcca agttcgtcca tctgctcatg 
420 

agccccggcc gcaactacct ggtgcaggag gactttgtcc ccttcttgca ggacgtggtg 
480 

aacacgcacc cggggctgtc gttcctgaag gaggcgtccg agttccactc gcgctacatc 
540 

accacggtca. tccagcggat cttctacgcc gtgaaccggt cctggtccgg caggatcacc 
600 
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tgcgccgagc tgcggaggag ctccttcctg cagaatgtgg cgctgctgga ggaggaggcg 
660 

gacatcaacc agctgaccga attcttctcg tacgagcatt tctacgtcat ctactgcaag 
720 

ttctgggagc tggacacgga ccacgacctg ctcatcgacg cggacgacct ggcgcggcac 
780 

aatgaccacg ccctttctac caagatgata gacaggatct tctcaggagc agtcacacga 
640 

ggcagaaaag tgcagaagga agggaagatc agctatgccg actttgtctg gtttttgatc 
900 

tctgaggaag acaaaaaaac accgaccagc atcgagtact ggttccgctg catggacctg 
960 

gacggggacg gcgccctgtc catgttcgag ctcgagtact tctacgagga gcagtgccga 
1020 

aggctggaca gcatggccat cgaggccctg cccttccagg actgcctctg ccagatgctg 
10B0 

gacctggtca agccgaggac tgaagggaag atcacgctgc aggacctgaa gcgctgcaag 
1140 

ctggccaacg tcttcttcga caccttcttc aacatcgaga agtacctcga ccacgagcag 
1200 

aaagagcaga tctccctgct cagggacggt gacagcggcg gccccgagct ctcggactgg 
1260 

gagaagtacg cggccgagga gtacgacatc ctggtggccg aggagaccgt gggagagccc 
1320 

tgggaggacg ggttcgaggc cgagctcagc cccgtggagc agaagctgag tgcgctgcgc 
1380 

tccccgctgg cccagaggcc cttcttcgag gcgccctcac cgctgggcgc cgtggacctg 

1440 

tacgagtacg catgcgggga cgaggacctg gagccgctgt gacgccaccc gcgagaacgc 

1500 

cgccgcgggg ccgcccccca cgtgccacca ccgggccacc gcggctcgtg taaaaactgt 
1560 

tgtggaaaat gagtgcgttt gtacggaatg ataaactttt atttattcac agaagcgtgt 
1620 

tgattgccac tgtgggttcg tggctggacc tgcccagagc cctgtgcccg ggggacacgt 
1680 

agggccgcgc gtgaatggga cgggttccca cacggacacc ctccagcact tgccgttccc 
1740 

gacccggcct gggttccggg gcctgcgtct gtggaaaggg tccatgtgcg cacaacggtg 
1800 

accggcggct cccgggcgcc tcagtcctgg acaggagcct ccaccacagg ctgtgtgaac 
1860 

gttttgtgta aacgtacaaa accgtttctg gcgatcacga aa 
1902 

<210> 3082 
<211> 414 
<212> PRT 

<213> Homo sapiens 
<400> 3082 

Met Asp Asp Met Gly Leu Val Ala Lys Ala Cys Gly Cys Pro Leu Tyr 

1 5 10 15 

Trp Lys Gly Pro Leu Phe Tyr Gly Ala Gly Gly Glu Arg Thr Gly Ser 
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20 



25 



30 



Val Ser Val His Lys Phe Val Ala Met Trp Arg Lys lie Leu Gin Asn 

35 40 45 

Cys His Asp Asp Ala Ala Lys Phe Val His Leu Leu Met Ser Pro Gly 

50 55 60 

Cys Asn Tyr Leu Val Gin Glu Asp Phe Val Pro Phe Leu Gin Asp Val 
65 70 75 80 

Val Asn Thr His Pro Gly Leu Ser Phe Leu Lys Glu Ala Ser Glu Phe 

85 90 95 

His Ser Arg Tyr He Thr Thr Val He Gin Arg He Phe Tyr Ala Val 

100 105 110 

Asn Arg Ser Trp Ser Gly Arg He Thr Cys Ala Glu Leu Arg Arg Ser 

115 120 125 

Ser Phe Leu Gin Asn Val Ala Leu Leu Glu Glu Glu Ala Asp He Asn 

130 135 140 

Gin Leu Thr Glu Phe Phe Ser Tyr Glu His Phe Tyr Val He Tyr Cys 
145 150 155 160 

Lys Phe Trp Glu Leu Asp Thr Asp His Asp Leu Leu He Asp Ala Asp 

165 170 175 

Asp Leu Ala Arg His Asn Asp His Ala Leu Ser Thr Lys Met He Asp 

180 185 190 

Arg He Phe Ser Gly Ala Val Thr Arg Gly Arg Lys Val Gin Lys Glu 

195 200 205 

Gly Lys He Ser Tyr Ala Asp Phe Val Trp Phe Leu He Ser Glu Glu 

210 215 220 

Asp Lys Lys Thr Pro Thr Ser He Glu Tyr Trp Phe Arg Cys Met Asp 
225 230 235 240 

Leu Asp Gly Asp Gly Ala Leu Ser Met Phe Glu Leu Glu Tyr Phe Tyr 

245 250 255 

Glu Glu Gin Cys Arg Arg Leu Asp Ser Met Ala He Glu Ala Leu Pro 

260 265 270 

Phe Gin Asp Cys Leu Cys Gin Met Leu Asp Leu Val Lys Pro Arg Thr 

275 280 285 

Glu Gly Lys He Thr Leu Gin Asp Leu Lys Arg Cys Lys Leu Ala Asn 

290 295 300 

Val Phe Phe Asp Thr Phe Phe Asn He Glu Lys Tyr Leu Asp His Glu 
305 310 315 320 

Gin Lys Glu Gin He Ser Leu Leu Arg Asp Gly Asp Ser Gly Gly Pro 

325 330 335 

Glu Leu Ser Asp Trp Glu Lys Tyr Ala Ala Glu Glu Tyr Asp He Leu 

340 345 350 

Val Ala Glu Glu Thr Val Gly Glu Pro Trp Glu Asp Gly Phe Glu Ala 

355 360 365 

Glu Leu Ser Pro Val Glu Gin Lys Leu Ser Ala Leu Arg Ser Pro Leu 

370 375 380 

Ala Gin Arg Pro Phe Phe Glu Ala Pro Ser Pro Leu Gly Ala Val Asp 
385 390 395 400 

Leu Tyr Glu Tyr Ala Cys Gly Asp Glu Asp Leu Glu Pro Leu 



405 



410 



<210> 3083 
<211> 610 
<212> DNA 



<213> Homo sapiens 
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<400> 3083 

ngccggccca gctgctggga acctgtcagg ccctcgggct ccagtcacct gagctggcac 
60 

agggggccac cctgtgaggt gtacattgcc gtcctgcaga gatccaggct gcacgcggcg 
120 

gactgggcag gccgggcccg ggcactggtg ggtgacagtc atacttcgtg gagcccagcg 
180 

agcatcccgg gcaagcacta ccaggctgtg ggtctgcacc tctggaaggt agagaagcgg 
240 

cgggtcaatc tgcctagggt cctgtccatg ccccccgtgg ctggcaccgc gtgccatgca 
300 

tacgaccggg aggtccacct gcgttgtgag ctctcaccgg gctactacct ggctgtcccc 
360 

agcaccttcc tgaaggacgc gccaggggag ttcctgctcc gagtcttctc taccgggcga 
420 

gtctccctta ggtgagagga accgcgcagt gctgctggct ctccgaggcc acaggccctt 
480 

ccaaggcagg atttgggcac tttccctctg tggttggcag gtgtccatgt gggaactgag 
540 

gccaccggga acctgctgcc agcgccctcc catgtttgtc ttcttggcag cgccatcagg 
600 

gcagtggcca 
610 

<210> 3084 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3084 



Xaa 


Arg 


Pro 


Ser 


Cys 


Trp 


Glu 


Pro 


Val 


Arg 


Pro Ser 


Gly 


Ser 


Ser His 


l 








5 










10 








15 


Leu 


Ser 


Trp 


His 
20 


Arg 


Gly 


Pro 


Pro 


Cys 
25 


Glu 


Val Tyr 


He 


Ala 
30 


Val Leu 


Gin 


Arg 


Ser 


Arg Leu 


His 


Ala 


Ala 


Asp 


Trp 


Ala Gly 


Arg 


Ala Arg Ala 






35 










40 








45 






Leu 


Val 
50 


Gly 


Asp 


Ser 


His 


Thr 
55 


Ser 


Trp 


Ser 


Pro Ala 
60 


Ser 


He 


Pro Gly 


Lys 


His 


Tyr 


Gln\ 


Ala 


Val 


Gly 


Leu 


His 


Leu 


Trp Lys 


Val 


Glu 


Lys Arg 


65 










70 










75 






80 


Arg 


Val 


Asn 


Leu 


Pro 


Arg 


Val 


Leu 


Ser 


Met 


Pro Pro 


Val 


Ala Gly Thr 










85 










90 








95 


Ala 


Cys 


His 


Ala 
100 


Tyr 


Asp 


Arg 


Glu 


Val 
105 


His 


Leu Arg 


Cys 


Glu 
110 


Leu Ser 


Pro 


Gly 


Tyr 
115 


Tyr 


Leu 


Ala 


Val 


Pro 
120 


Ser 


Thr 


Phe Leu 


Lys 
125 


Asp 


Ala Pro 


Gly 


Glu 
130 


Phe 


Leu 


Leu 


Arg 

» 


Val 
135 


Phe 


Ser 


Thr 


Gly Arg 
140 


Val 


Ser 


Leu Arg 



<210> 3085 

<211> 1080 

<212> DNA 

<213> Homo sapiens 
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<400> 3085 

nntgtgcgga ggaggagttc caccattacg gtcttgcatt agacaaatat ccccacttta 
60 

cttctccaat aagaagatat tcagatattg tagtaccccg cttgttaatg gcagccattt 
120 

caaaagataa gaaaatggaa attaagggaa atctgttcag caacaaagat cttgaggaat 
180 

tatgcagaca tatcaacaac agaaaccaag cagcacagca ttctcagaag cagtctactg 
240 

agctcttcca gtgcatgtac ttcaaagaca aagaccctgc caccgaggag cgttgcatat 
300 

ctgacggagt tatttattca atcagaacaa atggtgtgct tctatttata ccaaggtttg 
360 

ggattaaagg tgctgcttat ctaaaaaata aagatggttt agtcatctca tgtggcccag 
420 

atagctgttc tgaatggaaa ccaggatccc ttcaacgatt tcaaaacaaa attacctcta 
480 

ctacaacaga tggggaatct gttacgttcc atttgtttga ccatgtaacc gtaagaatat 
540 

ccatacaggc ctcacgttgc cattctgata caatcagact tgaaataatt agtaacaaac 
600 

catacaagat accaaataca gaacttattc atcagagttc ccccttgctg aagagtgagt 
660 

tagtgaaaga agtaactaaa tctgtggaag aagctcagct tgcccaagaa gtcaaagtaa 
720 

acatcattca ggaggaatat caagaatatc gccaaacaaa gggaaggagc ctatacacac 
780 

ttctagagga gatacgggac ctagctctcc tggatgtttc aaacaattat ggaatatgag 
840 

aggctcttac ttcactaaga gctgtcatat gtgaatgttt tacagtcttt tcaaacttaa 
900 

catttaatgt gtgtcactca gtgctctagt cgatcaggac tgggtagcta tttcgcatat 
960 

atgtanaatg ttctcagccg ggcacggtgg ctcacgcctg taaccccagc actttgggag 
1020 

gctgaggcgg gcggatcacg aggtcaggag attgagacca tcctggctaa cacggtgaaa 
1080 

<210> 3086 

<211> 58 

<212> PRT 

<213> Homo sapiens 

<400> 3086 

Met Cys Val Thr Gin Cys Ser Ser Arg Ser Gly Leu Gly Ser Tyr Phe 

15 10 15 

Ala Tyr Met Xaa Asn Val Leu Ser Arg Ala Arg Trp Leu Thr Pro Val 

20 25 30 

Thr Pro Ala Leu Trp Glu Ala Glu Ala Gly Gly Ser Arg Gly Gin Glu 

35 40 45 

He Glu Thr He Leu Ala Asn Thr Val Lys 
50 55 
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<210> 3067 

<211> 2329 

<212> DNA 

<213> Homo sapiens 

<400> 3087 

naggagaagc atctggacga tgaggaaaga 
60 

cgagagaggg agcaccgtga cacggaggga 
120 

gtggaggtgg agccgccccc agatcggcca 
180 

atggagcgca cccatattca gcaactcctg 
240 

gatccccatg gattttttgc ttttcctgtc 
300 

ataataaaac atcccatgga ttttggcacc 
360 

aagtcagtta cggaatttaa ggcagatttc 
420 

aataggccag ataccgtgta ctacaagttg 
480 

atgatgagca aacaggcagc tctcttgggc 
540 

cctgaagttg taccagtaca agtagaaact 
600 

gttatcagct gcatgtttga gcctgaaggg 
660 

gaggagcacg tgctggcgct ggtggagcac 
720 

cggttcctcc caggcggcaa gatgggctat 
780 

tacagcgtgg tcaacacggc cgagccgaac 
840 

tgagctcgct ctccagtaag ctactcccag 
900 

gaagaaacaa agtcaccttt ctctccagtg 
960 

cagtatttgg cgacttgaag tcggacgaga 
1020 

agacaggcgt gcagtgtgcg ctgagcctgc 
1080 

gcaagaaagt ggtggacgac ctcctggacc 
1140 

tcttccagct gaagcagaga agaaatgttc 
1200 

gggacaccct aggagacagc agcagctctg 
1260 

ccgacgtttc tgtggatatc tccatgctca 
1320 

accctgacga cagccatttg aacttggatg 
1380 

aagcacaggc ggagcgcggc ggctctcggc 
1440 



aggaagcgaa aggaagagaa gaagcggaag 
gaggctgacg actttgatcc tgggaagaag 
gtccgagcgt gccggacaca gcagccggaa 
gaacacttcc tccgccagct tcagagaaaa 
acggatgcaa ttgctcctgg atattcaatg 
atgaaagaca aaattgtagc taatgaatac 
aagctgatgt gtgataatgc aatgacatac 
gcgaagaaga tccttcacgc aggctttaag 
aatgaagata cagctgttga ggaacctgtc 
gccaagaaat ccaaaaagcc gagtagagaa 
aatgcctgca gcttgacgga cagtaccgca 
gcagctgacg aagctcggga caggatcaac 
ctgaagagga acggggacgg gagcctgctc 
gctgatgagg aggagaccca cccggtgact 
gcttcaccac gctgggcttc aaagacgaga 
ccactactgc gctttcgatg cagaataatt 
tggagctgct ctactcagcc tacggagatg 
aggagtttgt gaaggatgct gggagctaca 
agatcacagg cggagaccac tctaggacgc 
ccatgaagcc tccagatgaa gccaaggttg 
ttctggagtt catgtcgatg aagtcctatc 
gctctctggg gaaggtgaag aaggagctgg 
agacgacgaa gctcctgcag gacctgcacg 
cgtcgtccaa cctcagctcc ctgtccaacg 
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cctccgagag ggaccagcac cacctgggaa gcccttctcg cctgagtgtc ggggagcagc 
1500 

cagacgtcac ccacgacccc tatgagtttc ttcagtctcc agagcctgcg gcctctgcca 
1560 

agacctaact ctagaccacc ttcagctctt ttattttatt tttttagttt tattttgcac 
1620 

gtgtagagtt tttgtcatca gacaaggact ttgatcctgt cccctttggc atgcgggaag 
1680 

cagccgcggg gaggtaatga attgtctgtg gtatcatgtc agcagagtct ccaagcccca 
1740 

cgaaccctga ggagtggagt catacgcgaa ggccatatgg ccatcgtgtc agcagagaga 
1800 

gtctctgtac acagccccgt gaaccctgag gagtggagtc atacacgaag ggcgtgtggc 
1860 

catcgtgtca gcagagagag tctctgtaca cagccccgtg aaccctgagg agtggagtca 
1920 

tacgcgaagg gtgtgtggcc aggctgcaga gctgcgtgcc gtttgtgtcc gagcatcacg 
1980 

tgtggctcca gcccttgttt ctgccagtgt agacacctct gtctgcccca ctgtcctggg 
2040 

gtcgctcttg ggaggcacag gcatgggtgt gtctggcctc attctgtatc agtccagtgt 
2100 

gttcctgtca tagtttgtgt ctcccaggca ggccatggta ggggcctcgc aggggccatt 
2160 

ggggagcaca gggccaggct ggggtgagga gagctcccct gttttctgtt taattgatga 
2220 

gcctgggaaa ggagtgtgtt ctgcctgccc gttacagtgg agcgttccgt gtccataaaa 
2280 

cgttttctaa ctgggaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2329 

<210> 3088 
<211> 280 
<212> PRT 

<213> Homo sapiens 



<400> 3088 



Xaa 


Glu 


Lys 


His 


Leu 


Asp 


Asp 


Glu 


Glu 


Arg 


Arg 


Lys 


Arg 


Lys 


Glu 


Glu 


1 








5 










10 










15 




Lys 


Lys 


Arg 


Lys 
20 


Arg 


Glu 


Arg 


Glu 


His 
25 


Cys 


Asp 


Thr 


Glu 


Gly 
30 


Glu 


Ala 


Asp Asp 


Phe 


Asp 


Pro 


Gly 


Lys 


Lys 


Val 


Glu 


Val 


Glu 


Pro 


Pro 


Pro 


Asp 






35 










40 










45 








Arg 


Pro 
50 


Val 


Arg 


Ala 


Cys 


Arg 
55 


Thr 


Gin 


Gin 


Pro 


Glu 
60 


Met 


Glu 


Arg 


Thr 


His 


He 


Gin 


Gin 


Leu 


Leu 


Glu 


His 


Phe 


Leu 


Arg 


Gin 


Leu 


Gin 


Arg 


Lys 


65 










70 










75 










80 


Asp 


Pro 


His 


Gly 


Phe 
85 


Phe 


Ala 


Phe 


Pro 


Val 
90 


Thr 


Asp 


Ala 


He 


Ala 
95 


Pro 


Gly Tyr 


Ser 


Met 


He 


He 


Lys 


His 


Pro 


Met 


Asp 


Phe 


Gly 


Thr 


Met 


Lys 








100 










105 










110 






Asp 


Lys 


He 
115 


Val 


Ala 


Asn 


Glu 


Tyr 
120 


Lys 


Ser 


Val 


Thr 


Glu 
125 


Phe 


Lys 


Ala 


Asp 


Phe 


Lys 


Leu 


Met 


Cys 


Asp 


Asn 


Ala 


Met 


Thr 


Tyr 


Asn 


Arg 


Pro 


Asp 
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lift 






lie 


140 




Thr 


Val 


Tyr 


Tyr 


Lys Leu Ai.a Liys L»ys lie ueu 




Lj jr o 


1 A C 

14 5 












160 

A v w 


Met 


Met 


Ser 


Lys 


Gin Ala Axa Lieu Leu vjiy nsn 


U1U nojl lilt. e\xtx 


val 








ICC 1 "7 ft 

16 5 1 / U 


175 




Glu 


Glu 


Pro 


Val 


Pro Glu Val Val Pro Val Gin 


val Glu Tnr Aia 


Lys 








180 


185 


190 




Lys 


Ser 


Lys 


Lys 


Pro Ser Arg Glu Val He Ser 


Cys Met Phe Glu 


Pro 






195 




200 


205 




Glu 


Gly 


Asn 


Ala 


Cy9 Ser Leu Thr Asp Ser Thr 


Ala Glu Glu His 


Val 




210 






215 


220 




Leu 


Ala 


Leu 


Val 


Glu His Ala Ala Asp Glu Ala 


Arg Asp Arg lie 


Asn 


225 








230 235 




240 


Arg 


Phe 


Leu 


Pro 


Gly Gly Lys Met Gly Tyr Leu 


Lys Arg Asn Gly 


Asp 










245 250 


255 




Gly 


Ser 


Leu 


Leu 


Tyr Ser Val Val Asn Thr Ala 


Glu Pro Asn Ala 


Asp 








260 


265 


270 




Glu 


Glu 


Glu 


Thr 


His Pro Val Thr 










275 




280 







<210> 3089 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 3089 

ncagctttgg accaagcgac catgagaggg ccagagctcg ggcccgaaac cagcatggag 
60 

ggagacgtgc tggacacact ggaggcgctg gggtataaag gaccattgtt agaagagcaa 
120 

gcccttacaa aggeggcaga gggtggatta tcttcacctg aattttcaga gctctgtatt 
180 

tggttaggct ctcaaataaa ateattatge aacttggaag aaagtatcac gtctgctggg 
240 

agagatgacc tagagagctt ccagcttgag ataagtgggt ttttaaaaga gatggcctgt 
300 

ccatactcgg tactcgtctc aggagacatt aaagagegee tcacaaagaa ggatgactgc 
360 

ttgaaactcc tgttgttttt aagtacagaa cttcaagctt tacaaatatt acagaacaag 
420 

aaacataaaa attctcaatt agataaaaat agtgaagttt atcaggaagt tcaagctatg 
480 

tttgatacac ttggtatacc caagtcaaca acttctgaca ttcegcatat gctaaaccaa 
540 

gtggaatcaa aggtgaaaga tattctctca aaggtccaga aaaatcatgt gggaaaacca 
600 

ctactgaaaa tggatttaaa ttcagaacag geggaacaac tggaaagaat caatgatget 
660 

ctttcctgtg aatatgagtg ccgccgacga atgttaatga aacgattaga tgtgactgta 

720 

ca 

722 

<210> 3090 
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<211> 240 
<212> PRT 

<213> Homo sapiens 



<400> 3090 

Xaa Ala Leu Asp Gin Ala 

1 5 
Thr Ser Met Glu Gly Asp 
20 

Lys Gly Pro Leu Leu Glu 
35 

Gly Leu Ser Ser Pro Glu 
50 

Gin lie Lys Ser Leu Cys 
65 70 
Arg Asp Asp Leu Glu Ser 

85 

Glu Met Ala Cys Pro Tyr 
100 

Arg Leu Thr Lys Lys Asp 
115 

Thr Glu Leu Gin Ala Leu 
130 

Ser Gin Leu Asp Lys Asn 
145 150 
Phe Asp Thr Leu Gly lie 

165 

Met Leu Asn Gin Val Glu 
180 

Gin Lys Asn His Val Gly 
195 

Glu Gin Ala Glu Gin Leu 
210 

Tyr Glu Cys Arg Arg Arg 
225 230 



Thr Met Arg 

Val Leu Asp 
25 

Glu Gin Ala 
40 

Phe Ser Glu 
55 

Asn Leu Glu 

Phe Gin Leu 

Ser Val Leu 
105 

Asp Cys Leu 

120 
Gin lie Leu 
135 

Ser Glu Val 

Pro Lys Ser 

Ser Lys Val 
185 

Lys Pro Leu 

200 
Glu Arg lie 
21S 

Met Leu Met 



Gly Pro 
10 

Thr Leu 

Leu Thr 

Leu Cys 

Glu Ser 
75 

Glu He 
90 

Val Ser 

Lys Leu 

Gin Asn 

Tyr Gin 
155 
Thr Thr 
170 

Lys Asp 

Leu Lys 

Asn Asp 

Lys Arg 
235 



Glu Leu Gly 

Glu Ala Leu 
30 

Lys Ala Ala 
45 

He Trp Leu 
60 

He Thr Ser 

Ser Gly Phe 

Gly Asp He 
110 

Leu Leu Phe 

125 
Lys Lys His 
140 

Glu Val Gin 

Ser Asp He 

He Leu Ser 
190 

Met Asp Leu 
20S 

Ala Leu Ser 
220 

Leu Asp Val 



Pro Glu 
15 

Gly Tyr 

Glu Gly 

Gly Ser 

Ala Gly 

80 
Leu Lys 
95 

Lys Glu 

Leu Ser 

Lys Asn 

Ala Met 
160 
Pro His 
175 

Lys Val 

Asn Ser 

Cys Glu 

Thr Val 
240 



<210> 3091 

<211> 333 

<212> DNA 

<213> Homo sapiens 



<400> 3091 
acgcgtgaag 
60 

caccatcttg 
120 

cccagggcga 
180 

ctctttgact 
240 

gggactcctt 
300 

ttccataccc 
333 



ggggcggagg 
gcctggcagg 
ccccttctgc 
ccatctcttg 
tttgtgtccc 
atccctgcct 



ggaaggaagc 
ggtctgggac 
caagtgtccc 
gttccctctt 
ccttctcccc 
ccctgctcgg 



cctggggagc 
tgacagggag 
aaaatgattg 
tctgctgcca 
tgcccctact 
ccg 



agctgctcac 
caccccaggc 
ctaaatgcct 
gctcccccga 
gccaggcaga 



ccctttgcca 
ccttggtacc 
ggctccccca 
ctcttccctg 
tccccttttc 
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<210> 3092 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 3092 
Met Gly Met Glu 
1 

Lys Gly Asp Thr 
20 

Ser Arg Lys Arg 
35 

Ala Phe Ser Asn 
50 

Gly Thr Lys Gly 
65 

Ala Lys Met Val 

Phe Pro Ser Ala 
100 



Glu Lys Gly lie 
5 

Lys Arg Ser Pro 

Glu Pro Arg Asp 
40 

His Phe Gly Thr 
55 

Leu Gly Cys Ser 
70 

Trp Gin Arg Gly 
85 

Pro Phe Thr Arg 



Cys Leu Ala Val 
10 

Gin Gly Arg Val 
25 

Gly Val Lys Glu 

Leu Gly Arg Arg 
60 

Leu Ser Val Pro 
75 

Glu Gin Leu Leu 
90 



Gly Ala Gly Glu 
15 

Gly Gly Ala Gly 
30 

Trp Gly Ser Gin 
45 

Gly Arg Pro Gly 

Asp Pro Cys Gin 
80 

Pro Arg Ala Ser 
95 



<210> 3093 

<211> 720 

<212> DNA 

<213> Homo sapiens 



<400> 3093 
nnaccggttt 
60 

gaggagcatt 
120 

agggggcagc 
180 

accatggtga 
240 

gatggggctg 
300 

ccgccactcc 
360 

gaccagcaga 
420 

gggcgcaggc 
480 

ctgatcatgt 
540 

cggcacaaga 
600 

cgccaccgca 
660 

gagacgccgg 
720 



gtccaaggag 
aggcccagct 
ctgtgggcag 
agctgggctg 
ccatggacag 
ctgaccaggt 
atttccctga 
tgcccaccgc 
acaaggccat 
tctgcacgcc 
gcatcctggc 
cggcctgggg 



gctggcctga 
cagggtcctc 
tgactctgtc 
cagcttctct 
tgtgcctctg 
ggtcatcaag 
cctggagggc 
acggatgatc 
ctggtacgac 
gctgaccctg 
ggccatcggg 
ggacggctac 



ccacttacag 
tggcttcaga 
tgtctttgga 
gggaagccag 
atcagcccct 
acacagacag 
cagaggctga 
gccttcgcca 
cagttcacct 
gagatgtact 
gcctacccgc 
cgcgcagcca 



cctgtccctg 
gccagctggc 
caggacaagg 
gtaaagaccc 
tggacatcag 
aataccagct 
actgcagcca 
tggcgctact 
gccccgacgg 
acacggagat 
tgagccgcaa 
aggaggagcg 



gctctggtgf 

gtgggcatcc 

actgccatcc 

tggggaccag 

ccagctccag 

gtcctcccca 

cccagaggaa 

gggctgcgtg 

cttcctgctg 

ggaccccgag 

gcacggcacg 

caaggggccc 



<210> 3094 
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<211> 179 
<212> PRT 
<213> Homo sapiens 

<400> 3094 

Met Val Lys Leu Gly Cys Ser Phe Ser Gly Lys Pro Gly Lys Asp Pro 

15 10 15 

Gly Asp Gin Asp Gly Ala Ala Met Asp Ser Val Pro Leu He Ser Pro 

20 25 30 

Leu Asp He Ser Gin Leu Gin Pro Pro Leu Pro Asp Gin Val Val He 

35 40 45 

Lys Thr Gin Thr Glu Tyr Gin Leu Ser Ser Pro Asp Gin Gin Asn Phe 

50 55 60 

Pro Asp Leu Glu Gly Gin Arg Leu Asn Cys Ser His Pro Glu Glu Gly 
65 70 75 80 

Arg Arg Leu Pro Thr Ala Arg Met He Ala Phe Ala Met Ala Leu Leu 

85 90 95 

Gly Cys Val Leu He Met Tyr Lys Ala He Trp Tyr Asp Gin Phe Thr 

100 105 110 

Cys Pro Asp Gly Phe Leu Leu Arg His Lys He Cys Thr Pro Leu Thr 

115 120 125 

Leu Glu Met Tyr Tyr Thr Glu Met Asp Pro Glu Arg His Arg Ser He 

130 135 140 

Leu Ala Ala He Gly Ala Tyr Pro Leu Ser Arg Lys His Gly Thr Glu 
145 150 155 160 

Thr Pro Ala Ala Trp Gly Asp Gly Tyr Arg Ala Ala Lys Glu Glu Arg 

165 170 175 

Lys Gly Pro 



<210> 3095 

<211> 519 

<212> DNA 

<213> Homo sapiens 



c400> 3095 

ggtgggattt 
60 

agaccccagc 
120 

gggtttgacg 
180 

ctcgcctcgc 
240 

atgctcaaca 
300 

ccttactcgg 
360 

atctgggaag 
420 

cgcccagccc 
480 

cacggagaca 
519 



caccggcaca 
agcaggcctc 
aggtctttgt 
tctgggagat 
gcagtgccat 
gccgcactct 
agcgagcagt 
ctgctcgctg 
tcctctccat 



ttcatgtacc 
agctcatgtg 
catcagcctg 
ggagatctct 
caggaacctc 
gaccaagggc 
acaaggcaca 
cccctaccca 
gggatgatgc 



catagcggtg 
actcggccct 
gctcgcaggc 
gggagggtgg 
ggcgtagacc 
gaggtgggct 
cttctggcca 
ctatgccggg 
cagcggccg 



ctcattgcac 
ctaagaggcc 
ctgaccgtcg 
tggatgctgt 
tgctcccggg 
gcttcctcag 
cgggacctgg 
gacgccgagt 



acgtggacgg 
cagcaagata 
ggaacgcatg 
ggatggctgg 
ctaccaggac 
ccattactcc 
tggccttctc 
ggctcagtga 



2308 



WO 00/58473 



PCT/USOO/08621 



<210> 3096 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3096 

Gly Gly lie Ser Pro Ala His Ser Cys Thr His Ser Gly Ala His Cys 

15 10 15 

Thr Arg Gly Arg Arg Pro Gin Gin Gin Ala Ser Ala His Val Thr Arg 

20 25 30 

Pro Ser Lys Arg Pro Ser Lys lie Gly Phe Asp Glu Val Phe Val lie 

35 40 45 

Ser Leu Ala Arg Arg Pro Asp Arg Arg Glu Arg Met Leu Ala Ser Leu 

50 55 60 

Trp Glu Met Glu lie Ser Gly Arg Val Val Asp Ala Val Asp Gly Trp 
65 70 75 80 

Met Leu Asn Ser Ser Ala He Arg Asn Leu Gly Val Asp Leu Leu Pro 

85 90 95 

Gly Tyr Gin Asp Pro Tyr Ser Gly Arg Thr Leu Thr Lys Gly Glu Val 

100 105 110 

Gly Cys Phe Leu Ser His Tyr Ser He Trp Glu Glu Arg Ala Val Gin 

115 120 125 

Gly Thr Leu Leu Ala Thr Gly Pro Gly Gly Leu Leu Arg Pro Ala Pro 

130 135 140 

Ala Arg Cys Pro Tyr Pro Leu Cys Arg Gly Arg Arg Val Ala Gin 
145 ISO 155 

<210> 3097 

<211> 4953 

<212> DNA 

<213> Homo sapiens 

<400> 3097 

aggcatccag gatgcggtgc ggggcggccc ggtgcccccc cgccccgtca cggcagccgc 
60 

ggcggccgag gggaccgggc cagggccggg ggcggcggcc cgagccgcgg tagcggcggc 
120 

ggcgggaggg gcggcctgag ggcggacggg cgggcgcccg ggttgcgggg gctcggtgcc 
180 

gctccgcact gcccggccgg tctcggcccc ggcgccatga gtggcggcgg cggcggaggg 
240 

ggctcggcgc ccagtcgctt cgccgactac tttgtcatct gcggactgga cacggagacc 
300, 

gggctggagc cggacgagct gtcggcatta tgccagtaca tacaggcttc taaagccagg 
360 

gatggtgcca gccctttcat ttcaagtacg actgaaggag aaaattttga gcagacacca 
420 

ttgagaagaa cattcaaatc taaggtcctt gcacgatatc ctgagaacgt agaatggaat 
480 

ccctttgacc aagatgcagt aggaatgcta tgcatgccga aagggctggc attcaagacc 
540 

caggctgatc ccagggagcc ccaattccat gcctttatta tcacaaggga ggatggctct 
600 
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cggacatttg ggtttgccct cacattttat gaagaggtga ctagcaagca gatctgcagt 
660 

gcaatgcaga ccctctacca catgcacaat gctgagtatg atgtcctaca tgctccccct 
720 

gctgatgaca gagaccagag cagcatggag gatggtgaag acactcctgt gaccaaactg 
780 

cagcgcttca actcctatga cattagccgg gacactctct acgtctctaa gtgcatctgc 
840 

ctcatcacac ccatgtcttt catgaaggca tgtcggagcg tgccgggcca actccaccag 
■ 900 

gcagtcactt cacctcagcc ccctccactg ccccttgaga gctacatata caacgtactc 
960 

tacgaggtgc cgctcccacc tcctggccgg tccttgaagt tttctggggt ctattggcca 
1020 

ataatctgcc agagaccaag taccaatgag cttcccctat ttgactttcc tgtcaaagag 
1080 

gtttttgaac tgctcggggt ggagaatgtg tttcagcttt ttacttgtgc ccttctggag 
1140 

tttcaaatcc tgctctactc acagcattac cagagactga tgactgtggc ggagacgatt 
1200 

acagctctca tgtttccttt ccagcggcag catgtctatg tccctattct cccagcttct 
1260 

ctcctgcatt tcttagatgc tcctgttcca tacctgatgg gtttgcattc caatggcctg 
1320 

gatgaccggt caaagctgga gctgcctcaa gaggctaacc tctgctttgt ggacattgac 
1380 

aaccacttca ttgagttgcc agaggacttg ccacagttcc ccaacaaatt ggagtttgtc 
1440 

caggaagtct ctgagattct catggcattt ggaattcccc ctgaagggaa tcttcattgc 
1500 

agtgagagtg cctccaagct gaagaggctg cgggcctctg agcttgtctc ggacaagagg 
1560 

aatgggaaca ttgctggctc ccctttgcat tcctacgagc ttcttaagga gaatgaaact 
1620 

attgcccggc tgcaagcctt ggtcaagaga actggggtga gcctggaaaa gttggaagtg 
1680 

cgtgaagacc ccagcagcaa taaggatctc aaagttcagt gtgatgaaga agaactcagg 

1740 

atttaccagc taaacattca gatccgggaa gtttttgcaa atcgtttcac tcagatgttt 
1800 

gcagattatg aggtgtttgt catccaaccc agccaggata aggaatcctg gtttaccaac 
1860 

agggagcaaa tgcaaaactt tgataaagca tcttttctgt cagatcagcc tgagccctac 
1920 

ctgcccttcc tctcaagatt cctggagacc cagatgtttg catttttcat tgacaacaaa 
1980 

ataatgtgtc atgatgatga tgataaagac cctgtactcc gggtatttga ttcccgagtt 
2040 

gacaagatca ggctgttgaa tgttcggaca cctactctcc gtacatccat gtaccagaag 
2100 

» tgtaccactg tggatgaagc agagaaagca attgagctgc gtctggcaaa aattgaccat 

2160 

actgcaattc acccacattt acttgacatg aagattggac aagggaaata tgagccgggc 
2220 
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ttcttcccta agctgcagtc tgatgtactt 
2260 

aaaaggaatg cccctgcaca gtggaggcgg 
2340 

ttgcgcttag acaatgacca gagagagaag 
2400 

actatccgcc agcccaaact gtccaacctc 
2460 

aagtttgtag agggcctgct gaaggaatgc 
2520 

aagatgggcc gagaagctgt ggagctaggg 
2560 

gagaacaccc tgattgccag cctttgtgat 
2640 

caagtgaaac aggggaaatc agccctatgg 
2700 

cagagaaaac tcacatcagg aagcctcagt 
2760 

aggaagtctg atgccagctc actcatgcct 
2820 

aggcacatcc agaacatcgg ggaaatcaag 
2880 

cgactgtcca tggaaaaaaa gttactttcc 
2940 

gagctcacca aaaagttata taagcgctat 
3000 

cagttcctct atcacctcct gtctttcaat 
3060 

ttcacaacta tcctgatccc gtaccacatt 
3120 

tccatgttca ctgccaaccc atggatctgt 
3180 

atgcagattc ccaggaatgt gctagagatg 
3240 

actactgtcc agattggcca tgataactct 
3300 

gtgatggtca ggaatgagat cacaggacat 
3360 

gggaagggca tggatgatgg aagcctggag 
3420 

cagcctgagg tggatgagag gccatgccgg 
3480 

atccggaggc ttgttaccat ctcacccaac 
3540 

caggagtcca tcggggaggc agtcaatggc 
3600 

gagcgaggca gtctgacgct gttgctctgt 
3660 

caggctttcc agcatggatt taaatcgccc 
3720 

ttcctggaaa aagcacaaac ctattatgag 
3780 

gaaaaccggc atacaagagc ccggaacttc 
3840 



tgcactgggc cagccagcaa caagtggaca 
aaagaccggc agaagcagca cacagaacac 
tacatccagg aagccaggac tatgggcagc 
tctccatcag tgattgccca gaccaattgg 
cgcaataaga ccaagaggat gctggtggaa 
catggggagg tgaacatcac aggggtggaa 
ctcctggaaa ggatctggag tcatggacta 
tcccacctgt tacattatca ggacaaccgg 
acctcaggaa tacttcttga ttcagaacgt 
cccctgagga tctccctgat tcaggatatg 
actgatgtgg gaaaggccag agcatgggtg 
agacacctga agcagctcct ctcagaccat 
gccttcctgc gctgtgatga cgagaaggag 
gccgtcgatt acttttgctt caccaatgtc 
ctgatcgtac caagcaagaa gctggggggc 
atatcaggag aattgggtga gacacagatc 
accttcgagt gccagaactt ggggaagctt 
gggctgtatg ccaaatggct ggtggagtat 
acctacaagt tcccgtgtgg ccggtggtta 
cggatcctag ttggggagct gctcacatcc 
accccgccgc tgcagcagtc ccccagtgtc 
aacaagccca agctgaacac tgggcagatc 
attgtgaagc acttccataa gcctgagaaa 
ggagagtgtg gccttgtctc ggccttggaa 
cggctcttca aaaatgtctt catctgggat 
acattagaga agaatgaagt agtccctgag 
tgccgatttg tcactgcaat caacaatact 
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ccccggaaca tcggcaagga tggcaagttt cagatgctgg tgtgcttggg agccagagat 
3900 

cacctcctac accactggat tgccctgctg gctgactgcc ccatcactgc acacatgtat 
3960 

gaggatgtgg cactgatcaa agaccataca cttgtcaatt ccttgattcg tgtgctgcag 
4020 

acattgcagg agttcaacat cacgctggag acgtcccttg tcaagggcat cgacatctga 
4080 

cctcccagca ccagccagca gcaggactga gaaagactca ccctgcagct ctgacctttt 
4140 

ttcccaaagg gacttaagcg attgtgcagg agtaggagac aaaatgtaca ctcactgtaa 
4200 

aaagaaaact agaggatttt tggaataaat aatctatttt agagtttatt tgctgatttg 
4260 

ctttttacac actttcatgt gaaagagtga tagggagagg gagcgaggct ggtgccgctt 
4320 

attttgaagc tggtgccctc cctcgccgtg gccacatgct ggaagcctga ggcctccctg 
4380 

gactgagcct gtggcactgc gtgcgggaca gttatgtttc cttgccccgt cgcattaatg 
4440 

aggcccttcc acatcatttt taaactaatg tttttctata ttaacattat tatggatatt 
4500 

tggctttcat aggccacaca caggtgtgct gcgcgggaag ccccatgctc caatcaaagg 
4560 

gatttttagt agtgcctcta agcaagcacc gatgagtcag tcccacgtat tttctttttt 
4620 

gtcagtattg tttgggaagg agacatgccg ggatgtgtca tcgtgccaaa taccacattt 
4680 

cctgttggca cagtttcaca gaagtaaaca taagcatgtt ttaacaggtt tttcttttct 
4740 

tttttctttt ttaaaatgtt ttatttattt aacccgccat tgtgtgtttt taagtatttt 
4800 

ctttttttaa ggaaaggaaa agcttgtcac aatctaactg gctatgttat tattattaaa 
4860 

tttatgtttt gcaacttaga aaccagctac agtatggccc acttaataaa acacctgaaa 
4920 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aat 
4953 

<210> 3098 

<211> 1359 

<:212> PRT 

<213> Homo sapiens 

<400> 3098 

Arg His Pro Gly Cys Gly Ala Gly Arg Pro Gly Ala Pro Pro Pro Arg 

15 10 15 

His Gly Ser Arg Gly Gly Arg Gly Asp Arg Ala Arg Ala Gly Gly Gly 

20 25 30 

Gly Pro Ser Arg Gly Ser Gly Gly Gly Gly Arg Gly Gly Leu Arg Ala 

35 40 45 

Asp Gly Arg Ala Pro Gly Leu Arg Gly Leu Gly Ala Ala Pro His Cys 

50 55 60 

Pro Ala Gly Leu Gly Pro Gly Ala Met Ser Gly Gly Gly Gly Gly Gly 
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65 70 75 80 

Gly Ser Ala Pro Ser Arg Phe Ala Asp Tyr Phe Val lie Cys Gly Leu 

85 90 95 

Asp Thr Glu Thr Gly Leu Glu Pro Asp Glu Leu Ser Ala Leu Cys Gin 

100 105 110 

Tyr lie Gin Ala Ser Lys Ala Arg Asp Gly Ala Ser Pro Phe He Ser 

115 120 125 

Ser Thr Thr Glu Gly Glu Asn Phe Glu Gin Thr Pro Leu Arg Arg Thr 

130 135 140 

Phe Lys Ser Lys Val Leu Ala Arg Tyr Pro Glu Asn Val Glu Trp Asn 
145 150 155 160 

Pro Phe Asp Gin Asp Ala Val Gly Met Leu Cys Met Pro Lys Gly Leu 

165 170 . 175 

Ala Phe Lys Thr Gin Ala Asp Pro Arg Glu Pro Gin Phe His Ala Phe 

180 185 190 

He He Thr Arg Glu Asp Gly Ser Arg Thr Phe Gly Phe Ala Leu Thr 

195 200 205 

Phe Tyr Glu Glu Val Thr Ser Lys Gin He Cys Ser Ala Met Gin Thr 

210 215 220 

Leu Tyr His Met His Asn Ala Glu Tyr Asp Val Leu His Ala Pro Pro 
225 230 235 240 

Ala Asp Asp Arg Asp Gin Ser Ser Met Glu Asp Gly Glu Asp Thr Pro 

245 250 255 

Val Thr Lys Leu Gin Arg Phe Asn Ser Tyr Asp He Ser Arg Asp Thr 

260 265 270 

Leu Tyr Val Ser Lys Cys He Cys Leu He Thr Pro Met Ser Phe Met 

275 280 285 

Lys Ala Cys Arg Ser Val Pro Gly Gin Leu His Gin Ala Val Thr Ser 

290 295 300 

Pro Gin Pro Pro Pro Leu Pro Leu Glu Ser Tyr He Tyr Asn Val Leu 
305 310 315 320 

Tyr Glu Val Pro Leu Pro Pro Pro Gly Arg Ser Leu Lys Phe Ser Gly 

325 330 335 

Val Tyr Trp Pro He He Cys Gin Arg Pro Ser Thr Asn Glu Leu Pro 

340 345 350 

Leu Phe Asp Phe Pro Val Lys Glu Val Phe Glu Leu Leu Gly Val Glu 

355 360 365 

Asn Val Phe Gin Leu Phe Thr Cys Ala Leu Leu Glu Phe Gin He Leu 

370 375 380 

Leu Tyr Ser Gin His Tyr Gin Arg Leu Met Thr val Ala Glu Thr He 
385 390 395 400 

Thr Ala Leu Met Phe Pro Phe Gin Trp Gin His Val Tyr Val Pro He 

405 410 415 

Leu Pro Ala Ser Leu Leu His Phe Leu Asp Ala Pro Val Pro Tyr Leu 

420 425 430 

Met Gly Leu His Ser Asn Gly Leu Asp Asp Arg Ser Lys Leu Glu Leu 

435 440 445 

Pro Gin Glu Ala Asn Leu Cys Phe Val Asp He Asp Asn His Phe He 

450 455 460 

Glu Leu Pro Glu Asp Leu Pro Gin Phe Pro Asn Lys Leu Glu Phe Val 
465 470 475 480 

Gin Glu Val Ser Glu He Leu Met Ala Phe Gly He Pro Pro Glu Gly 

485 490 495 

Asn Leu His Cys Ser Glu Ser Ala Ser Lys Leu Lys Arg Leu Arg Ala 
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500 505 510 

Ser Glu Leu Val Ser Asp Lys Arg Asn Gly Asn lie Ala Gly Ser Pro 

515 520 525 

Leu His Ser Tyr Glu Leu Leu Lys Glu Asn Glu Thr lie Ala Arg Leu 

530 535 540 

Gin Ala Leu Val Lys Arg Thr Gly Val Ser Leu Glu Lys Leu Glu Val 
545 550 555 560 

Arg Glu Asp Pro Ser Ser Asn Lys Asp Leu Lys Val Gin Cys Asp Glu 

565 570 575 

Glu Glu Leu Arg He Tyr Gin Leu Asn He Gin He Arg Glu Val Phe 

580 585 590 

Ala Asn Arg Phe Thr Gin Met Phe Ala Asp Tyr Glu Val Phe Val He 

595 600 605 

Gin Pro Ser Gin Asp Lys Glu Ser Trp Phe Thr Asn Arg Glu Gin Met 

610 615 620 

Gin Asn Phe Asp Lys Ala Ser Phe Leu Ser Asp Gin Pro Glu Pro Tyr 
625 630 635 640 

Leu Pro Phe Leu Ser Arg Phe Leu Glu Thr Gin Met Phe Ala Phe Phe 

645 650 655 

He Asp Asn Lys He Met Cys His Asp Asp Asp Asp Lys Asp Pro Val 

660 665 670 

Leu Arg Val Phe Asp Ser Arg Val Asp Lys He Arg Leu Leu Asn Val 

675 680 685 

Arg Thr Pro Thr Leu Arg Thr Ser Met Tyr Gin Lys Cys Thr Thr Val 

690 695 700 

Asp Glu Ala Glu Lys Ala He Glu Leu Arg Leu Ala Lys He Asp His 
705 710 715 720 

Thr Ala He His Pro His Leu Leu Asp Met Lys He Gly Gin Gly Lys 

725 730 735 

Tyr Glu Pro Gly Phe Phe Pro Lys Leu Gin Ser Asp Val Leu Cys Thr 

740 745 750 

Gly Pro Ala Ser Asn Lys Trp Thr Lys Arg Asn Ala Pro Ala Gin Trp 

755 760 765 

Arg Arg Lys Asp Arg Gin Lys Gin His Thr Glu His Leu Arg Leu Asp 
770 775 780 

Asn Asp Gin Arg Glu Lys Tyr He Gin Glu Ala Arg Thr Met Gly Ser 
785 790 795 800 

Thr He Arg Gin Pro Lys Leu Ser Asn Leu Ser Pro Ser Val He Ala 

805 810 815 

Gin Thr Asn Trp Lys Phe Val Glu Gly Leu Leu Lys Glu Cys Arg Asn 

820 825 630 

Lys Thr Lys Arg Met Leu Val Glu Lys Met Gly Arg Glu Ala Val Glu 

835 840 845 

Leu Gly His Gly Glu Val Asn He Thr Gly Val Glu Glu Asn Thr Leu 

850 855 860 

He Ala Ser Leu Cys Asp Leu Leu Glu Arg He Trp Ser His Gly Leu 
865 870 875 880 

Gin Val Lys Gin Gly Lys Ser Ala Leu Trp Ser His Leu Leu His Tyr 

885 890 895 

Gin Asp Asn Arg Gin Arg Lys Leu Thr Ser Gly Ser Leu Ser Thr Ser 

900 905 910 

Gly He Leu Leu Asp Ser Glu Arg Arg Lys Ser Asp Ala Ser Ser Leu 

915 920 925 

Met Pro Pro Leu Arg He Ser Leu He Gin Asp Met Arg His He Gin 
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930 935 940 

Asn He Gly Glu He Lys Thr Asp Val Gly Lys Ala Arg Ala Trp Val 
945 950 955 960 

Arg Leu Ser Met Glu Lys Lys Leu Leu Ser Arg His Leu Lys Gin Leu 

965 970 975 

Leu Ser Asp His Glu Leu Thr Lys Lys Leu Tyr Lys Arg Tyr Ala Phe 

980 985 990 

Leu Arg Cys Asp Asp Glu Lys Glu Gin Phe Leu Tyr His Leu Leu Ser 

995 1000 1005 

Phe Asn Ala Val Asp Tyr Phe Cys Phe Thr Asn Val Phe Thr Thr He 

1010 1015 1020 

Leu He Pro Tyr His He Leu He Val Pro Ser Lys Lys Leu Gly Gly 
1025 1030 1035 1040 

Ser Met Phe Thr Ala Asn Pro Trp lie Cys He Ser Gly Glu Leu Gly 

1045 1050 1055 

Glu Thr Gin He Met Gin He Pro Arg Asn Val Leu Glu Met Thr Phe 

1060 1065 1070 

Glu Cys Gin Asn Leu Gly Lys Leu Thr Thr Val Gin He Gly His Asp 

1075 1080 1085 

Asn Ser Gly Leu Tyr Ala Lys Trp Leu Val Glu Tyr Val Met Val Arg 

1090 1095 HOO 

Asn Glu He Thr Gly His Thr Tyr Lys Phe Pro Cys Gly Arg Trp Leu 
1105 1110 1115 1120 

Gly Lys Gly Met Asp Asp Gly Ser Leu Glu Arg He Leu Val Gly Glu 

1125 1130 1135 

Leu Leu Thr Ser Gin Pro Glu Val Asp Glu Arg Pro Cys Arg Thr Pro 

1140 1145 1150 

Pro Leu Gin Gin Ser Pro Ser Val He Arg Arg Leu Val Thr He Ser 

1155 1160 1165 

Pro Asn Asn Lys Pro Lys Leu Asn Thr Gly Gin He Gin Glu Ser He 

1170 1175 1180 

Gly Glu Ala Val Asn Gly He Val Lys His Phe His Lys Pro Glu Lys 
1185 1190 1195 1200 

Glu Arg Gly Ser Leu Thr Leu Leu Leu Cys Gly Glu Cys Gly Leu Val 

1205 1210 1215 

Ser Ala Leu Glu Gin Ala Phe Gin His Gly Phe Lys Ser Pro Arg Leu 

1220 1225 1230 

Phe Lys Asn Val Phe He Trp Asp Phe Leu Glu Lys Ala Gin Thr Tyr 

1235 1240 1245 

Tyr Glu Thr Leu Glu Lys Asn Glu Val Val Pro Glu Glu Asn Trp His 

1250 1255 1260 

Thr Arg Ala Arg Asn Phe Cys Arg Phe Val Thr Ala He Asn Asn Thr 
1265 1270 1275 1280 

Pro Arg Asn He Gly Lys Asp Gly Lys Phe Gin Met Leu Val Cys Leu 

1285 1290 1295 

Gly Ala Arg Asp Hi3 Leu Leu His His Trp He Ala Leu Leu Ala Asp 

1300 1305 1310 

Cys Pro He Thr Ala His Met Tyr Glu Asp Val Ala Leu He Lys Asp 

1315 1320 1325 

His Thr Leu Val Asn Ser Leu He Arg Val Leu Gin Thr Leu Gin Glu 

1330 1335 1340 

Phe Asn He Thr Leu Glu Thr Ser Leu Val Lys Gly He Asp He 
1345 1350 1355 
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<210> 3099 
<211> 1001 
<212> DNA 

<213> Homo sapiens 
<400> 3099 

nccatggtag tggcaattta tgcctattac aagaaacaga gaaccaaaac agatgtgtac 
60 

atcctgaatt tggctgtagc agatttactc cttctattca ctctgccttt ttgggctgtt 
120 

aatgcagttc atgggtgggt tttagggaaa ataatgtgca aaataacttc agccttgtac 
160 

acactaaact ttgtctctgg aatgcagttt ctggcttgta tcagcataga cagatatgtg 
240 

gcagtaacta aagtccccag ccaatcagga gtgggaaaac catgctggat catctgtttc 
300 

tgtgtctgga tggctgccat cttgctgagc ataccccagc tggtttttta tacagtaaat 
360 

gacaatgcta ggtgcattcc cattttcccc cgctacctag gaacatcaat gaaagcattg 
420 

attcacatgc tagagatctg cattggattt gtagtaccct ttcttattat gggggtgtga 
480 

tactttatca cagcaaggac actcatgaag atgccaaaca ttaaaatatc tcgaccccta 
540 

aaagttctgc tcacagtcgt tatagttttc attgtcactc aactgcctta taacattgtc 
600 

aagttctgcc gagccataga catcatctac tccctgatca ccagctgcaa catgagcaaa 
660 

cgcatggaca tcgccatcca agtcacagaa agcatcgcac tctttcacag ctgcctcaac 
720 

ccaatccttt atgtttttat gggagcatct ttcaaaaact acgttatgaa agtggccaag 
780 

aaatatgggt cctggagaag acagagacaa agtgtggagg agtttccttt tgattctgag 
840 

ggtcctacag agccaaccag tacttttagc atttaaaggt aaaactgctc tgccttttgc 
900 

ttggatacat atgaatgatg ctttcccctc aaataaaaca tctgcattat tctgaaactc 
960 

aaatctcaga cgccgtggtt gcaacttata ataaagaatg g 
1001 

<210> 3100 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 3100 

Xaa Met Val Val Ala lie Tyr Ala Tyr Tyr Lys Lys Gin Arg Thr Lys 

15 10 15 

Thr Asp Val Tyr lie Leu Asn Leu Ala Val Ala Asp Leu Leu Leu Leu 

20 25 30 

Phe Thr Leu Pro Phe Trp Ala Val Asn Ala Val His Gly Trp Val Leu 

35 40 45 

Gly Lys lie Met Cys Lys He Thr Ser Ala Leu Tyr Thr Leu Asn Phe 
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50 

val Ser Gly Met Gin Phe 
65 70 
Ala Val Thr Lys Val Pro 

85 

He He Cys Phe Cys Val 
100 

Gin Leu val Phe Tyr Thr 
115 

Phe Pro Arg Tyr Leu Gly 
130 

Glu He Cys lie Gly Phe 
145 150 

<210> 3101 
<211> 2623 
<212> DNA 

<213> Homo sapiens 



55 

Leu Ala Cys He Ser 

75 

Ser Gin Ser Gly Val 
90 

Trp Met Ala Ala He 
105 

Val Asn Asp Asn Ala 
120 

Thr Ser Met Lys Ala 
135 

Val Val Pro Phe Leu 

155 



60 

He Asp Arg Tyr Val 

80 

Gly Lys Pro Cys Trp 
95 

Leu Leu Ser He Pro 
110 

Arg Cys He Pro He 
125 

Leu He His Met Leu 
140 

He Met Gly Val 



<400> 3101 

cggcgccgag tagccgggcc gggccggagc gcgggcgcgg cggaggcagc tgcgcccggc 
60 

tcctcccctc ccaggccccg ccccccgccc gggccccggc gatggtgaca catgcggcgg 
120 

cggccgcgcg gcaggaccat ggttgagcgc gccagcaagt tcgtgctggt ggtggcgggc 
160 

tcggtgtgct tcatgctcat cttgtaccag tacgcgggcc caggactgag cctgggcgcg 
240 

cccggcggcc gcgcgccgcc cgacgacctg gacctgttcc ccacacccga cccccactac 
300 

gagaagaagt actacttccc ggtccgcgag ctggagcgct cgctgcgctt cgacatgaag 
360 

ggcgacgacg tgatcgtctt cctgcacatc cagaagacgg gcggcaccac cttcggccgc 
420 

cacctcgtgc agaacgtacg cctcgaggtg ccgtgcgact gccggcccgg ccagaagaag 
460 

tgcacctgct accggcccaa ccgccgcgag acttggctct tctcccgctt ctccaccggc 
540 

tggagctgcg ggctgcacgc cgactggacc gagctcacca actgcgtgcc cggcgtgctg 
600 

gaccgccgcg actccgccgc gctgcgcacg cccaggaagt tctactacat caccctgcta 
660 

cgagaccccg tgtcccgcta cctgagcgag tggcggcatg tgcagagggg tgccacgtgg 
720 

aagacgtctt tgcatatgtg tgatgggcgc acgcccacgc ctgaggagct gccgccctgc 
780 

tacgagggca cggactggtc gggctgcacg ctacaggagt tcatggactg cccgtacaac 
840 

ctggccaaca accgccaggt gcgcatgctg gccgacctga gcctggtggg ctgctacaac 
900 

ctgtccttca tccccgaggg caagcgggcc cagctgctgc tcgagagcgc caagaagaac 
960 

ctgcggggca tggccttctt cggcctgacc gagttccagc gcaagacgca gtacctgttc 
1020 
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gagcggacgt tcaacctcaa gttcatccgg cccttcatgc agtacaatag cacgcgggcg 

ioeo 

ggcggcgtgg aggtggatga agacaccatc cggcgcatcg aggagctcaa cgacctggac 
1140 

atgcagctgt acgactacgc caaggacctc ttccagcagc gctaccagta caagcggcag 
1200 

ctggagcgca gggagcagcg cctgaggagc cgcgaggagc gtctgctgca ccgggccaag 
1260 

gaggcactgc cgcgggagga tgccgacgag ccgggccgcg tgcccaccga ggactacatg 
1320 

agccacatca ttgagaagtg gtagtggcgg tggtggccac ggggaggcct cttggggggt 
1380 

gtgggggata aaacaggaca gacgacaggt ccacccaaga ctgtcaaggg atgagcatcc 
1440 

caaacctgct ccacagaggt agctgcgtcc tgaaaaaaaa cagagcaggg atgtagtggg 
1500 

gctgggcagg gatgggggct tgagaaatca acaggtgcag cccagtgggt cagaggaaag 
1560 

cgtgctcgaa ggatgccatg gtcagggcag ggcctccaga gcaggtgttg tgcctggagc 
1620 

tgctctcctg gcctccttgg atctatcgca aaaactgaag gtttgcgcaa gagacgagga 
1680 

cagcggaaag tggacctgcc aggccgggag tgtgtccctc accaactatg cacacagcac 
1740 

tcgctcttag ctcctctgtc cgggctacta ggagtgagac cagcttctgg caactgcccc 
1800 

agctccaggc catcccatag cccctcctct tctggctgcc cccaatgccc cgaggcctgg 
1860 

ggagccccca gctcacccat ctgtagctcc ctcaaagtca gggcccaccc catctgaggc 
1920 

agagaagact cgagtccagc ccccaggaag cctgctcccc tctctggccc atggtcctgc 
1980 

ttcatgcttt gggtcaggag gccaaagctg atgttcaggc cccacccact ccctacagtc 
2040 

cccagaccaa ggaggggttt gggtagtagg cccgagctgc attgccggcc ttcctcgggc 
2100 

caactggcag cccaggagtg gggaggcttt ggccagggat gctgccactt gtgcgtgagt 
2160 

ccgcggctgg cccttggagg tgaccatcca ggcaggcctg gctcagactg gaagggctgg 
2220 

ggaccgaggg ctcccctgcc tctgttctcc tttctgaccc actgggattt gctagcaggc 
2280 

tgccccagcc ccatcaccga aacacatact caagagctct ccttgcattt ccccatgctc 
2340 

cccacccccc ggcaaaaggc tggccatgct ctgttcccag cagcctcgca ggtttcccca 
2400 

ctggctgcaa tggccctact aaaagccatg ctgcatatcc gttgtaagca cgtgccctgt 
2460 

gctctgtccc cattccttat gccctaggag gccaagctgg tgtctctagg agggcccaca 
2520 

caggcaccct ggatccccca gagagcagat tggtgtgctc aggccgcagg ctgactcaga 
2580 

ggtaggggca gtgggctctg caggccacct ggctggggtt ggg 
2623 
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<210> 3X02 

<211> 410 

<212> PRT 

<213> Homo sapiens 



<400> 3102 



Met Arg 


Arg 


Arg 


Pro Arg Gly Arg Thr Met Val 


Glu Arg Ala Ser Lys 


1 






5 


10 


15 


Phe Val 


Leu 


Val 


Val Ala Gly Ser Val Cys Phe 


Met Leu He Leu Tyr 






20 


25 




30 


Gin Tyr 


Ala 


Gly 


Pro Gly Leu Ser Leu Gly Ala 


Pro Gly Gly Arg Ala 




35 




40 




45 


Pro Pro 


Asp 


Asp 

• 


Leu Asp Leu Phe Pro Thr Pro 


Asp Pro His Tyr Glu 


50 






55 




60 


Lys Lys 


Tyr 


Tyr 


Phe Pro Val Arg Glu 


Leu Glu 


Arg Ser Leu Arg Phe 


65 






70 


75 


80 


Asp Met 


Lys 


Gly 


Asp Asp Val He Val 


Phe Leu 


His He Gin Lys Thr 








85 


90 


95 


Gly Gly 

* * 


Thr 


Thr 


Phe Gly Arg His Leu 


Val Gin 


Asn Val Arg Leu Glu 






100 


105 




110 


Val Pro 


Cys 


Asp 


Cys Arg Pro Gly Gin Lys Lys 


Cys Thr Cys Tyr Arg 




115 




120 




125 


Pro Asn 


Arg 


Arg 


Glu Thr Trp Leu Phe Ser Arg 


Phe Ser Thr Gly Trp 


130 






135 




140 


Ser Cys 


Gly 


Leu 


His Ala Asp Trp Thr Glu Leu 


Thr Asn Cys Val Pro 


145 






150 


155 


160 


Gly Val 


Leu 


Asp 


Arg Arg Asp Ser Ala 


Ala Leu 


Arg Thr Pro Arg Lys 








165 


170 


175 


Phe Tyr 


Tyr 


He 


Thr Leu Leu Arg Asp 


Pro Val 


Ser Arg Tyr Leu Ser 






180 


185 




190 


Glu Trp 


Arg 


His 


Val Gin Arg Gly Ala Thr Trp 


Lys Thr Ser Leu His 




195 




200 




205 


Met Cys 


Asp 


Gly 


Arg Thr Pro Thr Pro 


Glu Glu 


Leu Pro Pro Cys Tyr 


210 






215 




220 


Glu Gly 


Thr 


Asp 


Trp Ser Gly Cys Thr Leu Gin 


Glu Phe Met Asp Cys 


225 






230 


235 


240 


Pro Tyr 


Asn 


Leu 


Ala Asn Asn Arg Gin Val Arg 


Met Leu Ala Asp Leu 








245 


250 


255 


Ser Leu 


Val 


Gly 


Cys Tyr Asn Leu Ser 


Phe He 


Pro Glu Gly Lys Arg 






260 


265 




270 


Ala Gin 


Leu 


Leu 


Leu Glu Ser Ala Lys 


Lys Asn 


Leu Arg Gly Met Ala 




275 




• 280 




285 


Phe Phe 


Gly 


Leu 


Thr Glu Phe Gin Arg 


Lys Thr 


Gin Tyr Leu Phe Glu 


290 






295 




300 


Arg Thr 


Phe 


Asn 


Leu Lys Phe He Arg 


Pro Phe 


Met Gin Tyr Asn Ser 


305 






310 


315 


320 


Thr Arg 


Ala 


Gly 


Gly Val Glu Val Asp 


Glu Asp 


Thr He Arg Arg He 








325 


330 


335 


Glu Glu 


Leu 


Asn 


Asp Leu Asp Met Gin 


Leu Tyr 


Asp Tyr Ala Lys Asp 






340 


345 




350 


Leu Phe 


Gin 


Gin 


Arg Tyr Gin Tyr Lys 


Arg Gin 


Leu Glu Arg Arg Glu 




355 




360 




365 


Gin Arg 


Leu 


Arg 


Ser Arg Glu Glu Arg Leu Leu 


His Arg Ala Lys Glu 
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370 375 380 

Ala Leu Pro Arg Glu Asp Ala Asp Glu Pro Gly Arg Val Pro Thr Glu 
385 390 395 400 

Asp Tyr Met Ser His He He Glu Lys Trp 

40S 410 

<210> 3103 
<211> 1228 
<212> DNA 

<213> Homo sapiens 
<400> 3103 

ctcgagctgg atccaccctt gagccttcac ctggagagtc ctctgcacaa gttcagagag 
60 

aaggactacg cgcagcaatg gttctcatca gggggcaact tcgccctcac atgcctctcc 
120 

caaccccgct gggacactag gccgcggctg ggggaagcgg gagggagaat gttatccccc 
180 

tggcatgtgt ctagtcagcg gaggagacag atgctgctaa acaccttgca atccacggtg 
240 

ggagggcccc tcccccaccc cgaagtagcc attcggcaga ggtggagaaa ctcgcgtgta 
300 

gatcaatgcc cacgcacttg gccgacggaa atcacgaatt ggtgaccaat tggatcttgg 
360 

atctgaggaa aaagctccag cttcagaggg aactctcgaa gttttgccca gagcaaacgg 
420 

aggggttgcg ttgccatcgc ctaaaatggg aaaatggcag gcgtcacagg ttgcagggga 
480 

aggttggaga ccagttgagt gccccggagc cttcctggaa agagtttcct atccagcccg 
S40 

cctcggtttc cgcatccgtc tgattcctta tgatgttgag ggtgccgggg tctgggtcct 
600 

ttatgacgca gagggtgccc ccgcctcacc tcgggcgcct ccccgctccc gcctcctcct 
660 

ggcaacctgg tgggcggctc cggacccggc gacccgcgac catcttgtca gttgctgccg 
720 

cctggcaaag ggcatctcta ggccagtggt gnagacggcc ggtggccgca ctcgctccat 
780 

actcggactc cctcgtggag cccttggtgt gtcgcctgca ggttcttttt ttgaagaaag 
840 

cagggagtga acggccttgt gagacgactc caggagcaaa gggagactct cacaagaccc 
900 

aagtcctcct agagcacagg aaagtgtcgc ttcaggtcga agaagggaga gaaagcagct 
960 

ttccgcatct gcatggttgt ctagtggcta ggattcggtg ctgaaagcgc cacggcccgg 
1020 

gttcgattcc cggtcaggga attgttttgc actggccgcc ctcccgcagg aatcttcctt 
1080 

taccacgctg tcagccggcc tgctccaagg gccagatgta gaacagcctc cgcagcgagg 
1140 

ggcaaacccg ggcaaaggag ggcaagtcgt ggtgggccac ctctcacgac acaccgttcc 
1200 

tgtttatctc cgtgtccgtc atccgcgg 
1226 
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<210> 3104 

<2XX> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3104 



Met 


Met 


Leu 


Arg 


Val Pro Gly 


Ser Gly Ser Phe 


Met Met Gin Arg Val 


1 








5 


10 




15 


Pro 


Pro 


Ser 


His 


Leu Gly Arg 


Leu Pro Ala 


Pro 


Ala Ser Ser Trp Gin 








20 




25 




30 


Pro 


Gly 


Gly 


Arg 


Leu Arg Thr 


Arg Arg Pro 


Ala 


Thr lie Leu Ser Val 






35 






40 




45 


Ala 


Ala 


Ala 


Trp 


Gin Arg Ala 


Ser Leu Gly Gin 


Trp Xaa Arg Arg Pro 




50 






55 






60 


Val 


Ala 


Ala 


Leu 


Ala Pro Tyr 


Ser Asp Ser 


Leu 


Val Glu Pro Leu Val 


65 








70 




75 


80 


Cys 


Arg 


Leu 


Gin 


Val Leu Phe 


Leu Lys Lys 


Ala 


Gly Ser Glu Arg Pro 










85 


90 




95 


Cys 


Glu 


Thr 


Thr 


Pro Gly Ala 


Lys Gly Asp 


Ser 


His Lys Thr Gin Val 








100 




105 




110 


Leu 


Leu 


Glu 


His 


Arg Lys Val 


Ser Leu Gin 


Val 


Glu Glu Gly Arg Glu 






115 






120 




125 


Ser 


Ser 


Phe 


Pro 


His Leu His 


Gly Cys Leu 


Val 


Ala Arg lie Arg Cys 




130 






135 






140 



<210> 3105 

<2H> 4924 

<212> DNA 

<213> Homo sapiens 

<400> 3105 

ngcccgaaac ccggaagtga gcggcggcag ctgcgaggct cggagaaaca ggcgccgcgg 
60 

gctccgcgcc cggccggacc cgggcccgag atcatgatgc tgccgccacc gccgccacca 
120 

cggagcgaga agcccagata gacgccccgg cggccccggg tcctggagtc ccgccgcctg 
180 

ctgcccggcc gaggacccca ccccgcctgc cgcccgatgc ttgcagtggg gcccgccatg 
240 

gacagggatt acccgcagca tgaacccccg ccggcgggca gcctcctgta cagcccgccg 
300 

cccctgcaga gcgccatgct gcactgcccc tactggaaca ccttctcgct gccgccatac 
360 

cctgccttct ccagcgacag ccgcccgttc atgagctccg cctccttcct cggcagccag 
420 

ccctgcccag acaccagcta tgcccccgtg gccaccgcct ccagcttgcc accaaagacc 
480 

tgcgactttg ctcaggactc ctcctatttt gaggacttct ccaacatctc catcttctcc 
540 

tcgtccgtgg actccctgtc ggacatcgtg gacacgcccg acttcctgcc ggctgacagc 
600 

ctcaaccagg tgtccaccat ctgggacgat aaccctgccc cctccaccca cgataagctg 
660 
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ttccagccca 
720 

cttctcgtca 
780 

gaggaggagg 
840 

aagtccaaga 
900 

gtcccacccc 
960 

gccctgcagc 
1020 

gggcagcgcg 

1080 

gccggagtca 
1140 

tccaacgacc 
1200 

gcggtgcacg 
1260 

ctcgccacct 
1320 

ctccggcaga 
1380 

tgtcacaaag 
1440 

aacaagctgc 
1500 

aacatgatct 
1560 

gaggagttcc 
1620 

gacatgaagg 
1680 

cgcatcgagg 

1740 

ctgtgggccg 
1800 

cgcaagtccc 
1860 

atcgcagcca 
1920 

tgcgtggtca 

1980 

aacgatgggc 
2040 

cagaagcact 
2100 

cggcgacctc 
2160 

atccgcatca 
2220 

tcctcccccg 
2280 



gcaggccgtt 
gctaccagga 
aggcggagga 
tcgggaagca 
cagacatcac 
tagaggccat 
cgggctttct 
tcctggagaa 
ttaagtacga 
cgctcagcaa 
actccgccct 
tcctggactg 
ccaagaatgc 
ccctggcccg 
acatgagccg 
tgcacgccat 
tcagcggcat 
agatcccgct 
aggccctgaa 
tgtggggcca 
aggtgcgccg 
ccgggctgca 
acctcaactg 
ttccgtccac 
ggggacgcgg 
gtgacgacag 
agtccctggt 



tgcaggcttc 
gcagagtgtg 
gctggggcac 
gcacccagac 
ctacaccctg 
cacctacgcc 
catcggcgat 
ccacctgcgc 
tgcggagcgc 
gatcaagtac 
gattggggag 
gtgtggggag 
cggctccacc 
cgtggtctac 
cttgggtatc 
cgagaagagg 
gtacatcgca 
ggccccagcc 
cgtgttccag 
gttctggtcg 
gctggtggag 
gtccacgggc 
cttcgtctcg 
caagagaaag 
ggccaaagcc 
cagcacggag 
ggatgacgac 



gaggactttc 
cagagccagc 
acagagacct 
cgcgtggtgg 
gccctgccct 
tgccagcaac 

ggggccggcg 

ggccggaaga 
gacctgcggg 
ggtgacacca 
agccaggccg 
gcctttgagg 
aagatgggca 
gccagcgcca 
tggggcgagg 
ggcgttggcg 
cgccagctca 
ttcgagtgcg 
caggcggccg 
gcacaccagc 
ctggcccgag 
gaggcgcgca 
gccgctgaag 
cgggacagag 
ccccggctgg 
ccggaccctg 
gttgtcatcg 

2322 



tgccctccca 
cagaggagga 
acgccgacta 
agaccagcac 
cggacagcgg 
acgaggtcct 
tgggcaaagg 
aagcattgtg 
acatcgaagc 
ctacctcaga 
gcggccagca 
gcgtcatcgt 
aggccgtgct 
caggtacctc 
gcacaccctt 
ccatggagat 
gcttctccgg 
tctacaaccg 
actggatcgg 
gcttcttcaa 
aggagctggc 
cgcgggaggt 
gcgtgttcct 
gagcgggcag 
cgtgcgagac 
gcctggacag 
ttgatgcagt 



cagcaccccg 
ggacgaggct 
cgtgccgtcc 
actgtccagc 
ggccctgtct 
gctccccagc 
ccggacggtg 
gttcagcgtc 
cacgggcatc 
gggcgtCCtC 
ccgcactcgc 
gttcgacgag 
agacctgcag 
tgagcctcgg 
ccggaacttt 
cgtggccatg 
cgtcaccttc 
cgcagccctg 
cctggagtcg 
gtatctgtgc 
gcgagacaag 
gccgggggag 
gtcgctaatt 
caagcggaaa 
agcgggcgtc 
cgacttcaac 
cgggctcccc 
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agtgacgacc ggggatccct 
2340 

gagcgggtgg agcggctgaa 
2400 

ctgccagtca acaccctgga 
2460 

gagatgaccg gcaggaaagg 
2520 

tcgcgggcag agcagggtct 
2580 

atgagcggcg agaagctcgt 
2640 

caagccgacc gccgtgtcca 
2700 

tggagcgccg accgcgccat 
2760 

gcgccagagt atgtcttcct 
2820 

gtggccaagc gcctggagag 
2880 

tcccgtgacc tcagcaagta 
2940 

gtcctcacca ccatcctgag 
3000 

ggaggggtcc ccaccttctt 
3060 

ggccgggagt cccggaatgg 
3120 

ctgaaccgca tcctggggct 
3180 

gacaccttcg accacctcat 
3240 

ctggaccttg ctcccggtat 
3300 

cccgggcacc cgcaggacgg 
3360 

aagtgggagg acgcctttgc 
3420 

ctctcctaca aggtccgcgg 
3480 

cagttcttca cggtgtacaa 
3540 

agcctccgcc gcaagttcca 
3600 

ggctacgctt tgtcgctgac 
3660 

gcgcaggagg gtaaggactg 
3720 

ggcgcgctgc tgcgcgtgtg 
3780 

agctacctgc agatcgtgcg 
3840 

atccccgagg gctgcgtgcg 
3900 



gtgcctcctg cagagagacc 
gcaggatctg ctggacaaag 
cgagctcatc gaccagctgg 
ccgcgtggtg tccaggcccg 
gtccatcgac cacgtgaacc 
ggccatcatc tcggaggcct 
gaaccagcgg cgccgcgtgc 
ccagcagttc ggccgcaccc 
catctcggag ctggccgggg 
tctgggggcc ctgacccacg 
caactttgag aacaagtatg 
ccagactgag aacaaagtgc 
ccgggacatg aagcagggcc 
ctgcctggac gtggagaagg 
ggaggtgcac aagcagaacg 
cgagatggac aagcgggagg 
cgaggagatc tacgaggaga 
gcaggtggtc ttctacaaga 
caagtcgctg gcgctgacgg 
taacaagccc agctgcctgc 
gcccaacatc ggccggcaga 
ccgggtcacc gcggaggagg 
gcactgcagc cacagcgcct 
cctgcagggg ctgcggctgc 
gggccgcatc gccgccgtca 
gctgaagacc aaggacagga 
ccgggtgctg caggagctgc 



cgcatggccc cggggtcctg 
tgcgccggct gggccgggaa 
gcggccccca gcgggtggcg 
acgggacggt ggccttcgag 
tcagggagaa gcagcgcttc 
ccagctcggg tgtctccctc 
acatgacctt ggagctgccg 
accggtccaa ccaggtctcc 
agcgccggtt cgcctccatc 
gagaccgccg cgccacggag 
gcacccgggc cctgcactgt 
ctgtgcccca gggataccct 
tgctgtctgt gggcattggt 
actgttccat caccaagttc 
ccctgttcca gtacttctca 
gcaaatacga catgggcatc 
gccagcaggt gttcctggct 
tcagcgtgga ccgcggcctg 
gcccctatga cggcttctac 
tggcggagca gaaccgcggc 
gccagctgga ggccctggac 
ccaaggagcc ctgggagagt 
ggaaccggca ctgccggctg 
ggcaccacta catgctgtgc 
tggccgacgt cagcagcagc 
agaagcaagt gggcatcaag 
ggctgatgga tgcggacgcg 
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aagcgcaggc aggcgcccgc cctgggctgc cccgccccgc ccgccccgcg cccgctggcg 
3960 

ctgccttgcg gccccggaga ggtgctggac ctcacctaca gccccccggc cgaggccttc 
4020 

ccgccgcccc cgcacttctc tttcccggcg ccgctgtccc tggacgccgg ccccggcgtc 
4080 

gtgccgctgg gcacccccga cgcccaggcc gaccctgcgg ccctcgcgca ccagggctgc 
4140 

gacatcaact tcaaggaggt gctggaggac atgctgcgct cgctgcacgc ggggccgccc 
4200 

tccgagggcg cgctggggga gggcgcgggg gcggggggcg cggcgggcgg tggtcccgag 
4260 

cggcagagcg tgatccagtt cagcccaccc ttccccggcg cccaggctcc tctctgacac 
4320 

gcctttaggc gaaacatgcc ccaagacaca gggaccgttt ctcccctagg agcagcggtg 
4380 

gggagcaggg ccaaggtccc ctgaccactg ctcagaggag ccctaggccc tggccgcagc 

4440 

gccttcagcg cccgacccgg gcccccacct ggtcagccct ggcggggccc actcaggaca 
4500 

gctgggggcc ggggcgtggc agggccctct ctgtgcctct cctcccaagt aggaaggggc 
4560 

tccgggtggc tgctctggga ctgggcaccc acaagggctc agtgggccca aacccttgaa 
4620 

atccgtgaaa ccgggtggtc ccaagagcta gaaactcagg aaaccccagg tgctcagggc 
4680 

cccgcgtctc gggggctccg tggggcagac ccctgctaat atatgcaatt ctccctcccc 

4740 

cagcccttcc ctgaccccta agttattgcc cgctcacctc tcccaggccc caggccgcgg 
4800 

agctggcagg gtggcgcctg cggtttctat gtatttatag caagttctga tgtacatatg 
4860 

taaaggactt ttttaaatat atgtgccttt tgcctacttc caaaaaaaaa aaaaaaaaaa 

4920 

aacc 

4924 

<210> 3106 

<211> 1366 

<212> PRT 

<213> Homo sapiens 

<400> 3106 

Met Leu Ala Val Gly Pro Ala Met Asp Arg Asp Tyr Pro Gin His Glu 

15 10 15 

Pro Pro Pro Ala Gly Ser Leu Leu Tyr Ser Pro Pro Pro Leu Gin Ser 

20 25 30 

Ala Met Leu His Cys Pro Tyr Trp Asn Thr Phe Ser Leu Pro Pro Tyr 

35 40 45 

Pro Ala Phe Ser Ser Asp Ser Arg Pro Phe Met Ser Ser Ala Ser Phe 

50 55 60 

Leu Gly Ser Gin Pro Cys Pro Asp Thr Ser Tyr Ala Pro Val Ala Thr 
65 70 75 80 

Ala Ser Ser Leu Pro Pro Lys Thr Cys Asp Pbe Ala Gin Asp Ser Ser 
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85 


90 


95 


Tyr Phe Glu Asp 


Phe 


Ser Asn He Ser He Phe 


Ser Ser Ser Val Asp 




100 




105 


110 


Ser Leu Ser Asp 


He 


Val Asp Thr Pro Asp Phe 


Leu Pro Ala Asp Ser 


115 






120 


125 


Leu Asn Gin 


Val 


Ser 


Thr He Trp Asp Asp Asn 


Pro Ala Pro Ser Thr 


130 






135 


140 


His Asp Lys 


Leu 


Phe 


Gin Leu Ser Arg Pro Phe 


Ala Gly Phe Glu Asp 


145 






150 155 


160 


Phe Leu Pro 


Ser 


His 


Ser Thr Pro Leu Leu Val 


Ser Tyr Gin Glu Gin 






165 


170 


175 


Ser val Gin 


Ser 


Gin 


Pro Glu Glu Glu Asp Glu 


Ala Glu Glu Glu Glu 




180 




185 


190 


Ala Glu Glu 


Leu 


Gly 


His Thr Glu Thr Tyr Ala 


Asp Tyr Val Pro Ser 


195 






200 


205 


Lys Ser Lys 


lie 


Gly 


Lys Gin His Pro Asp Arg 


Val Val Glu Thr Ser 


210 






215 


220 


Thr Leu Ser 


Ser 


Val 


Pro Pro Pro Asp He Thr 


Tyr Thr Leu Ala Leu 


225 






230 235 


240 


Pro Ser Asp 


Ser 


Gly 


Ala Leu Ser Ala Leu Gin 


Leu Glu Ala He Thr 






245 


250 


255 


Tyr Ala Cys 


Gin 


Gin 


His Glu Val Leu Leu Pro 


Ser Gly Gin Arg Ala 




260 




265 


270 


Gly Phe Leu 


He 


Gly 


Asp Gly Ala Gly Val Gly 


Lys Gly Arg Thr Val 


275 






280 


285 


Ala Gly Val 


He 


Leu 


Glu Asn His Leu Arg Gly 


Arg Lys Lys Ala Leu 


290 






295 


300 


Trp Phe Ser 


Val 


Ser 


Asn Asp Leu Lys Tyr Asp 


Ala Glu Arg Asp Leu 


305 






310 315 


320 


Arg Asp lie 


Glu 


Ala 


Thr Gly He Ala Val His 


Ala Leu Ser Lys He 






325 


330 


335 


Lys Tyr Gly Asp 


Thr 


Thr Thr Ser Glu Gly Val 


Leu Phe Ala Thr Tyr 




340 




345 


350 


Ser Ala Leu 


He 


Gly 


Glu Ser Gin Ala Gly Gly 


Gin His Arg Thr Arg 


355 






360 


365 


Leu Arg Gin 


He 


Leu 


Asp Trp Cys Gly Glu Ala 


Phe Glu Gly Val He 


370 






375 


380 


Val Phe Asp Glu 


Cys 


His Lys Ala Lys Asn Ala 


Gly Ser Thr Lys Met 


385 






390 39S 


400 


Gly Lys Ala 


Val 


Leu 


Asp Leu Gin Asn Lys Leu 


Pro Leu Ala Arg Val 






405 


410 


41S 


Val Tyr Ala Ser 


Ala 


Thr Gly Thr Ser Glu Pro 


Arg Asn Met He Tyr 




420 




425 


430 


Met Ser Arg Leu 


Gly 


He Trp Gly Glu Gly Thr 


Pro Phe Arg Asn Phe 


435 






440 


445 


Glu Glu Phe 


Leu 


His 


Ala He Glu Lys Arg Gly 


val Gly Ala Met Glu 


450 






455 


460 


He Val Ala 


Met 


Asp 


Met Lys Val Ser Gly Met 


Tyr He Ala Arg Gin 


465 






470 475 


480 


Leu Ser Phe 


Ser 


Gly 


Val Thr Phe Arg He Glu 


Glu He Pro Leu Ala 






485 


490 


495 


Pro Ala Phe 


Glu 


Cys 


Val Tyr Asn Arg Ala Ala 


Leu Leu Trp Ala Glu 




500 




505 


510 


Ala Leu Asn 


Val 


Phe 


Gin Gin Ala Ala Asp Trp 


He Gly Leu Glu Ser 
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515 

Arg Lys Ser Leu 
530 

Lys Tyr Leu Cys 
545 

Arg Glu Glu Leu 

Thr Gly Glu Ala 
580 

Leu Asn Cys Phe 
595 

Gin Lys His Phe 
610 

Ser Lys Arg Lys 
625 

Leu Ala Cys Glu 

Thr Glu Ser Asp 
660 

Ser Leu Val Asp 
675 

Ser Asp Asp Arg 
690 

Pro Gly Val Leu 
705 

Lys Val Arg Arg 

Leu He Asp Gin 
740 

Arg Lys Gly Arg 
755 

Ser Arg Ala Glu 
770 

Lys Gin Arg Phe 
785 

Ala Ser Ser Ser 

Gin Arg Arg Arg 
820 

Arg Ala He Gin 
B35 

Ala Pro Glu Tyr 
850 

Phe Ala Ser He 
865 

His Gly Asp Arg 

Phe Glu Asn Lys 
900 

He Leu Ser Gin 
915 

Gly Gly Val Pro 
930 

Val Gly He Gly 





520 


Trp 


Gly Gin Phe 




535 


lie 


Ala Ala Lys 




550 


Ala 


Arg Asp Lys 


565 




Arg 


Thr Arg Glu 


Val 


Ser Ala Ala 




600 


Pro 


Ser Thr Lys 




615 


Arg 


Arg Pro Arg 




630 

\J J \J 


Thr 


Ala Gly Val 


645 




Pro 


Gly Leu Asp 


Asp 


Asp Val Val 




680 


Gly 


Ser Leu Cys 




695 


Glu 


Arg Val Glu 




Tin 


Leu 


Gly Arg Glu 


725 




Leu 


Gly Gly Pro 


Val 


Val Ser Arg 




760 


Gin 


Gly Leu Ser 




775 


Met 


Ser Gly Glu 




790 


Gly 


Val Ser Leu 


805 




Val 


His Met Thr 


Gin 


Phe Gly Arg 




840 


Val 


Phe Leu He 




855 


Val 


Ala Lys Arg 




870 


Arg 


Ala Thr Glu 


885 




Tyr 


Gly Thr Arg 


Thr 


Glu Asn Lys 




920 


Thr 


Phe Phe Arg 




935 


Gly 


Arg Glu Ser 



Trp 


Ser Ala His 




540 


Val 


Arg Arg Leu 




555 


Cys 


Val Val He 




570 


Val 


Leu Gly Glu 


585 




Glu 


Gly Val Phe 


Arg 


Lys Arg Asp 




620 


Gly 


Arg Gly Ala 




635 


He 


Aro lie Seir 




650 


Ser 


Asp Phe Asn 


665 




He 


Val Asp Ala 


Leu 


Leu Gin Arg 




700 


Arg 


Leu Lys Gin 




715 




Drn \/a1 Asn. 




730 


Gin 


Arg Val Ala 


745 




Pro 


Asp Gly Thr 


He 


Asp His Val 




780 


Lys 


Leu Val Ala 




795 


Gin 


Ala Asp Arg 




810 


Leu 


Glu Leu Pro 


825 




Thr 


His Arg Ser 


Ser 


Glu Leu Ala 




660 


Leu 


Glu Ser Leu 




875 



Ser Arg Asp Leu 
890 

Ala Leu His Cys 
905 

Val Pro Val Pro 

Asp Met Lys Gin 
940 

Arg Asn Gly Cys 



525 

Gin Arg Phe Phe 

Val Glu Leu Ala 
560 

Gly Leu Gin Ser 
575 

Asn Asp Gly His 
590 

Leu Ser Leu He 
605 

Arg Gly Ala Gly 

Lys Ala Pro Arg 
640 

Asp Asp Ser Ser 
655 

Ser Ser Pro Glu 
670 

Val Gly Leu Pro 
685 

Asp Pro His Gly 

Asp Leu Leu Asp 
720 

Thr Leu Asp Glu 
735 

Glu Met Thr Gly 
750 

Val Ala Phe Glu 
765 

Asn Leu Arg Glu 

He He Ser Glu 
BOO 

Arg Val Gin Asn 
815 

Trp Ser Ala Asp 
830 

Asn Gin Val Ser 
845 

Gly Glu Arg Arg 

Gly Ala Leu Thr 
680 

Ser Lys Tyr Asn 
895 

Val Leu Thr Thr 
910 

Gin Gly Tyr Pro 
925 

Gly Leu Leu Ser 
Leu Asp Val Glu 
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945 950 955 960 

Lys Asp Cys Ser lie Thr Lys Phe Leu Asn Arg lie Leu Gly Leu Glu 

965 970 975 

Val His Lys Gin Asn Ala Leu Phe Gin Tyr Phe Ser Asp Thr Phe Asp 

980 98S 990 

His Leu lie Glu Met Asp Lys Arg Glu Gly Lys Tyr Asp Met Gly lie 

995 1000 1005 

Leu Asp Leu Ala Pro Gly He Glu Glu lie Tyr Glu Glu Ser Gin Gin 

1010 1015 1020 

Val Phe Leu Ala Pro Gly His Pro Gin Asp Gly Gin Val Val Phe Tyr 
1025 1030 1035 1040 

Lys He Ser Val Asp Arg Gly Leu Lys Trp Glu Asp Ala Phe Ala Lys 

1045 1050 1055 

Ser Leu Ala Leu Thr Gly Pro Tyr Asp Gly Phe Tyr Leu Ser Tyr Lys 

1060 1065 1070 

Val Arg Gly Asn Lys Pro Ser Cys Leu Leu Ala Glu Gin Asn Arg Gly 

1075 1080 1085 

Gin Phe Phe Thr Val Tyr Lys Pro Asn He Gly Arg Gin Ser Gin Leu 

1090 1095 1100 

Glu Ala Leu Asp Ser Leu Arg Arg Lys Phe His Arg Val Thr Ala Glu 
1105 1110 1115 1120 

Glu Ala Lys Glu Pro Trp Glu Ser Gly Tyr Ala Leu Ser Leu Thr His 

1125 1130 1135 

Cys Ser His Ser Ala Trp Asn Arg His Cys Arg Leu Ala Gin Glu Gly 

1140 1145 1150 

Lys Asp Cys Leu Gin Gly Leu Arg Leu Arg His His Tyr Met Leu Cys 

1155 1160 1165 

Gly Ala Leu Leu Arg Val Trp Gly Arg He Ala Ala Val Met Ala Asp 

1170 1175 1180 

Val Ser Ser Ser Ser Tyr Leu Gin He Val Arg Leu Lys Thr Lys Asp 
1185 1190 1195 1200 

Arg Lys Lys Gin Val Gly He Lys He Pro Glu Gly Cys Val Arg Arg 

1205 1210 121S 

Val Leu Gin Glu Leu Arg Leu Met Asp Ala Asp Val Lys Arg Arg Gin 

1220 1225 1230 

Ala Pro Ala Leu Gly Cys Pro Ala Pro Pro Ala Pro Arg Pro Leu Ala 

1235 1240 1245 

Leu Pro Cys Gly Pro Gly Glu Val Leu Asp Leu Thr Tyr Ser Pro Pro 

1250 1255 1260 

Ala Glu Ala Phe Pro Pro Pro Pro His Phe Ser Phe Pro Ala Pro Leu 
1265 1270 1275 1280 

Ser Leu Asp .Ala Gly Pro Gly Val Val Pro Leu Gly Thr Pro Asp Ala 

1285 1290 1295 

Gin Ala Asp Pro Ala Ala Leu Ala His Gin Gly Cys Asp He Asn Phe 

1300 1305 1310 

Lys Glu Val Leu Glu Asp Met Leu Arg Ser Leu His Ala Gly Pro Pro 

1315 1320 1325 

Ser Glu Gly Ala Leu Gly Glu Gly Ala Gly Ala Gly Gly Ala Ala Gly 

1330 1335 1340 

Gly Gly Pro Glu Arg Gin Ser Val He Gin Phe Ser Pro Pro Phe Pro 
134S 1350 1355 1360 

Gly Ala Gin Ala Pro Leu 

1365 
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<210> 3107 

<211> 2102 

<212> DNA 

<213> Homo sapiens 

<400> 3107 

atgccgcagg agtggctggc ggctgtgggc 
60 

gagggcgagc ccaggttcta cccagatgaa 
120 

caccagtttc tgatggagct gaagcaggaa 
160 

gactatatcc tgtttgcaga cacagacaac 
240 

ctcatggggc aggggcttcc agtggtggcc 
300 

aacttctggt gtgggaccac cccccagggc 
360 

accaagaacc gccagcgccg gggctgcttc 
420 

gcatccctgc gggctgaagg ggcagaccag 
480 

acttggcctt tcgacgacat catcgtcttc 
540 

gtccacgtgt gcaatgagca ccgttatggg 
600 

gggctggaag acgagagggt caacttcatc 
660 

ccccgcatgc aggcctcagc tcatgtgact 
720 

tttgacgagg tctttgtcat cagcctggct 
780 

gcctcgctct gggagatgga gatctctggg 
B4 0 

ctcaacagca gtgccatcag gaacctcggc 
900 

tactcgggcc gcactctgac caagggcgag 
960 

tgggaagagg tggttgccag gggcctggcc 
1020 

cttgagagca acctcagggg gcggctggag 
1080 

ctgtcttggg acctgatcta cctcggacgg 
1140 

gtggaggggc tgccgggcct ggtggtggct 
1200 

ctgcgtctgg cgggtgcccg caagctgctg 
1260 

gtggacgagt tcctgcccat catgttcgac 
1320 

ttctggccac gggacctggt ggccttctcc 
1380 

tatgccgggg acgccgagtg gctcagtgac 
1440 



gatgactatg ctgctgtggt ctggaggcct 
gagggtccca agcactggac caaagaaagg 
gccctcacct ttgccaggaa ctggggggcc 
attctgacca acaatcagac tctgcggctt 
ccaatgctgg actcccagac ctactactcc 
tactaccgcc gcacagccga gtacttcccc 
cgtgtcccca tggtccactc caccttcctt 
cttgctttct acccgccaca tcccaactac 
gcctatgcct gccaggctgc tggggtctcc 
tacatgaatg tgccggtgaa atcccaccag 
cacctgatct tagaagcact agtggacggc 
cggccctcta agaggcccag caagataggg 
cgcaggcctg accgtcggga acgcatgctc 
agggtggtgg acgctgtgga tggctggatg 
gtagacctgc tcccgggcta ccaggaccct 
gtgggctgct tcctcagcca ttactccatc 
cgggtcctgg tgtttgagga tgacgtgcgc 
cggctgatgg aggatgtgga ggcagagaaa 
aagcaggtga accctgagaa ggagacggcc 
gggtactcct actggacgct ggcctatgcc 
gcctcacagc ctctgcgccg catgctgccc 
cagcacccca acgagcagta caaggcacac 
gcccagcccc tgctcgctgc ccctacccac 
acggagacat cctctccatg ggatgatgac 
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agcggccgcc tcatcagctg gagcggctcc caaaagaccc tgcgcagccc ccgcctggac 
1500 

ctgactggca gcagcgggca cagcctccaa ccccagcccc gagatgagct ctaggtccag 
1560 

gtgatgactg caaagcagtg tccaggagca ggccactact gcccagagag cagaggagga 
1620 

ggttgttggc agggactgca gatcctgtca gacctggcca ccaccttggg catggccact 
1680 

ctgccctctg gacctgtctt tcatcgggag aaaccactca gagatggatc ccattcccta 
1740 

aaggtctcac agcaaaggag caggactccc aggcccctgt accctgcctg gcctgattca 
1800 

gggccttgtg gcccccagct tctgtttcaa gctgggcaga ccccaggatc ccttccctcc 
1860 

ctaaggactc agctgagggg cccctctgcc cccttctacc tccacctcag caccctcccc 
1920 

cagcttgatg tttgggtctc cccagcaccc tcctccctgg ccggtgcaaa gtacagggag 
1980 

gtaaagcagg acccttgcag acatgttgcc cagcacacag taggccctca ataaaagcca 
2040 

tttgcacttt aaatatatat atgtatgtat atatatgtat atatatatat atatatatat 
2100 

gt 

2102 

<210> 3108 

<211> 517 

<212> PRT 

<213> Homo sapiens 



c400> 3108 



Met 


Leu 


Gin 


Glu 


Trp 


Leu 


Ala 


Ala 


Val 


Gly 


Asp 


Asp 


Tyr 


Ala 


Ala 


Val 


1 








5 










10 










15 




Val 


Trp 


Arg 


Pro 
20 


Glu 


Gly 


Glu 


Pro 


Arg 
25 


Phe 


Tyr 


Pro 


Asp 


Glu 
30 


Glu 


Gly 


Pro 


Lys 


His 
35 


Trp 


Thr 


Lys 


Glu 


Arg 
40 


His 


Gin 


Phe 


Leu 


Met 

45 


Glu 


Leu 


Lys 


Gin 


Glu 
50 


Ala 


Leu 


Thr 


Phe 


Ala 
55 


Arg 


Asn 


Trp 


Gly 


Ala 
60 


Asp 


Tyr 


He 


Leu 


Phe 


Ala 


Asp 


Thr 


Asp 


Asn 


He 


Leu 


Thr 


Asn 


Asn 


Gin 


Thr 


Leu 


Arg 


Leu 


65 










70 










75 










80 


Leu 


Met 


Gly 


Gin 


Gly 
85 


Leu 


Pro 


Val 


Val 


Ala 
90 


Pro 


Met 


Leu 


Asp 


Ser 
95 


Gin 


Thr 


Tyr 


Tyr 


Ser 
100 


Asn 


Phe 


Trp 


Cys 


Gly 
105 


lie 


Thr 


Pro 


Gin 


Gly 
110 


Tyr 


Tyr 


Arg 


Arg 


Thr 
115 


Ala 


Glu 


Tyr 


Phe 


Pro 
120 


Thr 


Lys 


Asn 


Arg 


Gin 
125 


Arg 


Arg 


Gly 


Cys 


Phe 
130 


Arg 


Val 


Pro 


Met 


Val 
135 


His 


Ser 


Thr 


Phe 


Leu 
140 


Ala 


Ser 


Leu 


Arg 


Ala 


Glu 


Gly 


Ala 


Asp 


Gin 


Leu 


Ala 


Phe 


Tyr 


Pro 


Pro 


His 


Pro 


Asn 


Tyr 


145 










150 










155 










160 


Thr 


Trp 


Pro 


Phe 


Asp 
165 


Asp 


lie 


He 


Val 


Phe 
170 


Ala 


Tyr 


Ala 


Cys 


Gin 
175 


Ala 


Ala 


Gly 


Val 


Ser 


Val 


His 


val 


Cys 


Asn 


Glu 


His 


Arg 


Tyr 


Gly 


Tyr 


Met 
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180 






185 






190 






Asn 


val 


Pro 


Val 


Lys 


Ser 


His Gin Gly Leu Glu Asp 


Glu 


Arg 


val 


Asn 






195 








200 




205 








Phe 


He 


His 


Leu 


lie 


Leu Glu Ala Leu Val Asp Gly 


Pro 


Arg 


Met 


Gin 




210 










215 


220 










Ala 


Ser 


Ala 


His 


Val 


Thr 


Arg Pro Ser Lys Arg 


Pro 


Ser Lys 


He 


Gly 


225 










230 


235 










240 


Phe 


Asp 


Glu 


Val 


Phe 


Val 


He Ser Leu Ala Arg Arg 


Pro Asp 


Arg 


Arg 










245 




250 








255 




GXu 


Arg 


Met 


Leu 


Ala 


Ser 


Leu Trp Glu Met Glu 


He 


Ser Gly 


Arg 


Val 








260 






265 






270 






val 


Asp 


Ala 


Val 


Asp 


Gly Trp Met Leu Asn Ser 


Ser 


Ala 


He 


Arg 


Asn 






275 








280 




285 








Leu 


Gly 


Val 


Asp 


Leu 


Leu 


Pro Gly Tyr Gin Asp 


Pro 


Tyr 


Ser 


Gly 


Arg 




290 










295 


300 










Thr 


Leu 


Thr 


Lys 


Gly 


Glu 


Val Gly Cys Phe Leu 


Ser 


His 


Tyr 


Ser 


lie 


305 










310 


315 










320 


Trp 


Glu 


Glu 


val 


Val 


Ala 


Arg Gly Leu Ala Arg Val 


Leu 


Val 


Phe 


Glu 










325 




330 








335 




Asp 


Asp 


Val 


Arg 


Phe 


Glu Ser Asn Phe Arg Gly Arg 


Leu 


GlU 


Arg 


Leu 








340 






34 5 






350 






Met 


Glu 


Asp 


val 


Glu 


Ala Glu Lys Leu Ser Trp Asp 


Leu 


He 


Tyr 


Leu 






355 








360 




365 








Gly 


Arg 


Lys 


Gin 


Val 


Asn 


Pro Glu Lys Glu Thr 


Ala 


Val 


Glu 


Gly 


Leu 




370 










375 


380 










Pro 


Gly 


Leu 


val 


Val 


Ala 


Gly Tyr Ser Tyr Trp 


Thr 


Leu 


Ala 


Tyr 


Ala 


385 










390 


395 










400 


Leu 


Arg 


Leu 


Ala 


Gly 


Ala 


Arg Lys Leu Leu Ala 


Ser 


Gin 


Pro 


Leu 


Arg 










4 05 




410 








415 




Arg 


Met 


Leu 


Pro 


Val 


Asp 


Glu Phe Leu Pro He 


Met 


Phe Asp 


Gin 


His 








420 






425 






430 






Pro 


Asn 


Glu 


Gin 


Tyr 


Lys 


Ala His Phe Trp Pro 


Arg 


Asp 


Leu 


Val 


Ala 






435 








440 




445 








Phe 


Ser 


Ala 


Gin 


Pro 


Leu 


Leu Ala Ala Pro Thr 


His 


Tyr Ala 


Gly 


Asp 




450 










455 


460 










Ala 


Glu 


Trp 


Leu 


Ser 


Asp 


Thr Glu Thr Ser Ser 


Pro 


Trp Asp 


Asp 


Asp 


465 










470 


475 










480 


Ser 


Gly 


Arg 


Leu 


He 


Ser 


Trp Ser Gly Ser Gin 


Lys 


Thr 


Leu 


Arg 


Ser 










485 




490 








495 




Pro 


Arg 


Leu 


Asp 


Leu 


Thr 


Gly Ser Ser Gly His 


Ser 


Leu 


Gin 


Pro 


Gin 








500 






505 






510 






Pro 


Arg 


Asp 


Glu 


Leu 

















515 



<210> 3109 
<211> 959 
<212> DNA 

<213> Homo sapiens 
<400> 3109 

nnacgcgtcc ttttcaccaa gtctcctgaa cacacaaccg ggtgccactg gaagtgattc 
60 

gcagcgcacc tgccctttgt taatacaaca tcaccttgct ccatatccta ccaaagatcc 
120 
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cctggaatct 
180 

tccagtctgg 
240 

cgtaatcttt 
300 

tgattccctg 
360 

gtctggtctt 
420 

gtggcctcgt 
480 

cggataaccg 
540 

tgtctgcagg 
600 

gactgcaaag 
660 

gatacggaca 
720 

gtgtgggaca 
780 

tccacgtaca 
840 

agcagtcagt 
900 

acttggaaaa 
959 



ggaaggatct 
gggacgcctt 
gcagtcgcgc 
cagactcgct 
tagagcagcc 
gctggagccc 
tctggtcctt 
gaatcacctt 
attacgtgag 
cccaggatct 
cctgcttgga 
gcgctntacg 
tcctggcagt 
tgatcacgga 



acttcactcg 
acccgcagga 
cgttctgcca 
cttcatcctg 
cgaatggcac 
ggacgggcgc 
gtgcacaaaa 
caccagggac 
catcttcgtc 
cacagggatt 
gtacaagatt 
agtggtcnnc 
tgggagctat 
gtttgggcat 



atccctccac 
gctgccaatc 
gcgccatgta 
tgcgccatgt 
tgcaaaatag 
cacattctca 
tccgtgtctt 
ggccgctaca 
tgcagtgatt 
gagtgggccc 
ctgctgtact 
ctgggcatca 
gatggaaagg 
ccctgcagcc 



agtcagcagg 
actgcagacg 
gcggccgtcc 
acaagcgagg 
acgagggctc 
acaccacgga 
acatcaaata 
tggcgctggc 
ggcagctcct 
caaacggctg 
cattggatgg 
agtctgtggc 
tgcgcatcct 
ccataaatga 



acaactttat 
aagatgctca 
ctggtgaagg 
gctggtgcag 
agccgggctg 
attccatctg 
cccgaaagct 
agaacggcgc 
gcggcatttt 
tgtgctggca 
ccggttgttg 
ctggagcccc 
taatcacgtg 
ttcccaaaa 



<210> 3110 

<211> 207 

<212> PRT 

<213> Homo sapiens 



<400> 3110 



Met 


Tyr 


Lys 


Arg 


Gly Leu Val Gin 


1 








5 


Trp 


His 


Cys 


Lys 


lie Asp Glu Gly 








20 




Trp 


Ser 


Pro 


Asp 


Gly Arg His He 






35 




40 


Arg 


lie 


Thr 


Val 


Trp Ser Leu Cys 




50 






55 


Tyr 


Pro 


Lys 


Ala 


Cys Leu Gin Gly 


65 








70 


Tyr 


Met 


Ala 


Leu 


Ala Glu Arg Arg 










85 


Phe 


Val 


Cys 


Ser 


Asp Trp Gin Leu 








100 




Gin 


Asp 


Leu 


Thr 


Gly He Glu Trp 






115 




120 


Val 


Trp 


Asp 


Thr 


Cys Leu Glu Tyr 




130 






135 


Gly 


Arg 


Leu 


Leu 


Ser Thr Tyr Ser 



Val Trp Ser Leu Glu Gin Pro Glu 

10 15 
Ser Ala Gly Leu Val Ala Ser Cys 
25 30 
Leu Asn Thr Thr Glu Phe His Leu 

45 

Thr Lys Ser Val Ser Tyr He Lys 
60 

He Thr Phe Thr Arg Asp Gly Arg 

75 80 
Asp Cys Lys Asp Tyr Val Ser He 

90 95 
Leu Arg His Phe Asp Thr Asp Thr 
105 110 
Ala Pro Asn Gly Cys Val Leu Ala 

125 

Lys He Leu Leu Tyr Ser Leu Asp 
140 

Ala Xaa Arg Val Val Xaa Leu Gly 
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14 5 

He Lys Ser Val 

Ser Tyr Asp Gly 
180 

He Thr Glu Phe 
195 



ISO 

Ala Trp Ser Pro 
165 

Lys Val Arg He 

Gly His Pro Cys 
200 



155 

Ser Ser Gin Phe 
170 

Leu Asn His Val 
165 

Ser Pro He Asn 



160 

Leu Ala Val Gly 
175 

Thr Trp Lys Met 

190 
Asp Ser Gin 
20S 



<210> 3111 
<211> 1269 
' <212> DNA 
<213> Homo sapiens 



<400> 3111 

tttttttttt tttttttttt tttttttttt 
60 

atggttaaaa tcgcagtgcc aaaaatacat 
120 

aactacagaa tgcacggttt cagaaagcta 
180 

aactcaaaaa caggctctgt atgctatatc 
240 

ttatttgggc aaattcttaa accatggttt 
300 

tccatccaga gactgaaacc gtttctatcc 
360 

agttgaagct gttgggtttt atatagtgtg 
420 

aacacagcac gctttgcggg catggctgac 
480 

cttcactcga caccatggct cagaggccac 
540 

gcttacaaac gaatgaaacc caaagtggat 
600 

gactcacact gatccaatac taactttctt 
660 

agtggaaatc attttctgtt ttggctaaac 
720 

aaatctgtga gaattctgct caatttaata 
780 

tgcgtgtttc tacgtcaccc tctgtatttt 
840 

tctccttccc agtcacactc ggggtcattt 
900 

tggaggccag gtgcgtgcag tgactcactc 
960 

cgaaccttct gccttgcaga tcctcccgct 
1020 

tcctggatca tacagctgca aggctggccg 
1080 

tgctggactg tcgtcacacc tctgcgctct 
1140 

cccgctgtcc tggctcccct tcttccctct 
1200 



tttttcttta acaaaatttt tatttaataa 
tgacatttag caatttcact gaaaggaaga 
ttttaagtta tttacaaata aagtatctaa 
tagtttatcc cttcccgaac aaaatttctg 
aaaccgtaat ggttacaaac cacaaacaca 
ggtcagtggc aaaactgttg aaagggcaat 
aactctgata aatattccta ccaggactaa 
tcacaaaggt tgtaacaaac aagaactact 
cgagaagcac gagtgactga cagctcctct 
gtcgttctca cagcactgaa agtgcttcag 
ccctatttta cacatatttt tctactgtcc 
aacaaatact agtttataac aggaatggta 
caagatcact actttcttta gaatggtctc 
tagcttccag tttcctggta aggaataagt 
acacgtttct gggatgccct tgctcgtcca 
tgcctcttcc ctcttctcag gaccagtccc 
tccgccacac tctcgcgctc ggaagcgagc 
gtccttgttt gccagtcgct cttttctggg 
tcccagtctc tccatggcct cccccggagc 
gtcttggcca ggtcctttcc cccatctctg 
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ctcatcctca ctccttctgg aaagccgttc aggctcgtgg tgagctctgt gcctcctgcc 
1260 

gtcatccac 
1269 

<210> 3112 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 3112 



Met 


Thr 


Ala 


Gly 


Gly 


Thr 


Glu 


Leu 


Thr 


Thr 


Ser Leu 


Asn 


Gly 


Phe 


Pro 


1 








5 










10 








15 




Glu 


Gly 


Val 


Arg 


Met 


Ser 


Arg 


Asp 


Gly 


Gly 


Lys Asp 


Leu 


Ala 


Lys 


Thr 








20 










25 








30 






Glu 


Gly 


Arg 


Arg 


Gly 


Ala 


Arg 


Thr 


Ala 


Gly 


Leu Arg 


Gly 


Arg 


Pro 


Trp 






35 










40 








45 








Arg 


Asp 


Trp 


Glu 


Glu 


Arg 


Arg 


Gly 


Val 


Thr 


Thr Val 


Gin 


His 


Pro 


Glu 




50 










55 








60 










Lys 


Ser 


Asp 


Trp 


Gin 


Thr 


Arg 


Thr 


Gly 


Gin 


Pro Cys 


Ser 


Cys 


Met 


He 


65 










70 










75 








80 


Gin 


Glu 


Leu 


Ala 


Ser 


Glu 


Arg 


Glu 


Ser 


Val 


Ala Glu 


Ala 


Gly 


Gly 


Ser 










85 










90 








95 




Ala 


Arg 


Gin 


Lys 


Val 


Arg 


Gly 


Leu 


Val 


Leu 


Arg Arg 


Gly 


Lys 


Arg 


Gin 








100 










105 








110 






Ser 


Glu 


Ser 


Leu 


His 


Ala 


Pro 


Gly 


Leu 


His 


Gly Arg 


Ala 


Arg 


Ala 


Ser 






115 










120 








125 








Gin 


Lys 


Arg 


Val 


Asn 


Asp 


Pro 


Glu 


Cys 


ASp 


Trp Glu 


Gly 


Glu 


Leu 


He 




130 










135 








140 










Pro 


Tyr 


Gin 


Glu 


Thr 


Gly 


Ser 



















145 150 

<210> 3113 
<211> 631 
<212> DNA 

<213> Homo sapiens 
<400> 3113 

nacgcgttcc tgcagaacgc ctcagccgtg gtcatcttca acgtgggctc caacaccaac 
60 

gagaccatca ccatgcccca cgcgggtgta gaagacatcg tggccataat gattcctgag 
120 

ccaaaaggga aggagatagt aagcctgctg gaaagaaaca tcaccgtgac aatgtacatc 
180 

accatcggaa cccggaactt gcagaaatat gtgagccgca cttcggttgt gtttgtctcc 
240 

atctccttca ttgtcctgat gatcatttcc ctcgcatggc tcgtctttta ttacatccag 
300 

aggtttcgat atgcaaatgc cagggatagg aaccagcgcc gactggggga tgcagcaaag 
360 

aaagccatca gcaaactcca gatcaggacc atcaagaagg gtgacaagga aacagagtct 
420 

gattttgaca actgtgcagt ttgtattgaa gggtacaagc ccaatgacgt tgtccggatc 
480 
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ctgccctgcc ggcatctttt ccacaagtcc tgtgttgacc cctggcctct agaccatcgt 
540 

acctgcccca tgtgcaagat gaacattctt aaagccctag ggatcccccc caatgccgac 
600 

tgcatggacg actttgccac tgacttcgag g 
631 

<210> 3114 
<211> 210 
<212> PRT 

<213> Homo sapiens 

<400> 3114 
Xaa Ala Phe Leu 
1 

Ser Asn Thr Asn 
20 

He Val Ala He 
35 

Leu Leu Glu Arg 
50 

Arg Asn Leu Gin 
65 

He Ser Phe He 

Tyr Tyr He Gin 
100 

Arg Arg Leu Gly 
115 

Arg Thr He Lys 
130 

Cys Ala Val Cys 
145 

Leu Pro Cys Arg 

Leu Asp His Arg 
180 

Leu Gly He Pro 
195 

Phe Glu 
210 

<210> 3115 
<211> 1366 
<212> DNA 
<213> Homo sapiens 

<400> 3115 

ncacaaaggc accaaaccac aaaacgtcac acgtaaacat catacgtggc aaccacaagc 
60 

caatcagttg gatatttcat tcattggtat acatatggac tgtaaggtgt ctttcaggtt 
120 

gcagaaaaga tggaaaaaag gacatgtgca ctctgcccca aagatgtcga acataatgtc 
180 



2334 



Gin Asn Ala Ser 
5 

Glu Thr He Thr 

Met He Pro Glu 
40 

Asn He Thr Val 
55 

Lys Tyr Val Ser 

70 

Val Leu Met He 
85 

Arg Phe Arg Tyr 

Asp Ala Ala Lys 
120 

Lys Gly Asp Lys 
135 

He Glu Gly Tyr 
150 

His Leu Phe His 
165 

Thr Cys Pro Met 

Pro Asn Ala Asp 
200 



Ala Val Val He 
10 

Met Pro His Ala 
25 

Pro Lys Gly Lys 

Thr Met Tyr He 
60 

Arg Thr Ser Val 
75 

He Ser Leu Ala 
90 

Ala Asn Ala Arg 
105 

Lys Ala He Ser 

Glu Thr Glu Ser 
140 

Lys Pro Asn Asp 
155 

Lys Ser Cys Val 
170 

Cys Lys Met Asn 
185 

Cys Met Asp Asp 



Phe Asn Val Gly 
15 

Gly Val Glu Asp 
30 

Glu He Val Ser 
45 

Thr He Gly Thr 

Val Phe Val Ser 
80 

Trp Leu Val Phe 
95 

Asp Arg Asn Gin 
110 

Lys Leu Gin He 
125 

Asp Phe Asp Asn 

Val Val Arg He 
160 

Asp Pro Trp Leu 
175 

He Leu Lys Ala 
190 

Phe Ala Thr Asp 
205 
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ctatactttg cacaatcaga gaatatagct gctcatgaga attgtttgct gtattcttca 
240 

ggacttgtgg aatgtgagga tcaggatcca cttaaccctg atagaagttt tgatgtggaa 
300 

tcagtaaaga aagaaatcca gagaggaagg aagttgaaat gcaaattttg ccataaaaga 
360 

ggagccaccg tgggatgtga tttaaaaaac tgtaacaaga attaccactt tttctgtgcc 
420 

aagaaggacg acgcagttcc acagtctgat ggagttcgag gaatttataa actgctttgc 
480 

cagcaacatg ctcaattccc gatcatcgct caaagtggta aattttcagg agtgaaaaga 
540 

aaaagaggaa ggaagaaacc cctctcaggc aatcatgtac agccacccga aacaatgaaa 
600 

tgtaatacat tcataagaca agtgaaagaa gagcatggca gacacacaga tgcaactgtg 
660 

aaagttcctt ttcttaagaa atgcaagnga agcaggactt cttaattact tacttgaaga 
720 

aatattagac aaagttcatt caattccaga aaaactcatg gatgagacta cttcagaatc 
780 

agactatgaa gaaatcggga gtgcactttt tgactgtaga ttgttcgaag acacatttgt 
840 

aaattttcaa gcagcaatag agaaaaaaat tcatgcatct caacaaaggt ggcagcagtt 
900 

gaaggaagag attgagctac ttcaggactt aaaacaaacc ttgtgctctt ttcaagaaaa 
960 

tagagatctt atgtcaagtt ctacatcaat atcatccctg tcttattagg gattaccgtt 
1020 

tcctaagcca agagtcatgt caaattgcaa tcaggctcaa aaccagagac caggctgtga 
1080 

aatccacaca tctttagaac tagtcgtctc ctcttggcct cagcagctct tccctgttct 
1140 

tactggttga cattttgatc actctttgca cactcttgtg ttttttgctc actgtcacat 
1200 

tcccagcacc tagtatgctc agtaaatgtt tgtggaataa gtgcataaaa tgttcttaac 
1260 

ctttgattct acttacagcc catgatagcc tcttcttaga tataataaat ttggattata 
1320 

ctaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1366 

<210> 3116 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 3116 

Met Glu Lys Arg Thr Cys Ala Leu Cys Pro Lys Asp Val Glu Tyr Asn 

IS 10 15 

Val Leu Tyr Phe Ala Gin Ser Glu Asn lie Ala Ala His Glu Asn Cys 

20 25 30 

Leu Leu Tyr Ser Ser Gly Leu Val Glu Cys Glu Asp Gin Asp Pro Leu 

35 " 40 45 

Asn Pro Asp Arg Ser Phe Asp Val Glu Ser Val Lys Lys Glu lie Gin 
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50 55 60 

Arg Gly Arg Lys Leu Lys Cys Lys Phe Cys Hi 3 Lys Arg Gly Ala Thr 
65 70 75 80 

Val Gly Cys Asp Leu Lys Asn Cys Asn Lys Asn Tyr His Phe Phe Cys 

85 90 95 

Ala Lys Lys Asp Asp Ala Val Pro Gin Ser Asp Gly Val Arg Gly lie 

100 105 110 

Tyr Lys Leu Leu Cys Gin Gin His Ala Gin Phe Pro lie He Ala Gin 

115 120 125 

Ser Gly Lys Phe Ser Gly Val Lys Arg Lys Arg Gly Arg Lys Lys Pro 

130 135 140 

Leu Ser Gly Asn His Val Gin Pro Pro Glu Thr Met Lys Cys Asn Thr 
145 150 155 160 

Phe He Arg Gin Val Lys Glu Glu His Gly Arg His Thr Asp Ala Thr 

165 170 175 

Val Lys Val Pro Phe Leu Lys Lys Cys Lys Xaa Ser Arg Thr Ser 
180 185 190 

<210> 3117 

<211> 1373 

<212> DNA 

<213> Homo sapiens 

<400> 3117 

nnaacccaga agcaaaagag cagagctacc atgtcctctt ggagcagaca gcgaccaaaa 
60 

agcccagggg gcattcaacc ccatgtttct agaactctgt tcctgctgct gctgttggca 
120 

gcctcagcct ggggggtcac cctgagcccc aaagactgcc aggtgttccg ctcagaccat 
180 

ggcagctcca tctcctgtca accacctgcc gaaatccccg gctacctgcc agccgacacc 
240 

gtgcacctgg ccgtggaatt cttcaacctg acccacctgc cagccaacct cctccagggc 
300 

gcctctaagc tccaagaatt gcacctctcc agcaatgggc tggaaagcct ctcgcccgaa 
360 

ttcctgcggc cagtgccgca gctgagggcg ctggatctaa cccgaaacgc cctgaccggg 
420 

ctgcccccgg gcctcttcca ggcctcagcc accctggaca ccctggtatt gaaagaaaac 

480 

cagctggagg tcctggaggt ctcgtggcta cacggcctga aagctctggg gcatctggac 
540 

ctgtctggga accgcctccg gaaactgccc cccgggctgc tggccaactt caccctcctg 
600 

cgcacccttg accttgggga gaaccagttg gagaccttgc cacctgacct cctgaggggt 
660 

ccgctgcaat tagaacggct acatctagaa ggcaacaaat tgcaagtact gggaaaagat 
720 

ctcctcttgc cgcagccgga cctgcgctac ctcttcctga gcggcaacaa gctggccagg 
780 

gtggcagccg gtgcctccca gggcctgcgg cagctggaca tgctggacct ctccaataac 
840 

tcactggcca gcgtgcccga ggggctctgg gcatccctag ggcagccaaa ctgggacatg 
900 
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cgggatggct tcgacatctc cggcaacccc tggatctgtg accagaacct gagcgacctc 
960 

tatcgttggc ttcaggccca aaaagacaag atgttttccc agaatgacac gcgctgtgct 
1020 

gggcctgaag ccgtgaaggg ccagacgctc ctggcagtgg ccaagtccca gtgagaccag 
1080 

gggcttgggt tgagggtggg gggtctggta gaacactgca acccgcttaa caaataatcc 
1140 

tgcccttggc cgggtgcggg ggctcacgcc tgtaatccca gcactttggg gaggcccagg 
1200 

tggcggaatc acgaggtcag gagatcgaga ccatcttggc taacatggtg aaaccctgtc 
1260 

tctactaaaa atataaaaaa ttagccaggc gtggtggtgg gcacctgtag tcccagcaac 
1320 

tcgggaggct gaggcaggag aatggcgtga acttgggagg cggagcttgc ggt 
1373 

<210> 3118 
<211> 312 
<212> PRT 

<213> Homo sapiens 



<400> 3118 



val 


Thr 


Leu 


Ser 


Pro 


Lys 


Asp 


Cys 


Gin 


Val Phe Arg 


Ser Asp His Gly 


l 








5 










10 


IS 


Ser 


Ser 


He 


Ser 


Cys 


Gin 


Pro 


Pro 


Ala 


Glu He Pro 


Gly Tyr Leu Pro 








20 










25 




30 


Ala 


Asp 


Thr 


Val 


His 


Leu 


Ala 


Val 


Glu 


Phe Phe Asn 


Leu Thr His Leu 






35 










40 






45 


Pro 


Ala 


Asn 


Leu 


Leu 


Gin 


Gly 


Ala 


Ser 


Lys Leu Gin 


Glu Leu His Leu 




50 










55 






60 




Ser 


Ser 


Asn 


Gly 


Leu 


Glu 


Ser 


Leu 


Ser 


Pro Glu Phe 


Leu Arg Pro Val 


65 










70 








75 


80 


Pro 


Gin 


Leu 


Arg 


val 


Leu 


Asp 


Leu 


Thr 


Arg Asn Ala 


Leu Thr Gly Leu 










85 










90 


95 


Pro 


Pro 


Gly 


Leu 


Phe 


Gin 


Ala 


Ser 


Ala 


Thr Leu Asp 


Thr Leu Val Leu 








100 










105 




110 


Lys 


Glu 


Asn 


Gin 


Leu 


Glu 


Val 


Leu 


Glu 


Val Ser Trp 


Leu His Gly Leu 






115 










120 






125 


Lys 


Ala 


Leu 


Gly 


His 


Leu 


Asp 


Leu 


Ser 


Gly Asn Arg 


Leu Arg Lys Leu 




130 










135 






140 




Pro 


Pro 


Gly 


Leu 


Leu 


Ala 


Asn 


Phe 


Thr 


Leu Leu Arg 


Thr Leu Asp Leu 


14 5 










150 








155 


160 


Gly 


Glu 


Asn 


Gin 


Leu 


Glu 


Thr 


Leu 


Pro 


Pro Asp Leu 


Leu Arg Gly Pro 










16S 










170 


175 


Leu 


Gin 


Leu 


Glu 


Arg 


Leu 


His 


Leu 


Glu 


Gly Asn Lys 


Leu Gin Val Leu 








160 










185 




190 


Gly 


Lys 


Asp 


Leu 


Leu 


Leu 


Pro 


Gin 


Pro 


Asp Leu Arg 


Tyr Leu Phe Leu 






195 










200 






205 


Ser 


Gly 


Asn 


Lys 


Leu 


Ala 


Arg 


Val 


Ala 


Ala Gly Ala 


Phe Gin Gly Leu 




210 










215 






220 




Arg 


Gin 


Leu 


Asp 


Met 


Leu 


Asp 


Leu 


Ser 


Asn Asn Ser 


Leu Ala Ser Val 


225 










230 








235 


240 


Pro 


Glu 


Gly 


Leu 


Trp 


Ala 


Ser 


Leu 


Gly 


Gin Pro Asn 


Trp Asp Met Arg 
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245 


250 






255 


Asp Gly Phe 


Asp 


lie 


Ser Gly Asn Pro Trp 


lie 


Cys 


Asp Gin Asn Leu 




260 




265 






270 


Ser Asp Leu 


Tyr 


Arg 


Trp Leu Gin Ala Gin 


Lys 


Asp 


Lys Met Phe Ser 


275 






280 






265 


Gin Asn Asp 


Thr 


Arg 


Cys Ala Gly Pro Glu 


Ala 


val 


Lys Gly Gin Thr- 


290 






295 




300 




Leu Leu Ala 


Val 


Ala 


Lys Ser Gin 








305 






310 









<210> 3119 

<211> 427 

<212> DNA 

<213> Homo sapiens 



<400> 3119 
gtacacatgg 
60 

tcagcagagc 
120 

tacgtggagg 
180 

ttgggccgca 
240 

tacaccacct 
300 

tcttcagcac 
360 

ccagggccag 
420 

aacgcgt 
427 



tgctcaacca 
gagccctagc 
tggtcccctg 
gtggcatgtc 
tccaagccac 
tgctcccagc 
ccactcaact 



gcagggccgg 
tgctgctcag 
ttccacagag 
ccctccaccc 
cccaacgctc 
tgccagggtg 
ctacctgaac 



ccaccgggcg 
cgttgccata 
gagatgagcc 
tgcaagctgc 
attcccacgg 
cctgctgccc 
tacacagcct 



atgccttcat 
agaaggtgat 
gagtgctgat 
cctgcctctc 
agacggcagc 
ccacccctgt 
actacccaag 



tcagatgaca 
gaaggagcgc 
ggggggcacc 
accacctacc 
tctatacccc 
tgcctactat 
ccccgaagac 



<210> 3120 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 3120 
Val His Met Val 
1 

lie Gin Met Thr 
20 

His Lys Lys Val 
35 

Thr Glu Glu Met 
SO 

Gly Met Ser Pro 
65 

Tyr Thr Thr Phe 

Ala Leu Tyr Pro 
100 

Ala Pro Thr Pro 



Leu Asn Gin Gin 
5 

Ser Ala Glu Arg 

Met Lys Glu Arg 
40 

Ser Arg Val Leu 
55 

Pro Pro Cys Lys 
70 

Gin Ala Thr Pro 
85 

Ser Ser Ala Leu 
Val Ala Tyr Tyr 



Gly Arg Pro Ser 

10 

Ala Leu Ala Ala 
25 

Tyr Val Glu Val 

Met Gly Gly Thr 
60 

Leu Pro Cys Leu 
75 

Thr Leu lie Pro 
90 

Leu Pro Ala Ala 
105 

Pro Gly Pro Ala 



Gly Asp Ala Phe 
15 

Ala Gin Arg Cys 
30 

Val Pro Cys Ser 
45 

Leu Gly Arg Ser 

Ser Pro Pro Thr 
80 

Thr Glu Thr Ala 
95 

Arg Val Pro Ala 
110 

Thr Gin Leu Tyr 
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115 120 125 

Leu Asn Tyr Thr Ala Tyr Tyr Pro Ser Pro Glu Asp Asn Ala 
130 135 140 

<210> 3121 

<211> 284 

<212> DNA 

<213> Homo sapiens 

<400> 3121 

gaattccatg gcagctggga catctgtgag ccacgtgggt tcctgggcag caccaggacc 
60 

atctgaggat ttctcaactt ctgcagcaac ttctgcagcc agctcacacg tgaggagaaa 
120 

taagaggaac atgaacctgg acggggcagc ttccattgtc cctctcctgc tcctgctaat 
180 

gaacaaggcc tccccagagt atgaagagaa catgcacaga taccagaagg cagccaagct 
240 

cttccgggga agattctctt tattctggtg gacagtggta tgaa 
284 

<210> 3122 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 3122 

Met Ala Ala Gly Thr Ser Val Ser His Val Gly Ser Trp Ala Ala Pro 

IS 10 15 

Gly Pro Ser Glu Asp Phe Ser Thr Ser Ala Ala Thr Ser Ala Ala Ser 

20 25 30 

Ser His val Arg Arg Asn Lys Arg Asn Met Asn Leu Asp Gly Ala Ala 

35 40 45 

Ser lie Val Pro Leu Leu Leu Leu Leu Met Asn Lys Ala Ser Pro Glu 

50 55 60 

Tyr Glu Glu Asn Met His Arg Tyr Gin Lys Ala Ala Lys Leu Phe Arg 
65 70 75 80 

Gly Arg Phe Ser Leu Phe Trp Trp Thr Val Val 

85 90 

<210> 3123 

<211> 344 

<212> DNA 

<213> Homo sapiens 

<400> 3123 

aagaaagtga actgcaagcc caagaaccag gacgaacagg agattccttt ccggctccgg 
60 

gagattatga ggagccgcca agagatgaaa aacccgatca gtaacaagaa gaggaagaaa 
120 

gcagcccagg tgaccttcag aaagacattg gagaaggaag caaagggaga ggagcccgac 
180 

atcgcagtcc ccaagttcaa acagaggaag ggggagtccg acggggccta tatccaccgc 
240 
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atgcagcaag aggcccagca tgtgctgttc ctcagcaaga accaggccat ccggcagcca 
300 

gaggtgcagg cagctcccaa ggagaagtct gagcagaaaa aagc 
344 



<210> 3124 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 3124 


























Met Arg Ser 


Arg 


Gin 


Glu 


Met 


Lys 


Asn 


Pro 


He 


Ser Asn Lys 


Lys Arg 


1 




5 










10 








15 




Lys Lys Ala 


Ala 


Gin 


Val 


Thr 


Phe Arg 


Lys 


Thr 


Leu Glu 


Lys 


Glu 


Ala 




20 










25 








30 






Lys Gly Glu 


Glu 


Pro 


Asp 


He 


Ala 


Val 


Pro 


Lys 


Phe Lys 


Gin 


Arg 


Lys 


35 










40 








45 








Gly Glu Ser 


Asp 


Gly Ala Tyr 


He 


His 


Arg 


Met 


Gin Gin 


Glu 


Ala 


Gin 


50 








55 










60 








His Val Leu 


Phe 


Leu 


Ser 


Lys 


Asn 


Gin 


Ala 


He Arg Gin 


Pro 


Glu 


Val 


65 






70 










75 








80 


Gin Ala Ala 


Pro 


Lys 
85 


Glu 


Lys 


Ser 


Glu 


Gin 
90 


Lys 


Lys 









<210> 3125 

<211> 647 

<212> DNA 

<213> Homo sapiens 

<400> 3125 

agatggagtt ttgctcttcg tgcccaggct ggagtaccat ggtgacagtg cgaagctaag 
60 

acattaggaa ggtgctgagg aaagccatta agcatccaca gctccactgc ctaggcagat 
120 

ggtcagcagg cagtttagtt gtgggagtat ttccaatttg catgaatgaa acatggacaa 
180 

ataagataag gctggctcca gggaagtaat tcccccagtt cccctgagcc ttggatctgg 
240 

aaaactgcag cccatcctgg aattagggaa catcacaaaa cgtactgggg agaactcccc 
300 

atgtggcctc ggcccacgcc agaagccggg caaggtccca agtgccggct cgcccacaag 
360 

ctatggctaa gacagaaaaa caaaggaaaa aaagtcctcc ccaaacacac acataagcaa 
420 

aacccatctt cctgtgttct ctgccaagag agctggagca aaagagatga gtttgagact 
460 

ctgattcatc catcaagaca aataaactca gtctatggag gttagcaggg caatttgtga 
540 

agcaaacaaa agttgagttt tggaaagggg ctctgaagaa aatgaagatg acataccagg 
600 

aatttaactt catgacaaga agagaaagtg actcactctt gacgcgt 
647 



<210> 3126 
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<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3126 

Met Lys Leu Asn Ser Trp Tyr Val He Phe He Phe Phe Arg Ala Pro 

15 10 15 

Phe Gin Asn Ser Thr Phe Val Cys Phe Thr Asn Cys Pro Ala Asn Leu 

20 25 30 

His Arg Leu Ser Leu Phe Val Leu Met Asp Glu Ser Glu Ser Gin Thr 

35 40 45 

His Leu Phe Cys Ser Ser Ser Leu Gly Arg Glu His Arg Lys Met Gly 

50 55 60 

Phe Ala Tyr Val Cys Val Trp Gly Gly Leu Phe Phe Leu Cys Phe Ser 
65 70 75 80 

Val Leu Ala He Ala Cys Gly Arg Ala Gly Thr Trp Asp Leu Ala Arg 

B5 90 95 

Leu Leu Ala Trp Ala Glu Ala Thr Trp Gly Val Leu Pro Ser Thr Phe 

100 105 110 

Cys Asp Val Pro 
115 

<210> 3127 
<211> 2218 
<212> DNA 

<213> Homo sapiens 



<400> 3127 

ncagaagtta gccaagatga acttaatgaa 
60 

ttcttcactg aagaggtgga ctcccgaaaa 
120 

actttggaga aattgaagag cctagggctt 
180 

ggcctgggct tctccaacac catgtactca 
240 

tccatcactg tgaccctggc agcgcaccag 
300 

ggcactgagg agcagaaagc caaatacttg 
360 

gccttctgcc tcacggagcc agccagtggg 
420 

acactaagtg aagacaagaa gcactacatc 
480 

ggaggactgg ccaatatttt tactgtgttt 
540 

tcagtgaaag acaagatcac agcattcata 
600 

gggaaacccg aagataaatt aggcattcgg 
660 

aacaccaaga tacctgtgga aaacatcctt 
720 

atgaacatcc tcaacagcgg ccggttcagc 
780 



accaatcagt 


tcttgggacc 


cgtggaaaaa 


attgaccagg 


aagggaaaat 


cccagatgaa 


tttgggctgc 


aagtcccaga 


agaatatggt 


agactagggg 


agatcatcag 


catggatggg 


gctactggcc 


tcaaggggat 


catcttggct 


cctaaactgg 


cgtccgggga 


gcacatagca 


agcgatgcag 


cctcaatccg 


gagcagagcc 


ctcaatggct 


ccaaggtctg 


gattactaat 


gcaaagactg aggtcgttga 


ttctgatgga 


gtagaaagag 


actttggtgg 


agtcactaat 


ggctccaaca 


cttgtgaagt 


ccattttgaa 


ggagaggtcg gagatgggtt 


taaggtggcc 


atgggcagcg 


tcgtggctgg 


gctgctcaag 
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agattgattg aaatgactgc tgagtacgcc tgcacaagga aacagtttaa caagaggctc 
840 

agtgaatttg gattgattca ggagaaattt gcactgatgg ctcagaaggc ttacgtcatg 
900 

gagagtatga cctacctcac agcagggatg ctggaccaac ctggctttcc cgactgctcc 
960 

atcgaggcag ccatggtgaa ggtgttcagc tccgaggccg cctggcagtg tgtgagtgag 
1020 

gcgctgcaga tcctcggggg cttgggctac acaagggact acccgtacga gcgcatactg 
1080 

cgtgacaccc gcatcctcct catcttcgag ggaaccaatg agattctccg gatgtacatc 
1140 

gccctgacgg gtctgcagca tgccggccgc atcctgacta ccaggatcca tgagcttaaa 
1200 

caggccaaag tgagcacagt catggatacc gttggccgga ggctccggga ctccctgggc 
1260 

cgaactgtgg acctggggct gacaggcaac catggagttg tgcaccccag tcttgcggac 
1320 

agtgccaaca agtttgagga gaacacctac tgcttcggcc ggaccgtgga gacactgctg 
1380 

ctccgctttg gcaagaccat catggaggag cagctggtac tgaagcgggt ggccaacatc 
1440 

ctcatcaacc tgtatggcat gacggccgtg ctgtcgcggg ccagccgctc catccgcatt 
1500 

gggctccgca accacgacca cgaggttccc ttggccaaca ccttctgcgt ggaagcttac 
1560 

ttgcagaatc tcttcagcct ctctcagctg gacaagtatg ctccagaaaa cctagatgag 
1620 

cagattaaga aagtgtccca gcagatcctt gagaagcgag cctatatctg tgcccaccct 
1680 

ctggacagga catgctgagg caggggacag tgtcccctgc taccgcccgc ccctacccat 
1740 

ggcccgttgc tggatgactg ttactcttcc ttcagaaggt gttgggatta tcacaggtta 
1800 

agccttttgt tccccgtctg cacctgaagg gttgtcgcct ggcctgggag agcctcttcc 
1860 

aggttttgac ctgcaggcag tgctctctaa caggaccatc acagcttctg aactgagccg 
1920 

gagagagaga atggaattgc tgacccctgg aactggcggg tattctggtc attgaggaga 
1980 

caccatagtg gaaactgggg cttatgctgc tgcctccagg gtgtgaggcg ggtggggacc 
2040 

tgtgtcaggt gtggatagcc atttctgctc aaccacacat tctccaagaa acagcttgaa 
2100 

agctctgtct gggtcattca tttaaactag aagcagaggc acttaaaaca tgtaccagga 
2160 

* 

accatttaac aaagaatata aaatgtcaca atctgtgcac tgttaaaaaa aaaaaaaa 
2218 



<210> 3128 

<211> 565 

<212> PRT 

<213> Homo sapiens 
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<400> 3128 



Xaa Glu 


Val 


Ser 


Gin 


Asp 


Glu 


Leu 


Asn 


Glu 


He 


Asn 


Gin 


Phe 


Leu Gly 


1 






5 










10 










15 


Pro Val 


Glu 


Lys 


Phe 


Phe 


Thr 


Glu 


Glu 


Val 


Asp 


Ser 


Arg 


Lys 


He Asp 






20 










25 










30 




Gin Glu 


Gly 


Lys 


He 


Pro 


Asp 


Glu 


Thr 


Leu 


Glu 


Lys 


Leu 


Lys 


Ser Leu 




35 










40 










45 






Gly Leu 


Phe 


Gly 


Leu 


Gin 


Val 


Pro 


Glu 


Glu 


Tyr 


Gly 


Gly Leu 


Gly Phe 


50 










55 










60 








Ser Asn 


Thr 


Met 


Tyr 


Ser 


Arg 


Leu 


Gly 


Glu 


He 


He 


Ser 


Met 


Asp Gly 


65 








70 










75 








80 


Ser He 


Thr 


Val 


Thr 


Leu 


Ala 


Ala 


His 


Gin 


Ala 


He 


Gly Leu 


Lys Gly 








85 










90 










95 


lie lie 


Leu 


Ala 


Gly 


Thr 


Glu 


Glu 


Gin 


Lys 


Ala 


Lys 


Tyr 


Leu 


Pro Lys 






100 










105 










110 




Leu Ala 


Ser 


Gly 


Glu 


His 


He 


Ala 


Ala 


Phe 


Cys 


Leu 


Thr 


Glu 


Pro Ala 




115 










120 










125 






Ser Gly 


Ser 


Asp 


Ala 


Ala 


Ser 


He 


Arg 


Ser 


Arg 


Ala 


Thr 


Leu 


Ser Glu 


130 










135 










140 








Asp Lys 


Lys 


His 


Tyr 


He 


Leu 


Asn 


Gly 


Ser 


Lys 


Val 


Trp 


He 


Thr Asn 


145 








150 










155 








160 


Gly Gly 


Leu 


Ala 


Asn 


He 


Phe 


Thr 


Val 


Phe 


Ala 


Lys 


Thr 


Glu 


Val Val 








165 










170 










175 


Asp Ser 


Asp 


Gly 


Ser 


Val 


Lys 


Asp 


Lys 


He 


Thr 


Ala 


Phe 


He 


Val Glu 






180 










185 










190 




Arg Asp 


Phe 


Gly 


Gly 


Val 


Thr 


Asn 


Gly 


Lys 


Pro 


Glu 


Asp 


Lys 


Leu Gly 




195 










200 










20S 






lie Arg 


Gly 


Ser 


Asn 


Thr 


Cys 


Glu 


Val 


His 


Phe 


Glu 


Asn 


Thr 


Lys He 


210 










215 










220 








Pro Val 


Glu 


Asn 


He 


Leu 


Gly 


Glu 


Val 


Gly 


Asp 


Gly 


Phe 


Lys 


Val Ala 


225 








230 










235 








240 


Met Asn 


He 


Leu 


Asn 


Ser 


Gly 


Arg 


Phe 


Ser 


Met 


Gly 


Ser 


Val 


Val Ala 








245 










250 










255 


Gly Leu 


Leu 


Lys 


Arg 


Leu 


He 


Glu 


Met 


Thr 


Ala 


Glu 


Tyr Ala 


Cys Thr 






260 










265 










270 




Arg Lys 


Gin 


Phe 


Asn 


Lys 


Arg 


Leu 


Ser 


Glu 


Phe 


Gly 


Leu 


He 


Gin Glu 




275 










280 










285 






Lys Phe 


Ala 


Leu 


Met 


Ala 


Gin 


Lys 


Ala 


Tyr 


Val 


Met 


Glu 


Ser 


Met Thr 


290 










295 










300 








Tyr Leu 


Thr 


Ala 


Gly 


Met 


Leu 


Asp 


Gin 


Pro 


Gly 


Phe 


Pro 


Asp 


Cys Ser 


305 








310 










315 








320 


He Glu 


Ala 


Ala 


Met 


Val 


Lys 


Val 


Phe 


Ser 


Ser 


Glu 


Ala 


Ala 


Trp Gin 








325 










330 










335 


Cys Val 


Ser 


Glu 


Ala 


Leu 


Gin 


He 


Leu 


Gly 


Gly 


Leu 


Gly Tyr 


Thr Arg 






340 










345 










350 




Asp Tyr 


Pro 


Tyr 


Glu 


Arg 


He 


Leu 


Arg 


Asp 


Thr 


Arg 


He 


Leu 


Leu He 




355 










360 










365 






Phe Glu 


Gly 


Thr 


Asn 


Glu 


He 


Leu 


Arg 


Met 


Tyr 


He 


Ala 


Leu 


Thr Gly 


370 










3 75 










380 








Leu Gin 


His 


Ala 


Gly 


Arg 


He 


Leu 


Thr 


Thr 


Arg 


He 


His 


Glu 


Leu Lys 


385 








390 










395 








400 


Gin Ala 


Lys 


Val 


Ser 


Thr 


Val 


Met 


Asp 


Thr 


val 


Gly 


Arg 


Arg 


Leu Arg 








405 










410 










415 


Asp Ser 


Leu 


Gly 


Arg 


Thr 


Val 


Asp 


Leu 


Gly 


Leu 


Thr 


Gly Asn 


His Gly 
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420 


425 






430 






Val 


Val 


His 


Pro Ser 


Leu Ala Asp Ser Ala 


Asn 


Lys 


Phe Glu 


Glu 


Asn 






435 




440 






445 






Thr 


Tyr 


Cys 


Phe Gly 


Arg Thr Val Glu Thr 


Leu 


Leu 


Leu Arg 


Phe 


Gly 




450 






455 




460 








Lys 


Thr 


He 


Met Glu 


Glu Gin Leu Val Leu 


Lys 


Arg Val Ala 


Asn 


He 


465 








470 


475 








480 


Leu 


He 


Asn 


Leu Tyr 


Gly Met Thr Ala Val 


Leu 


Ser Arg Ala 


Ser 


Arg 








485 


490 








495 




Ser 


He 


Arg 


He Gly 


Leu Arg Asn His Asp His 


Glu 


Val Leu 


Leu 


Ala 








500 


505 






510 






Asn 


Thr 


Phe 


Cys Val 


Glu Ala Tyr Leu Gin 


Asn 


Leu 


Phe Ser 


Leu 


Ser 






515 




520 






525 






Gin 


Leu 


ASp 


Lys Tyr 


Ala Pro Glu Asn Leu Asp 


Glu 


Gin He 


Lys 


Lys 




530 






535 




540 








val 


Ser 


Gin 


Gin lie 


Leu Glu Lys Arg Ala 


Tyr 


He 


Cys Ala 


His 


Pro 


54 5 








550 


555 








560 


Leu 


Asp 


Arg 


Thr Cys 















565 



<210> 3129 

<211> 1964 

<212> DNA 

<213> Homo sapiens 

c400> 3129 

nttttttttt tctcctataa catgattgcc ttttatttat tatgcaggtt gttgatttac 
60 

atagggagtt ggagatgcta accaagcatg gagttttcac atggtctatt tctgctgagt 
120 

tcagggactt ggagacagcc tttaacttct ggcaaaaaga caatttcaca aaggtgttta 
1B0 

aaaccatcct ttggtttttg atcctgagtc agagacggac atgtgcttat gaaagaaggt 
240 

agagtttcaa cccttaggta accttaaaag agcaggaact atgttgtgtg taagtcatgt 
300 

gcagtataca aacttgatat taaatgacaa attggaacaa tctttctcta ggaatgcctc 
360 

tctttcatag aggcatcaca gtgagtctct taaagccttg atctaggtgt gttacagatg 
420 

ggcttacaga gtatgaatgc acgataagaa ggaaattgga tagggagtga ggatatgaaa 
480 

tttaaaagaa ggaagaagag aaaacgagat tttaagacag gaaatgaagc tctgtgtgtg 
540 

tgtgtgtgtg tgtgcgtgtg tgtgtgtgca cgcgtgcgtg cgtgtgtgca cgtgcgtgtg 
600 

tgtgtggttg gcaggcctag tgatcctgtt gtttagtgtc tctgagattt gagttgtgcc 
660 

tttttacttt gcataaagta gatacttggc catatgtagt tccaaggaga agtcagagtt 
720 

ccacctttgg agtctttcct tctgattcac gattttcttt caacaatttt ccacttagga 
7B0 

atccatcaca aaagttttgc acatgctcta cggaaacttc tgctgtgggc agtgtatccc 
840 
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actcgtcatc tagagtctgg taaattgcca aagctggcag ttgagactcc tttagtttga 
900 

aaaatgatat caccttccca ttttctttca taccactgcc caccagaata aagagaatct 
960 

tcccctggaa gagcttggct gccttctggt atctgtgcat gttctcttca tactctgggg 
1020 

aggccttgtt cattatcagg aggagatgaa tctgaattac gctgttgaat aacccaatca 
1080 

cagtcacagg gttggagcag gagcaggaga gggacaatgg aagctgcccc gtccaggttc 
1140 

atgttcctct tatttctcct cacgtgtgag ctggctgcag aagttgctgc agaagttgag 
1200 

aaatcctcag atggtcctgg tgctgcccag gaacccacgt ggctcacaga tgtcccagct 
1260 

gccatggaat tcattgctgc cactgaggtg gctgtcatag gcttcttcca ggatttagaa 
1320 

ataccagcag tgcccatact ccatagcatg gtgcaaaaat tcccaggcgt gtcatttggg 
1380 

atcagcactg attctgaggt tctgacacac tacaacatca ctgggaacac catctgcctc 
1440 

tttcgcctgg tagacaatga acaactgaat ctagaggacg aagacattga aagcattgat 
1500 

gccaccaaat tgagccgttt cattgagatc aacagcctcc acatggtgac agagtacaac 
1560 

cctgtgactg tgattgggtt attcaacagc gtaattcaga ttcatctcct cctgataatg 
1620 

aacaaggcct ccccagagta tgaagagaac atgcacagat accagaaggc agccaagctc 
1680 

ttccagggga agattctctt tattctggtg gacagtggta tgaaagaaaa tgggaaggtg 
1740 

atatcatttt tcaaactaaa ggagcctcaa ctgccagctt tggcaattta ccagactcta 
1800 

gatgacgagt gggatacact gcccacagca gaagtttccg tagagcatgt gcaaaacttt 
1660 

tgtgatggat tcctaagtgg aaaattgttg aaagaaaatc gtgaatcgaa aagaaagact 
1920 

cccaaggtgg aactctgact tctccttgga actacatatg gcca 
1964 



<210> 3130 

<211> 273 

<212> PRT 

c2l3> Homo sapiens 

<400> 3130 

Met Glu Ala Ala Pro Ser Arg Phe 

1 5 
Cys Glu Leu Ala Ala Glu val Ala 
20 

Gly Pro Gly Ala Ala Gin Glu Pro 

35 40 
Ala Met Glu Phe He Ala Ala Thr 

50 55 
Gin Asp Leu Glu He Pro Ala Val 



Met Phe Leu Leu Phe Leu Leu Thr 

10 15 
Ala Glu Val Glu Lys Ser Ser Asp 
25 30 
Thr Trp Leu Thr Asp Val Pro Ala 

45 

Glu Val Ala Val He Gly Phe Phe 
60 

Pro He Leu His Ser Met Val Gin 
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65 










70 


75 


80 


Lys 


Phe 


Pro Gly 


Val 


Ser 


Phe Gly He Ser Thr Asp Ser Glu Val 


Leu 










85 




90 95 




Thr 


His 


Tyr Asn 


He 


Thr 


Gly Asn Thr He Cys Leu Phe Arg Leu 


Val 








100 






105 110 




Asp 


Asn 


Glu 
115 


Gin 


Leu 


Asn 


Leu Glu Asp Glu Asp He Glu Ser He 
120 125 


Asp 


Ala 


Thr 
130 


Lys 


Leu 


Ser 


Arg 


Phe He Glu He Asn Ser Leu His Met 
135 140 


val 


Thr Glu Tyr Asn 


Pro 


val 


Thr Val He Gly Leu Phe Asn Ser Val 


He 


14 5 










150 


155 


160 


Gin 


He 


His 


Leu 


Leu 
165 


Leu 


He Met Asn Lys Ala Ser Pro Glu Tyr 
170 175 


Glu 


Glu 


Asn 


Met 


His 


Arg Tyr 


Gin Lys Ala Ala Lys Leu Phe Gin Gly 


Lys 








180 






185 190 




He 


Leu 


Phe 
195 


He 


Leu 


Val 


Asp Ser Gly Met Lys Glu Asn Gly Lys 
200 205 


Val 


He 


Ser 
210 


Phe 


Phe 


Lys 


Leu 


Lys Glu Ser Gin Leu Pro Ala Leu Ala 
215 220 


He 


Tyr 


Gin 


Thr 


Leu 


Asp 


Asp 


Glu Trp Asp Thr Leu Pro Thr Ala Glu 


Val 


225 










230 


235 


240 


Ser 


Val 


Glu 


His 


Val 
245 


Gin 


Asn Phe Cys Asp Gly Phe Leu Ser Gly 
250 255 


Lys 


Leu 


Leu 


Lys 


Glu 
260 


Asn 


Arg 


Glu Ser Lys Arg Lys Thr Pro Lys Val 
265 270 


Glu 



Leu 



<210> 3131 
<211> 1544 
c212> DNA 

<213> Homo sapiens 
<400> 3131 

nnaactccag gacgagacgc ggagcgaccc gcgcacgagc gataggcggc gaacgtggcc 
60 

caggccgccg agaccggcag ctgcgtgggg cgggggctgc gctgagcccg atactgccgg 
120 

ctccgagctt agcaaagaag cgacttcaga agaagcgaat gcatgtgaaa tcgtctcaag 
180 

ctacctcgag ctcagccagt ttaatcaccc ccagagagcc gaacaactgc gagcgcaatg 
240 

ggacacaaaa tcattttgtg ttggtctcgg aaagagggtc gtggtcccgc acggatgcgc 
300 

ttgttgggag aaaccttgga gattcacggc aaggcgtaaa gcctggggct tccaacgata 
360 

ctctgggcag ggatggaagc ctagatgcct caccgcaagg agcggccgag cgggtcctcg 
420 

cttcacacac acggcagcac cggcaccgcg gagggaggaa acatgtcccg gctgtctctc 
480 

acccggtcgc ctgtgtctcc cctggctgcc cagggcatcc ccctgccagc acaactcaca 
S40 

aaatccaatg cgcctgtcca cattgatgtg ggcggccaca tgtacaccag cagcctggcc 
600 
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accctcacca aataccctga atccagaatc ggaagacttt ttgatggtac agagcccatt 
660 

gttttggaca gtctcaaaca gcactatttc attgacagag atggacagat gttcagatat 
720 

atcttgaatt ttctacgaac atccaaactc ctcattcctg atgatttcaa ggactacact 
780 

ttgttatatg aagaggcaaa atattttcag cttcagccca tgttgttgga gatggaaaga 
840 

tggaagcagg acagagaaac tggtcgattt tcaaggccct gtgagtgcct cgtcgtgcgt 
900 

gtggccccag acctcggaga aaggatcacg ctaagcggtg acaaatcctt gatagaagaa 
960 

gtatttccag agatcggcga cgtgatgtgt aactctgtca atgcaggctg gaatcacgac 
1020 

tcgacgcacg tcatcaggtt tccactaaat ggctactgtc acctcaactc agtccaggtc 
1080 

ctcgagaggt tgcagcaaag aggatttgaa atcgtgggct cctgtggggg aggagtagac 
1140 

tcgtcccagt tcagcgaata cgtccttcgg cgggaactga ggcggacgcc ccgtgtaccc 
1200 

tccgtcatcc ggataaagca agagcctctg gactaaatgg acatatttct tatgcaaaaa 
1260 

ggaaaacaca cacaaccaat aactcaaaca aaaaagggac atttatgtgc agttgggaca 
1320 

gcaaaccaag tcctggacgt aaaatcgaat aaaagacaca tttatatcca atagagacca 
1380 

cacctgtact catatgggaa caattggaat agtgatatcc tcaaggtgta aaaaatatat 

1440 

aaatatatat atatatgtca aaaggtagga aatgcaaaaa agaaaaaaaa aaaaaggtga 
1500 

cagccgcagt tggtgctgtg atagccatga aatatcctgg gccc 
1544 

<210> 3132 

<211> 283 

<212> PRT 

<213> Homo sapiens 



<400> 3132 



Met 


Pro 


His 


Arg 


Lys 


Glu 


Arg 


Pro 


Ser 


Gly 


Ser 


Ser 


Leu 


His 


Thr 


His 


1 








5 










10 










15 




Gly Ser 


Thr 


Gly 


Thr 


Ala 


Glu 


Gly 


Gly 


Asn 


Met 


Ser 


Arg 


Leu 


Ser 


Leu 








20 










25 










30 






Thr Arg 


Ser 


Pro 


Val 


Ser 


Pro 


Leu 


Ala 


Ala 


Gin 


Gly 


He 


Pro 


Leu 


Pro 






35 










40 










45 








Ala 


Gin 

50 


Leu 


Thr 


Lys 


Ser 


Asn 
55 


Ala 


Pro 


Val 


His 


He 
60 


Asp 


Val 


Gly 


Gly 


His 


Met 


Tyr 


Thr 


Ser 


Ser 


Leu 


Ala 


Thr 


Leu 


Thr 


Lys 


Tyr 


Pro 


Glu 


Ser 


65 










70 










75 










80 


Arg 


He 


Gly 


Arg 


Leu 
85 


Phe 


Asp 


Gly 


Thr 


Glu 
90 


Pro 


He 


Val 


Leu 


Asp 
95 


Ser 


Leu 


Lys 


Gin 


His 
100 


Tyr 


Phe 


He 


Asp 


Arg 
105 


Asp 


Gly 


Gin 


Met 


Phe 
110 


Arg 


Tyr 


lie 


Leu 


Asn 


Phe 


Leu 


Arg 


Thr 


Ser 


Lys 


Leu 


Leu 


He 


Pro 


Asp 


Asp 


Phe 
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115 120 125 

Lys Asp Tyr Thr Leu Leu Tyr Glu Glu Ala Lys Tyr Phe Gin Leu Gin 

130 135 140 

Pro Met Leu Leu Glu Met Glu Arg Trp Lys Gin Asp Arg Glu Thr Gly 
145 150 155 160 

Arg Phe Ser Arg Pro Cys Glu Cys Leu Val Val Arg Val Ala Pro Asp 

165 170 175 

Leu Gly Glu Arg lie Thr Leu Ser Gly Asp Lys Ser Leu He Glu Glu 

180 185 190 

Val Phe Pro Glu He Gly Asp Val Met Cys Asn Ser Val Asn Ala Gly 

195 200 20S 

Trp Asn His Asp Ser Thr His Val He Arg Phe Pro Leu Asn Gly Tyr 

210 215 220 

Cys His Leu Asn Ser val Gin Val Leu Glu Arg Leu Gin Gin Arg Gly 
225 230 235 240 

Phe Glu He Val Gly Ser Cys Gly Gly Gly Val Asp Ser Ser Gin Phe 

245 250 255 

Ser Glu Tyr Val Leu Arg Arg Glu Leu Arg Arg Thr Pro Arg Val Pro 

260 265 270 

Ser Val He Arg He Lys Gin Glu Pro Leu Asp 
275 280 

<210> 3133 
<211> 621 
c212> DNA 

<213> Homo sapiens 
<400> 3133 

ggatccttgg ggtgttgctt cgccagctgg aaacctctgt ggacagtggc gtctttgccc 
60 

gagtttttct ctagcccgct aggctcgttc tgtccactcg gcctggcacg ctacgcctgg 
120 

gtctgatgcc tgccaagggc aagccaggcg tggagcagcg agaggtgtgt gagtgagcat 
180 

ggggtccagc catcgcacac agcaggcacg ctggctgcag tggggcaggc agctccacgc 

240 

gcagtcatgg ctccctgtga agctgcagct ggaccaggcg tactacaagc agcttccact 
300 

gcaggcactg gggaacatgg tggcacctgg aagcttggag acgctagaaa ccgcagagcc 
360 

ctaaagaggg tgtcacagcc ctggctcagg gagctcctag gtctgggctt cccgaagggc 
420 

tgcagctctt ctctccttct tctttccttg tcacctgcaa cgtggtgagc aagggacata 
460 

tttcagcgct gtttgtgtta cacctctttt agccccgcqg ttcggcaggt cccgagttct 
540 

tgtgctgcat ccaggaagaa tgagactgaa gtgaaatcag aagaaggccc aggttggacg 
600 

atcctacgtg atgatttcat g 
621 

<210> 3134 
<211> 51 
<212> PRT 
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<213> Homo sapiens 



<400> 3134 

Ala Arg Asp lie Phe Gin Arg Cys Leu Cys Tyr Thr Ser Phe Ser Pro 

15 10 IS 

Ala Val Arg Gin Val Pro Ser Ser Cys Ala Ala Ser Arg Lys Asn Glu 

20 25 30 

Thr Glu Val Lys Ser Glu Glu Gly Pro Gly Trp Thr lie Leu Arg Asp 

35 40 45 

Asp Phe Met 
50 



<210> 3135 

<211> 3166 

<212> DNA 

<213> Homo sapiens 



<400> 3135 
nncgtgtgtg 
60 

gtggacaagg 
120 

gaggaagcag 
160 

cccagcgaat 
240 

agcaaagacg 
300 

tctgtcatgc 
360 

gaatgtgttt 
420 

atacacctca 
480 

gaacagctgc 
S40 

cagtggtgag 
600 

gctgccatgg 
660 

cagacggtga 
720 

aaccactaca 
780 

cacgtgcgcg 
840 

aagcgcaagg 
900 

agctgcgaag 
960 

aagcaccaga 
1020 

gaaccggccg 
1080 



gatttgagac 
agcagcggat 
agataaagac 
caaatagccc 
attcagatgg 
ctgggagcca 
tttgcaactt 
tcacccggat 
tggagcataa 
tttcagactc 
agtgccacct 
aagccaacca 
agtgcgacca 
tccacaccgg 
acaatctcaa 
agtgcctgtt 
gtggggactg 
gcccgggggc 



cgagctcaat 
gttttcgatc 
tcacattggc 
ctcttcatcc 
ctcccagaaa 
gccctcactg 
tgtctgcaag 
gtttgagtgt 
gaaatgccac 
ctctaggtgc 
caagacccac 
gctggagctg 
gtgcggctac 

gagcgggccc 
cctgcacaag 
caagaccaca 
ccccgaggag 
cccgctcctg 



gtccagtttg 
tgctgcactg 
accaagcaca 
tccctctcag 
aacaagggcg 
aacagtgagg 
acgaagaaca 
gatgtgtgcc 
actgtcccca 
ccattctgca 
taccagatgg 
gagacgcaca 
ctgtccaaga 
ttccactggg 
aagctgaagc 
caccctttcg 
gacaagaagg 
gtggtcggga 



tcagccacat 
cctgcgactt 
caggggaaga 
ctctgagtga 
ggaacaatct 
aaaagccaga 
tgtttgagcg 
acaagttcat 
ccggtgggct 
tttattccac 
agtacaagtg 
cccgggagca 
ccgccaacaa 
accagtgcag 
acgccccacg 
tcttcagccg 
gcctgtgtcc 
gctcccggaa 



gtcactccac 
cgtcaccatg 
caggaagacc 
ctcagccaac 
gctgggcatc 
gaaagggttc 
tcatctgcag 
gaagaccccc 
caactcagga 
caaccgcccc 
cccgatctgc 
ccgcctgggc 
gctcatcgag 
ctacagctgc 
ccagaccttc 
ccacgtcaag 
agcccccaag 
tctcctgtct 
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cccctgtcag 
1140 

ggcagcagct 
1200 

cgctttgaca 
1260 

cccaagaacc 
1320 

atcccctcac 
1380 

gtctgagggc 
1440 

aaaccacaaa 
1500 

cgatgggtct 
1560 

gtgtatacct 
1620 

ctgcatactt 
1680 

tctccgtact 
1740 

atagcaatca 
1800 

cggtgtgtgg 
1860 

tctattgcac 
1920 

ggttgttcat 
1980 

atggctacag 
2040 

tgctgctgga 
2100 

gaagaggcga 
2160 

atcacagaac 
2220 

acacacacag 
2280 

cagtggttac 
2340 

taaatccagc 
2400 

taaaaaaaag 
2460 

atctgaaaaa 
2520 

gactgtatgt 
2SB0 

tgctgtttag 
264 0 

tcttctggct 
2700 



ttatgtctgc 
cagagcccaa 
agtaccggaa 
acttggatct 
ccaaacactc 
agccatgttc 
acttaaacac 
ggaacacgtg 
attgcattga 
ctaccttcag 
tttetctgaa 
gcacttgtaa 
gcgtttgtgg 
attctttgta 
ccacgacagt 
agtggtaggg 
gatttccgcc 
ggaatcaagt 
ttaagtgtgt 
tgcatcattt 
catttgtttg 
caaggagatt 
aaatggcagt 
aaaaaagtaa 
ttgaagattt 
tcctacggtt 
aatcgtggta 



ctcccaggct 
cctggcactc 
ctcagatttt 
cacattccac 
cttcctggcc 
tgtaccaaaa 
aaccccagca 
tactgcatat 
cctgaaagct 
aggcatgcct 
aggaatcttg 
gcttatatac 
attctgaaag 
ctggcttctt 
ctctccctgt 
cctggtgctt 
agagcgctgg 
gactgatccg 
tttgtgtgtg 
tttaagggca 
caggaaaaag 
aaaaggggtt 
tttgcacagt 
aataaaagga 
agccacaacc 
cagtttatgc 
tcctccatgt 



ctgcagaccg 
aaggctttgg 
gcccatctca 
cctccccgac 
tatctcggac 
acagagagac 
ggtgtatgtt 
ctttagtaag 
gctttatcca 
ccccagccac 
tcttgttaaa 
tggtgcattt 
agaaagccgt 
taacagcgat 
gctccttcat 
agtcgatgaa 
agaccttgcg 
gaagaaatat 
tgcccacacg 
gattatatat 
aaatgtatgg 
tggataaatt 
gctatggtct 
agaaaatgta 
tctttgacat 
ccctgacaag 
tattagtaat 

2350 



tggccctgtc 
ccttcaacgg 
ttcccctgac 
ctcagactgc 
tgagagaaag 
aaaagacaaa 
gctgcaaaac 
gaatagaaaa 
atcttcagag 
ccactcccac 
ccctaaagag 
ggttttctgt 
gtgtcgtgtg 
gaacgttctt 
cacccttccc 
ggaatggtag 
ctcagatctt 
ctcgcagcac 
tagacaaatg 
atatatgaga 
gcgaaaaaat 
ctgggtataa 
tgcactagtt 
ccttttttat 
ataatgacgc 
tttccattgt 
tctgtattcc 



ggcagcccac 
ctcccctttg 
aatgttatac 
gcctcccagc 
agcagagact 
aaaaaaaaaa 
ctacagaccc 
ttggctctgt 
aggtgaccta 
tctcagccct 
agtgtcctta 
tgggtgaatg 
ccatgacatt 
ttccctcctg 
tctctctttg 
ccatctacag 
ctctggtgat 
tgcagctaac 
tgtacggtgc 
tgtattaatt 
ttatggttga 
atgctcagac 
tttgtttctc 
ggaatgagta 
aacaaaaagg 
gttttgccga 
attttgttaa 



WO 00/58473 



PCT/USOO/08621 



cgcctggtag atgtaacctg 
2760 

tgtggtcatt aaaatggcaa 
2820 

gctggttgta aagctctttg 
2880 

gaaaaaaatc tttggctgaa 
2940 

gtatgaaaca ggctgaaaga 
3000 

aatataaaag tttatatatt 
3060 

cttactgtgt tgctgttttc 
3120 

gtttcaccag gggaaaataa 
3166 



ctaggaggct aactttatac 
tttatgtgca gcactttatt 
ctaatcttaa aaagtaatgg 
catgttcatt gcttgtactt 
gcaggaagaa atgttctttg 
atttatctat tggagaactg 
catcatgtgt tatcctaaga 
aagcatccct aatgttaaaa 



tcatttaaaa gctcttattt 
gcagcaggaa gcaggtgtgg 
gtgatttaaa aagaaaaaag 
ttaaaacaac agaatttcca 
tataataatg ggaagtttgg 
gtgtacagga ggaacatttt 
gttggggttt tttaaaatct 
aaaaaa 



<210> 3136 
<211> 278 
<212> PRT 

<213> Homo sapiens 



<400> 3136 



Val 


Ser 


Asp 


Ser 


Ser 


Arg 


Cys 


Pro 


Phe 


Cys 


He Tyr Ser Thr Asn Arg 


1 








5 










10 


15 


Pro 


Ala 


Ala 


Met 


Glu 


Cys 


His 


Leu 


Lys 


Thr 


His Tyr Gin Met Glu Tyr 








20 










25 




30 


Lys 


Cys 


Pro 


lie 


Cys 


Gin 


Thr 


Val 


Lys 


Ala 


Asn Gin Leu Glu Leu Glu 






35 










40 






45 


Thr 


His 


Thr 


Arg 


Glu 


His 


Arg 


Leu 


Gly 


Asn 


His Tyr Ly3 "Cys Asp Gin 




50 










55 








60 


Cys 


Gly 


Tyr 


Leu 


Ser 


Lys 


Thr 


Ala 


Asn 


Lys 


Leu He Glu His Val Arg 


65 










70 










75 80 


Val 


His 


Thr 


Gly 


Ser 


Gly 


Pro 


Phe 


His 


Trp 


Asp Gin Cys Ser Tyr Ser 










85 










90 


95 


Cys 


Lys 


Arg 


Lys 


Asp 


Asn 


Leu 


Asn 


Leu 


His 


Lys Lys Leu Lys His Ala 








100 










105 




110 


Pro 


Arg 


Gin 


Thr 


Phe 


Ser 


Cys 


Glu 


Glu 


Cys 


Leu Phe Lys Thr Thr His 






115 










120 






125 


Pro 


Phe 


val 


Phe 


Ser 


Arg 


His 


val 


Lys 


Lys 


His Gin Ser Gly Asp Cys 




130 










135 








140 


Pro 


Glu 


Glu 


Asp 


Lys 


Lys 


Gly Leu 


Cys 


Pro 


Ala Pro Lys Glu Pro Ala 


145 










150 










1S5 160 


Gly 


Pro 


Gly 


Ala 


Pro 


Leu 


Leu 


Val 


Val 


Gly 


Ser Ser Arg Asn Leu Leu 










165 










170 


175 


Ser 


Pro 


Leu 


Ser 


Val 


Met 


Ser 


Ala 


Ser 


Gin 


Ala Leu Gin Thr Val Ala 








160 










185 




190 


Leu 


Ser 


Ala 


Ala 


His 


Gly 


Ser 


Ser 


Ser 


Glu 


Pro Asn Leu Ala Leu Lys 






195 










200 






205 


Ala 


Leu 


Ala 


Phe 


Asn 


Gly 


Ser 


Pro 


Leu 


Arg 


Phe Asp Lys Tyr Arg Asn 




210 










215 








220 


Ser 


Asp 


Phe 


Ala 


His 


Leu 


He 


Pro 


Leu 


Thr 


Met Leu Tyr Pro Lys Asn 


225 










230 










235 240 


His 


Leu 


Asp 


Leu 


Thr 


Phe 


His 


Pro 


Pro 


Arg 


Pro Gin Thr Ala Pro Pro 



2351 



WO 00/58473 



PCT/US00/08621 



245 250 255 

Ser lie Pro Ser Pro Lys His Ser Phe Leu Ala Tyr Leu Gly Leu Arg 

260 265 270 

Glu Arg Ala Glu Thr Val 
275 

<210> 3137 

<211> 5773 

<212> DNA 

<213> Homo sapiens 

<400> 3137 

ntgtacaatt tcagtggtta ttgaaatgga caaggcataa taagcagtat tttgtggaat 
60 

cctaagaggc gtagtacagc gaatagccga ttggcagcct atgaagtcct tgtgatgttg 
120 

gctgatagtt caccttcaaa tcttcaaatt attataaaag aactgctttc tatgcatcac 
180 

cagcctgacc ctgctcttac caaggagttt gattaccttc ccccagtgga tagcaggtcc 
240 

agttcagggt ttgtggggct gagaaatggt ggtgcaactt gttatatgaa tgcagtcttc 
300 

cagcagctgt atatgcaacc tgggctccct gagtcattac tttcagtgga tgatgacaca 
360 

gacaatccag atgatagcgt gttttaccaa gtgcagtctc tctttggaca tttaatggaa 
420 

agcaagctgc agtactatgt acctgagaat ttttggaaga ttttcaagat gtggaataaa 
480 

gaactttatg tgagagaaca gcaggatgca tatgaattct ttactagtct cattgatcag 
540 

atggatgaat acctcaagaa aatggggaga gaccaaattt ttaagaatac atttcagggc 
600 

atctactctg atcagaagat ctgtaaagac tgtcctcaca gatatgagcg tgaagaagct 
660 

ttcatggctc tcaatctagg agtgacttct tgtcagagtt tggaaatttc tttggaccaa 
720 

tttgttagag gagaagttct agaaggaagt aatgcgtact actgtgaaaa gtgtaaagaa 
780 

aagagaataa cagtgaaaag gacctgtatt aaatctttac ctagcgtctt ggtaattcac 

840 

ctaatgagat ttgggtttga ctgggaaagc ggacgctcca ttaaatatga tgaacaaata 
900 

aggtttccct ggatgctaaa catggagcct tacacagttt caggaatggc tcgccaagat 
960 

tcttcttctg aagttgggga aaatgggcga agtgtggatc agggcggtgg aggatcccca 
1020 

cgaaaaaagg ttgccctcac agaaaactat gaacttgtcg gtgtcatcgt acacagtggg 
1080 

caggcacacg caggccacta ctattccttc attaaggaca ggcgagggtg tggaaaagga 
1140 

aagtggtata aatttaatga cacagttata gaagaatttg acctaaatga cgagaccctg 
1200 

gagtatgaat gctttggagg agaatataga ccaaaagtct atgatcaaac aaacccatac 
1260 
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actgatgtgc gccgaagata 
1320 

cagaactccc cagtattacc 
X380 

gatctctctc tgtcagctcc 
1440 

cataggccga acaatgaccg 
1500 

aaaggactgt ttgtggagaa 
1560 

ctcaagttta tgaagaatag 
1620 

ttagcttcat tgaatgctac 
16B0 

agcttacagc ttgctattca 
1740 

agggttgata ctgaagaatg 
1800 

gcttgtcagt ggttagttga 
1860 

ttcttactgg agtgcaatgt 
1920 

accctagaca gtgccttgtt 
1980 

gtactacttg ctctgttgga 
2040 

tttttcctgt tcaacacttt 
2100 

aggcattcag ctctgcggca 
2160 

cagatacgtc gatggagttc 
2220 

gcgttacttg ttttgcattc 
2280 

aagcaacgac cacccattag 
2340 

gtagaagccc tgttgttcat 
2400 

ttgcgggagc tgacaggctc 
2460 

tgtaatgagc atttttcctt 
2520 

ccacctcatg agttaaagaa 
2580 

cctatacaag cagagcgagt 
2640 

atgcaccaca gtaatcatgt 
2700 

actcttgctc aaaagtgtcc 
2760 

agctgggctg tgcagtggct 
2820 

aatgtctcta atgaaacatc 
2880 



ctggaatgcc tatatgcttt 
aaagaaaagt cgagtcagcg 
atcttcacca gaaatttcac 
gctgtctatt cttaccaagc 
aatgcctgct cgaatatacc 
agatgtatac agtagtgatt 
taaattaaag catccatatt 
attccttttt caaacttatc 
gattgctacc attgaagcat 
atattttatt agttctgaag 
gagagaagta cgagttgctg 
ttatcaggat aagttaaaaa 
caaagacgtc ccagaaaatt 
tgtacaaaag caaggaatta 
catgatcagc ttcctcctag 
agcacaagca cgagaatttg 
agatgtctca tcccaaagga 
cattgctccc tcaagccctc 
gtctgaaggg aaaccttacc 
gctcttggca ctcattgaga 
cacaatgctg catttcatta 
tacgttccaa ctacttcatg 
taaatttgtg tttgagacag 
ggacagtagt cgctgctacc 
tgcagctaag gagtacttca 
acagaagaag atgtcagaac 
aactggaaaa acctttcagc 



tctaccaaag ggtgtctgat 
ttgtacggca ggaagctgag 
ctcagtcatc ccctcggccc 
tggttaaaaa aggcgagaag 
agatggtgag agatgagaac 
atttcagttt tgttttgtcc 
atccttgcat ggcaaaggtg 
tacggacaaa gaagaaactc 
tgctttcaaa aagttttgat 
gacgagaatt gataaagatt 
tggccaccat tctggagaaa 
gccttcatca gttactggag 
gtaaaaactg tgctcagtac 
gggctggaga tcttcttctg 
gggccagtcg gcaaaacaat 
ggaatcttca caatacagtg 
atgttgctcc tggcatattt 
tgttgcccct ccatgaggag 
tgttagaggt aatgtttgct 
tggtagtgta ctgctgtttc 
agaaccaact agaaacggct 
aaatattggt tattgaagat 
aaaatggatt actagctttg 
agtgtgtcaa atttcttgtc 
aggagaattc ccaccactgg 
attactggac accacagagt 
gaaccatttc agctcaggac 
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gcgctagcgt atgccacagc 
2940 

tcggagagta gtcctgccaa 
3000 

cccatgatga ttggtgagtt 
3060 

cccagcctga gaggagtcaa 
3X20 

tctcgaaccc tttggaagag 
3180 

atcgtgtatt tctcaaggaa 
3240 

agtgggagaa ctccggcatg 
3300 

acatttctgt ggagattttc 
3360 

tacaagagtg agcataaagc 
3420 

tttttatatt ttaagaaaaa 
3480 

tgcagtaata ttaaacagga 
3S40 

ttttcattgt aaaatagtaa 
3600 

cctatttgta tagaatttca 
3660 

tgatgaaagg ttaccaggat 
3720 

ttttctgata taattagatt 
3780 

cagggtgcat tatttgacat 
3840 

tttaaaaaca gcaaaataaa 
3900 

aattatcttt ttaatgcttg 
3960 

tgcaatcgtt tgcttttgct 
4020 

gaagttaact atttgagttg 
4080 

agaaggaatt tgagaatttg 
4140 

aaggtttaag atttattttc 
4200 

gtcgtatttc caaagtatag 
4260 

ggggagaggt ctacacccac 
4320 

ctcacatttt cggccctgtt 
4380 

atgcacagaa ctagggagcc 
4440 

acagaggcgc agccagcccc 
4500 



tttgttgaat gaaaaagagc 
tgagaacgga gacaggcatc 
gagaagtgac cttgatgatg 
gacacaatac tggatgctca 
cctggagatt ggactgggaa 
agcattttta agccactaga 
tggatcagct gtcccgggag 
ggaaatagag ccagtggcag 
tgttgctttc tctacgatgc 
gcaagctgct tttagatatg 
atatccaatt taaaatgatg 
ttaagtcaat ttacacagac 
gatgggtcta gatgagaacc 
caggatcaaa aattgggaaa 
gaaaagagca attttgaaaa 
caattactta aagaagttat 
agcactttaa gatataattt 
gagacatatt gaataaactg 
taaaacataa ttactgaaac 
gtacacactg cttgtgagtc 
tttctcctca acatgactaa 
ccagaaataa atataaagca 
caccattcac tcatttatac 
atatttcata tatattttgt 
ttgcctttag ttacaggtcc 
ttaggaagtg ccaggttttc 
gaagtgcctg cctggctgct 



aatcaggaag 


cagtaatggg 


tacagcaggg 


ttcagaatct 


ttgatcccta 


gaggaacatg 


gcaccttctt 


ggaatcagaa 


agctgctgtg 


acttgggcgg 


aggtttggga 


gctgtttggc 


cgtggtctat 


atgtggattc 


acttttttgt 


tacacgaaca 


tacaaaagaa 


attcctttgg 


tgggggcaaa 


tttttaacct 


taaagatgta 


ataaaattcc 


ctttgtattt 


aatatgtctc 


ctatgcataa 


gcttggatct 


tactaagctc 


ttgaagatat 


tgctgtgttc 


cccagaagta 


gagttgttcc 


ccaaacagat 


tactgagttt 


aacttcacag 


tagtcttaaa 


tcatgtgatc 


ccttggtatt 


ggttgtatat 


tcatagttat 


tgtaatgcag 


ttaacactga 


aaagtcagtc 


attgaataac 


catccattta 


cagctccctt 


ttatggtgtg 


acattttgta 


ttttgaatcg 


tgccttattt 


tcatctcacc 


accgtcagat 


ttgccaagtc 


gtggcattgt 


gtgggcatgt 
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ggccaggcag atggcatctc attactgtgc tctcgccatg gcccagtctt ttcattctct 
4560 

ggcagtgagg gtttctgtgc tgtcagactt cattgttatt ctgtgacttg ctggaggttg 
4620 

gcagtggcct ttgtcaaaca cactgagaag atggaagggc cagcacttaa gagcagaact 
4680 

gtacccttag agaaacggac agaggcgagt ggcaaacttc agacggttcc aatggtcttg 
4740 

cagtttgaaa tgtgatgttc taccattggt tttgagtacg tgaatacttc ctgtcctact 
4800 

gtttccccta ccctattctc accttctctc cgcccacatc ctcaccaaga gattgtgtgg 
4860 

gacatgacct tgaaatgctg gcgatgatcc acactgggat atcatcgctg gcgactgcac 
4920 

tctcaggagc ccaaaatcag gagtgaaatt gccacttcta gtcagcccct tat t tec tat 
4980 

ggaaacaacg ccttccgcac ccctagcacc tgccgtcctc actgtaaagc ttcatcagga 
5040 

tcgtccaccg tgtatattat aegcttcaga tcatgttgct tatattgttg ctgeaatgae 
5X00 

categtttte actttgetgg taaccacttg attgetgaca gctacagtca atgaacctgc 
5160 

tgatgacttt ttttaatgta gtacaacagt gacagttatg acaggcttac cttggaagag 
5220 

ttgtcatttt tactgecaat tttttggatg aagatgtttt tataaacctt tcaaaatggt 
5280 

ctgcaaacag agcaggaatt gcacaattaa ctcaactcaa taatgctgtg tgttctcaag 
5340 

aagctccctt agtgaggccg atcttaagat ggecgattet gcccgttgaa ggcatcctgg 
5400 

gaaagaaaac aagcatccca gegggcatet caccacgact tctcctggag tcctcacacg 
5460 

gtcactgaca actacagtca gttttaggaa etagagtgee gtatcatcag acttaccctg 
5520 

tcctgcccca ccttccctgc taacatcgag gtgtgtgcag ttaccttctg agcttggaac 
5580 

aagcagactg gaattttcct ctgctacctc ttgtgtataa aatcttgttt ataaaatttc 
5640 

aaaaggaagt agatacacta gggaagaacc ttaattctaa atttggttca tgtgtggcaa 
5700 

agttcttagc ttctaagagt ataaaataaa tttttcaaaa acaaaaaaaa accaaaaaaa 
5760 

aaaaaaaaaa aaa 
5773 

<210> 3138 

<211> 977 

<212> PRT 

<213> Homo sapiens 

<400> 3138 

Leu Ala Asp Ser Ser Pro Ser Asn Leu Gin lie lie lie Lys Glu Leu 

15 10 15 

Leu Ser Met His His Gin Pro Asp Pro Ala Leu Thr Lys Glu Phe Asp 
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20 


25 










30 




Tyr 


Leu Pro 


Pro 


Val Asp Ser Arg Ser 


Ser Ser Gly Phe 


Val Gly 


Leu 




35 




40 








45 






Arg 


Asn Gly 


Gly 


Ala Thr Cys Tyr Met 


Asn 


Ala 


Val 


Phe 


Gin Gin 


Leu 




SO 




55 






60 








Tyr 


Met Gin 


Pro 


Gly Leu Pro Glu Ser 


Leu 


Leu 


Ser 


Val 


Asp Asp 


Asp 


65 






70 




75 








80 


Thr 


Asp Asn 


Pro 


Asp Asp Ser Val Phe 


Tyr Gin Val Gin 


Ser Leu 


Phe 








85 


90 








95 




Gly 


His Leu 


Met 


Glu Ser Lys Leu Gin 


Tyr Tyr 


val 


Pro 


Glu Asn 


Phe 






100 


105 










110 




Trp 


Lys He 


Phe 


Lys Met Trp Asn Lys 


Glu 


Leu 


Tyr 


Val 


Arg Glu 


Gin 




115 




120 








125 






Gin 


Asp Ala 


Tyr 


Glu Phe Phe Thr Ser 


Leu 


He 


Asp 


Gin 


Met Asp 


Glu 




130 




135 






140 








Tyr 


Leu Lys 


Lys 


Met Gly Arg Asp Gin 


He 


Phe 


Lys Asn 


Thr Phe 


Gin 


145 






150 




155 








160 


Gly 


He Tyr 


Ser 


Asp Gin Lys lie Cys 


Lys 


Asp 


Cys 


Pro 


His Arg 


Tyr 








165 


170 








175 




Glu 


Arg Glu 


Glu 


Ala Phe Met Ala Leu 


Asn 


Leu 


Gly Val 


Thr Ser 


Cys 






180 


185 










190 




Gin 


Ser Leu 


Glu 


He Ser Leu Asp Gin 


Phe 


Val 


Arg Gly 


Glu val 


Leu 




195 




200 








205 






Glu 


Gly Ser 


Asn 


Ala Tyr Tyr Cys Glu 


Lys 


Cys 


Lys 


Glu 


Lys Arg 


He 




210 




215 






220 








Thr 


Val Lys 


Arg 


Thr Cys He Lys Ser 


Leu 


Pro 


Ser 


Val 


Leu Val 


He 


225 






230 




235 








240 


His 


Leu Met 


Arg 


Phe Gly Phe Asp Trp 


Glu 


Ser 


Gly Arg 


Ser He 


Lys 








245 


250 








255 




Tyr 


Asp Glu 


Gin 


He Arg Phe Pro Trp 


Met 


Leu 


Asn 


Met 


Glu Pro 


Tyr 






260 


265 










270 




Thr 


val Ser 


Gly 


Met Ala Arg Gin Asp 


Ser 


Ser 


Ser 


Glu 


Val Gly 


Glu 




275 




2B0 








285 






Asn 


Gly Arg 


Ser 


val Asp Gin Gly Gly 


Gly Gly 


Ser 


Pro 


Arg Lys 


Lys 




290 




295 






300 








Val 


Ala Leu 


Thr 


Glu Asn Tyr Glu Leu 


val 


Gly 


Val 


He 


Val His 


Ser 


30S 






310 




315 








320 


Gly 


Gin Ala 


His 


Ala Gly His Tyr Tyr 


Ser 


Phe 


He 


Lys 


Asp Arg 


Arg 








325 


330 








335 




Gly 


Cys Gly 


Lys 


Gly Lys Trp Tyr Lys 


Phe 


Asn 


Asp 


Thr 


Val He 


Glu 






340 


345 










350 




Glu 


Phe Asp 


Leu 


Asn Asp Glu Thr Leu 


Glu Tyr 


Glu Cys 


Phe Gly 


Gly 




355 




360 








365 






Glu 


Tyr Arg 


Pro 


Lys Val Tyr Asp Gin 


Thr 


Asn 


Pro 


Tyr 


Thr Asp 


Val 




370 




375 






380 








Arg 


Arg Arg 


Tyr 


Trp Asn Ala Tyr Met 


Leu 


Phe 


Tyr 


Gin 


Arg Val 


Ser 


385 






390 




395 








400 


Asp 


Gin Asn 


Ser 


Pro Val Leu Pro Lys 


Lys 


Ser 


Arg 


Val 


Ser Val 


val 








405 


410 








415 




Arg 


Gin Glu 


Ala 


Glu Asp Leu Ser Leu 


Ser 


Ala 


Pro 


ser 


Ser Pro 


Glu 






420 


425 










430 




lie 


Ser Pro 


Gin 


Ser Ser Pro Arg Pro 


His 


Arg 


Pro 


Asn 


Asn Asp 


Arg 




435 




440 








445 






Leu 


Ser lie 


Leu 


Thr Lys Leu Val Lys 


Lys 


Gly 


Glu 


Lys 


Lys Gly 


Leu 
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4S0 455 460 

Phe Val Glu Lys Met Pro Ala Arg lie Tyr Gin Met Val Arg Asp Glu 
465 470 475 480 

Asn Leu Lys Phe Met Lys Asn Arg Asp Val Tyr Ser Ser Asp Tyr Phe 

485 490 495 

Ser Phe Val Leu Ser Leu Ala Ser Leu Asn Ala Thr Lys Leu Lys His 

500 505 510 

Pro Tyr Tyr Pro Cys Met Ala Lys Val Ser Leu Gin Leu Ala lie Gin 

515 520 525 

Phe Leu Phe Gin Thr Tyr Leu Arg Thr Lys Lys Lys Leu Arg Val Asp 

530 535 540 

Thr Glu Glu Trp lie Ala Thr He Glu Ala Leu Leu Ser Lys Ser Phe 
545 550 555 560 

Asp Ala Cys Gin Trp Leu Val Glu Tyr Phe He Ser Ser Glu Gly Arg 
565 570 575 

Glu Leu He Lys lie Phe Leu Leu Glu Cys Asn Val Arg Glu Val Arg 

580 585 590 

Val Ala Val Ala Thr He Leu Glu Lys Thr Leu Asp Ser Ala Leu Phe 

595 600 605 

Tyr Gin Asp Lys Leu Lys Ser Leu His Gin Leu Leu Glu Val Leu Leu 

610 615 620 

Ala Leu Leu Asp Lys Asp Val Pro Glu Asn Cys Lys Asn Cys Ala Gin 
625 630 635 640 

Tyr Phe Phe Leu Phe Asn Thr Phe Val Gin Lys Gin Gly He Arg Ala 

645 650 655 

Gly Asp Leu Leu Leu Arg His Ser Ala Leu Arg His Met He Ser Phe 

660 665 670 

Leu Leu Gly Ala Ser Arg Gin Asn Asn Gin He Arg Arg Trp Ser Ser 

675 680 685 

Ala Gin Ala Arg Glu Phe Gly Asn Leu His Asn Thr Val Ala Leu Leu 

690 695 700 

Val Leu His Ser Asp Val Ser Ser Gin Arg Asn Val Ala Pro Gly He 
705 710 715 720 

Phe Lys Gin Arg Pro Pro He Ser He Ala Pro Ser Ser Pro Leu Leu 

725 730 735 

Pro Leu His Glu Glu Val Glu Ala Leu Leu Phe Met Ser Glu Gly Lys 

740 745 750 

Pro Tyr Leu Leu Glu Val Met Phe Ala Leu Arg Glu Leu Thr Gly Ser 

755 760 765 

Leu Leu Ala Leu He Glu Met Val Val Tyr Cys Cys Phe Cys Asn Glu 

770 775 780 

His Phe Ser Phe Thr Met Leu His Phe He Lys Asn Gin Leu Glu Thr 
785 790 795 800 

Ala Pro Pro His Glu Leu Lys Asn Thr Phe Gin Leu Leu His Glu He 

805 810 815 

Leu Val He Glu Asp Pro He Gin Ala Glu Arg Val Lys Phe Val Phe 

820 825 630 

Glu Thr Glu Asn Gly Leu Leu Ala Leu Met His His Ser Asn His Val 

835 840 84S 

Asp Ser Ser Arg Cys Tyr Gin Cys Val Lys Phe Leu Val Thr Leu Ala 

850 855 860 

Gin Lys Cys Pro Ala Ala Lys Glu Tyr Phe Lys Glu Asn Ser His His 
865 870 875 8B0 

Trp Ser Trp Ala Val Gin Trp Leu Gin Lys Lys Met Ser Glu His Tyr 
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885 

Trp Thr Pro Gin Ser Asn Val Ser 
900 

Phe Gin Arg Thr lie Ser Ala Gin 
915 920 
Leu Leu Asn Glu Lys Glu Gin Ser 

930 935 
Ser Pro Ala Asn Glu Asn Gly Asp 
945 950 
Ser Pro Met Met lie Gly Glu Leu 

965 

Pro 





890 




895 




Asn 


Glu 


Thr Ser Thr Gly 


Lys 


Thr 


90S 




910 






Asp 


Ala 


Leu Ala Tyr Ala 


Thr 


Ala 






925 






Gly Ser 


Ser Asn Gly Ser 


Glu 


Ser 






940 






Arg 


His 


Leu Gin Gin Gly 


Ser 


Glu 






955 




960 


Arg 


Ser 


Asp Leu Asp Asp 


Val 


Asp 




970 




975 





<210> 3139 
<211> 503 
<212> DNA 

<213> Homo sapiens 
<400> 3139 

nggaccctct gtttaggact gacggttgct gtggactctt atttttggcg gcagctcact 
60 

tggccggaag gaaaggtgct ttggtacaac actgtcctga acaaaagctc caactggggg 
120 

acctccccgc tgctatggta cttctactca gccctgcccc gcggcctggg ctgcagcctg 
180 

ctcttcatcc ccttgggctt ggtagacaga aggacgcacg cgccgacggt gctggcactg 
240 

ggcttcatgg cactctactc cctcctgcca cacaaggagc tacgcttcat catctatgcc 
300 

ttccccatgc tcaacatcac ggctgccaga ggctgctcct acctgtgagt gctctttttg 
360 

tgacatgcat ttttatagtt tcattggaaa caggttcact gatttactgt tggggggatg 
420 

tatgtgtgtg tttaattttt gaaacagggt cttgctctgt cgcccagctg gagtggggct 
480 

tactgcaccc ctcaactcct agg 
503 

<210> 3140 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 3140 

Xaa lie Leu Cys Leu Gly Leu Thr Val Ala Val Asp Ser Tyr Phe Trp 

15 10 15 

Arg Gin Leu Thr Trp Pro Glu Gly Lys Val Leu Trp Tyr Asn Thr Val 

20 25 30 

Leu Asn Lys Ser Ser Asn Trp Gly Thr Ser Pro Leu Leu Trp Tyr Phe 

35 40 45 

Tyr Ser Ala Leu Pro Arg Gly Leu Gly Cys Ser Leu Leu Phe He Pro 

50 55 60 

Leu Gly Leu Val Asp Arg Arg Thr His Ala Pro Thr Val Leu Ala Leu 
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65 

Gly Phe Met Ala 

He He Tyr Ala 
100 

Ser Tyr Leu 
115 



70 

Leu Tyr Ser Leu 
85 

Phe Pro Met Leu 



75 

Leu Pro His Lys 
90 

Asn He Thr Ala 
105 



80 

Glu Leu Arg Phe 
95 

Ala Arg Gly Cys 
110 



<210> 3141 

<211> 1815 

<212> DNA 

<213> Homo sapiens 



<400> 3141 
nnattcttgg 
60 

caggttggcg 
120 

gcatccgcgt 
180 

gggcattcgt 
240 

gcgatgcccc 
300 

gagttctgga 
360 

ttcgccaccg 
420 

tacatccccc 
480 

tccccctatg 
540 

gctggcaaca 
600 

gacatcatag 
660 

tccattgctg 
720 

aggtatccta 
7B0 

gatgtggtgg 
840 

gactgtgtgg 
900 

atccagaacc 
960 

accaccaccc 
1020 

ctcattccca 
1080 

cagtcagtgg 
1140 

cccaagaacg 
1200 



atgacatccc 
tccccggccc 
caagaggcga 
ctcagccgtg 
gggagatcat 
aacagctgtg 
agggcactga 
gggccgtgct 
ccaagctcta 
actgggccag 
accgggaggc 
gggggacagg 
agaagctggt 
tccagcctta 
tggtgctgga 
catccttctc 
tgcgctaccc 
ccccacggct 
ccagcgtgag 
tgatggtgtc 



tcagcatgtc 
accggccagg 
agagagcgcg 
actctcgcca 
caccctgcag 
cgccgagcat 
ccgcaaggac 
gctggacttg 
caacccagag 
cggattctcc 
agatggtagt 
ctctggactg 
gcagacatac 
caattcactc 
caacacagcc 
ccagatcaac 
tggctacatg 
ccacttcctc 
gaagaccacg 
cacaggccga 



tgagcgactg 
agaggcctgc 
cgctccccac 
ggccggggct 
ctgggccagt 
ggtatcagcc 
gtctttttct 
gaaccccggg 
aacatctacc 
cagggtgaga 
gacagtctag 
ggttcctacc 
tcagtgtttc 
ctcacactca 
ctgaaccgga 
cagctggtgt 
aacaatgacc 
atgaccggct 
gtcctggatg 
gaccgccaga 



ctgagggaga 
gctgcacacg 
gtcctgcgct 
ggcgcgccca 
gcggcaacca 
ccgagggcat 
accaggcaga 
tgatccactc 
tgtcggaaca 
aaattcatga 
agggctttgt 
tcttagaacg 
ccaaccagga 
agaggctgac 
ttgccacaga 
ctaccatcat 
tcatcggcct 
acaccccgct 
tcatgaggcg 
ccaaccactg 



aaatgatgcc 
cgcagaccga 
cctggctgcc 
cgtctgaaga 
gattgggttc 
cgtggaggag 
cgatgagcac 
catcctcaac 
tggaggagga 
ggacattttt 
gctgtgtcac 
gctgaatgac 
cgagatgagc 
gcagaatgca 
ccgcctgcac 
gtcagccagc 
catcgcctcg 
cactacagac 
gctgctgcag 
ctacatcgcc 
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atcctcaaca tcatccaggg agaggtggac cccacccagg tccacaagag cttgcagagg 
1260 

atccgggaac gcaagttggc caacttcatc ccgtggggcc ccgccagcat ccaggtggcc 
1320 

ctgtcgagga agtctcccta cctgccctcg gcccaccggg tcagcgggct catgatggcc 
1380 

aaccacacca gcatctcctc gctcttcgag agaacctgtc gccagtatga caagctgcgt 
1440 

aagcgggagg ccttcctgga gcagttccgc aaggaggaca tgttcaagga caactttgat 
1500 

gagatggaca catccaggga gattgtgcag cagctcatcg atgagtacca tgcggccaca 
1560 

cggccagact acatctcctg gggcacccag gagcagtgag tcccccagga cagggaccct 
1620 

catctgcctt actggttggc ccaagccctg cctgactgac caccccctca gagcacagat 
1680 

cagggacctc acgcatctct ttctcatata catggactct ctgttggcct gcaaacacat 
1740 

ttacttctcc tcttatgaga ctatttatct ttaataaagc actggatata aaaaaaaaaa 
1800 

aaaaaaaaaa aaaaa 
1815 

<210> 3142 

<211> 451 

<212> PRT 

<213> Homo sapiens 



<400> 3142 



Met 


Pro 


Arg 


Glu 


He 


He 


Thr 


Leu 


Gin 


Leu Gly Gin Cys Gly Asn Gin 


1 








5 










10 15 


He 


Gly 


Phe 


Glu 


Phe 


Trp 


Lys 


Gin 


Leu 


Cys Ala Glu His Gly He Ser 








20 










25 


30 


Pro 


Glu 


Gly 


He 


Val 


Glu 


Glu 


Phe 


Ala 


Thr Glu Gly Thr Asp Arg Lys 






35 










40 




45 


Asp 


Val 


Phe 


Phe 


Tyr 


Gin 


Ala 


Asp 


Asp 


Glu His Tyr He Pro Arg Ala 




50 










55 






60 


Val 


Leu 


Leu 


Asp 


Leu 


Glu 


Pro 


Arg 


Val 


He His Ser He Leu Asn Ser 


65 










70 








75 80 


Pro 


Tyr 


Ala 


Lys 


Leu 


Tyr 


Asn 


Pro 


Glu 


Asn He Tyr Leu Ser Glu His 










85 










90 95 


Gly 


Gly 


Gly 


Ala 


Gly 


Asn 


Asn 


Trp 


Ala 


Ser Gly Phe Ser Gin Gly Glu 








100 










105 


110 


Lys 


He 


His 


Glu 


Asp 


He 


Phe 


ASp 


He 


He Asp Arg Glu Ala Asp Gly 






115 










120 




125 


Ser 


Asp 


Ser 


Leu 


Glu 


Gly 


Phe 


val 


Leu 


Cys His Ser He Ala Gly Gly 




130 










135 






140 


Thr 


Gly 


Ser 


Gly 


Leu 


Gly 


Ser 


Tyr 


Leu 


Leu Glu Arg Leu Asn Asp Arg 


145 










150 








155 160 


Tyr 


Pro 


Lys 


Lys 


Leu 


Val 


Gin 


Thr 


Tyr 


Ser Val Phe Pro Asn Gin Asp 










165 










170 175 


Glu 


Met 


Ser 


Asp 


Val 


Val 


val 


Gin 


Pro 


Tyr Asn Ser Leu Leu Thr Leu 








180 










185 


190 


Lys 


Arg 


Leu 


Thr 


Gin 


Asn 


Ala 


Asp 


Cys 


Val Val val Leu Asp Asn Thr 
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195 






200 










205 








Ala 


Leu 


Asn 


Arg 


He 


Ala Thr Asp 


Arg 


Leu 


His 


He 


Gin 


Asn 


Pro 


Ser 




210 








215 








220 










Phe 


Ser 


Gin 


lie 


Asn 


Gin Leu Val 


Ser 


Thr 


He 


Met 


Ser 


Ala 


Ser 


Thr 


225 










230 






235 










240 


Thr 


Thr 


Leu 


Arg 


Tyr 


Pro Gly Tyr 


Met 


Asn 


Asn 


Asp 


Leu 


He 


Gly 


Leu 










245 






250 










255 




lie 


Ala 


Ser 


Leu 


He 


Pro Thr Pro 


Arg 


Leu 


His 


Phe 


Leu 


Met 


Thr 


Gly 








260 






265 










270 






Tyr 


Thr 


Pro 


Leu 


Thr 


Thr Asp Gin 


Ser 


Val 


Ala 


Ser 


Val 


Arg 


Lys 


Thr 






275 






280 










285 








Thr 


Val 


Leu 


Asp 


Val 


Met Arg Arg 


Leu 


Leu 


Gin 


Pro 


Lys 


Asn 


Val 


Met 




290 








295 








300 










Val 


Ser 


Thr 


Gly 


Arg 


Asp Arg Gin 


Thr 


Asn 


His 


Cys 


Tyr 


He 


Ala 


He 


305 










310 






315 










320 


Leu 


Asn 


lie 


lie 


Gin 


Gly Glu Val 


Asp 


Pro 


Thr 


Gin 


Val 


His 


Lys 


Ser 










325 






330 










335 




Leu 


Gin 


Arg 


He 


Arg 


Glu Arg Lys 


Leu 


Ala 


Asn 


Phe 


He 


Pro 


Trp 


Gly 








340 






345 










350 






Pro 


Ala 


Ser 


He 


Gin 


Val Ala Leu 


Ser 


Arg 


Lys 


Ser 


Pro 


Tyr 


Leu 


Pro 






355 






360 










365 








Ser 


Ala 


His 


Arg 


Val 


Ser Gly Leu 


Met 


Met 


Ala 


Asn 


His 


Thr 


Ser 


He 




370 








375 








380 










Ser 


Ser 


Leu 


Phe 


Glu 


Arg Thr Cys 


Arg 


Gin 


Tyr 


Asp 


Lys 


Leu 


Arg 


Lys 


385 










390 






395 










400 


Arg 


Glu 


Ala 


Phe 


Leu 


Glu Gin Phe 


Arg 


Lys 


Glu 


Asp 


Met 


Phe 


Lys 


Asp 










405 






410 










415 




Asn 


Phe 


Asp 


Glu 


Met 


Asp Thr Ser 


Arg 


Glu 


He 


Val 


Gin 


Gin 


Leu 


He 








420 






425 










430 






Asp 


Glu 


Tyr 


His 


Ala 


Ala Thr Arg 


Pro 


Asp 


Tyr 


He 


Ser 


Trp 


Gly 


Thr 






435 






440 










445 









Gin Glu Gin 



450 

<210> 3143 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 3143 

gctagctacc aaaaagggca ggagaaggaa gagcaacgtc tcagtgtcag gagggggccc 
60 

ggagacagac cctctgcggt ggagtctggg agtggtgtgg ttgctgcttg ggctgggctg 
120 

caggcctgag ctcctggctg gtgggaaggg gaggctgctg gtccacagtg tgggggtgct 
180 

tcacggttaa ccaagccatc ccccatgctg ggcgtgaggc actagcggaa ttgagagcct 
240 

cagaaaccca ggtgctgctg tgtgaggctg tcgcagccac gaagatgacc atgactgcaa 
300 

gggctgtgag gggccccctg agcgtccagc agcactaaca gataggaacc acgcgt 
356 

<210> 3144 
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<211> 8X 

<212> PRT 

<213> Homo sapiens 



<400> 3144 

Met Val He Phe Val Ala Ala Thr 

1 S 
Ser Glu Ala Leu Asn Ser Ala Ser 
20 

Ala Trp Leu Thr Val Lys His Pro 

35 40 
Leu Pro Thr Ser Gin Glu Leu Arg 

50 55 
Pro His His Ser Gin Thr Pro Pro 
65 70 
Ser 



Ala Ser His Ser Ser Thr Trp Val 

10 15 
Ala Ser Arg Pro Ala Trp Gly Met 
25 30 
His Thr Val Asp Gin Gin Pro Pro 

45 

Pro Ala Ala Gin Pro Lys Gin Gin 
60 

Gin Arg Val Cys Leu Arg Ala Pro 
75 80 



<210> 3145 

<211> 436 

<212> DNA 

<213> Homo sapiens 



c400> 3145 

taaaagcccg gagccgctca gctatggaga 
60 

atccgaagag cccgattacc agctgctcgg 
120 

ctccgaggag cccgctccac ctgccctcag 
180 

ttacgcacct gccctcagtg ccagggcccc 
240 

cagccagtgg tcactctgcc cggcagatga 
300 

gctccaggcg ccctcggaaa ctgccctggc 
360 

cgaatgtagt gagcagccgt cgcagactca 
420 

tcccacagcg gttgct 
436 



agctgcgctc caaaactcca ctcggcctcc 
gagggccaag caggaccggg ggaggccaaa 
gagggtgttt aaaacggagg ttgccaccgt 
cgagcctggt ttgtcagact ctgcagccgc 
cgagcggagg agagccacac atctcaacgg 
ctgctcaccc ccgatgcagt gcctgtcccc 
caccccgccg gggctgggga accagctaag 



<210> 3146 
<211> 131 
<212> PRT 

<213> Homo sapiens 



<400> 3146 

Met Glu Lys Leu Arg Ser Lys Thr 

1 5 
Pro He Thr Ser Cys Ser Gly Gly 
20 

Thr Pro Arg Ser Pro Leu His Leu 

35 40 
Arg Leu Pro Pro Phe Thr His Leu 



Pro Leu Gly Leu His Pro Lys Ser 

10 15 

Pro Ser Arg Thr Gly Gly Gly Gin 
25 30 

Pro Ser Gly Gly Cys Leu Lys Arg 

45 

Pro Ser Val Pro Gly Pro Pro Ser 
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50 55 60 

Leu Val Cys Gin Thr Leu Gin Pro Pro Ala Ser Gly His Ser Ala Arg 
65 70 75 80 

Gin Met Thr Ser Gly Gly Glu Pro His He Ser Thr Gly Ser Arg Arg 

85 90 95 

Pro Arg Lys Leu Pro Trp Pro Ala His Pro Arg Cys Ser Ala Cys Pro 

100 105 110 

Pro Asn Val Val Ser Ser Arg Arg Arg Leu Thr Pro Arg Arg Gly Trp 

115 120 125 

Gly Thr Ser 
130 

<210> 3147 
<211> 3106 
<212> DNA 

<213> Homo sapiens 
<400> 3147 

cacaccggct gggaggcagc cgtctgtgca gcgagcagcc ggcgcgggga ggccgcagtg 
60 

cacggggcgt cacagtcggc aggcagcatg gggaagggag ggaaccaggg cgagggggcc 
120 

gccgagcgcg aggtgtcggt gcccaccttc agctgggagg agattcagaa gcataacctg 
180 

cgcaccgaca ggtggctggt cattgaccgc aaggtttaca acatcaccaa atggtccatc 
240 

cagcacccgg ggggccagcg ggtcatcggg cactacgctg gagaagatgc aacggatgcc 
300 

ttccgcgcct tccaccctga cctggaattc gtgggcaagt tcttgaaacc cctgctgact 
360 

ggtgaactgg ccccggagga gcccagccag gaccacggca agaactcaaa gatcactgag 
420 

gacttccggg ccctgaggaa gacggctgag gacatgaacc tgttcaagac caaccacgtg 
480 

ttcttcctcc tcctcctggc ccacatcatc gccctggaga gcattgcatg gttcactgtc 
540 

ttttactttg gcaatggctg gattcctacc ctcatcacgg cctttgtcct tgctacctct 
600 

caggcccaag ctggatggct gcaacatgat tatggccacc tgtctgtcta cagaaaaccc 
660 

aagtggaacc accttgtcca caaattcgtc attggccact taaagggtgc ctctgccaac 
720 

tggtggaatc atcgccactt ccagcaccac gccaagccta acatcttcca caaggatccc 
780 

gatgtgaaca tgctgcacgt gtttgttctg ggcgaatggc agcccatcga gtacggcaag 
840 

aagaagctga aatacctgcc ctacaatcac cagcacgaat acttcttcct gattgggccg 
900 

ccgctgctca tccccatgta tttccagtac cagatcatca tgaccatgat cgtccataag 
960 

aactgggtgg acctggcctg ggccgtcagc tactacatcc ggttcttcat cacctacatc 
1020 

cctttctacg gcatcctggg agccctcctt ttcctcaact tcatcaggtt cctggagagc 
1080 
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cactggtttg tgtgggtcac 
1140 

taccgtgact ggttcagtag 
1200 

aacgactggt tcagtggaca 
1260 

ccccggcaca acttacacaa 
1320 

attgaatacc aggagaagcc 
1380 

aagtctggga agctgtggct 
1440 

accgtgggga aggggtgcag 
1500 

ggggtgtccg agaggctggt 
1560 

tttctcctct cctttttctc 
1620 

ccctccctca gccgtcagcc 
1660 

caaggagcag agaggtggcc 
1740 

aagatgggag gagaccagcg 
1800 

tcactaggca tcacccccgc 
1860 

cctagtcggg cagggcccct 
1920 

Ctggtccacc ctttcataga 
1980 

gctcggttaa gtacccgagg 
2040 

gccagcccaa accttgggcc 
2100 

ctgggctttc acgggcccca 
2160 

aaagggggag tccctcgtct 
2220 

gccggctggc ctggaggctc 
2280 

aagattctgg agcaatctga 
2340 

ccaatccctg gccatttggc 
2400 

gagctgggag gtctcgtccc 
2460 

ctcaggcact ctcctgtctg 
2520 

attctgatag gagggggcgg 
2580 

ccttgcctcg gtggccctga 
2640 

caggaggagg ctgccctgag 
2700 



acagatgaat cacatcgtca 
ccagctgaca gccacctgca 
ccttaacttc cagattgagc 
gatcgccccg ctggtgaagt 
gctactgagg gccctgctgg 
ggacgcctac cttcacaaat 
gtggggtgat ggccagagga 
gtatgcactg ctcacggacc 
ctcacatctc ccccatagca 
atcagccatg gccctcccag 
accgggggtg gctctgtcct 
gtccatgggt ctggcctgtg 
tttggttctt cagatgctct 
gaccctcccg gcctggcttc 
gaggcctgct ttgttacaaa 
cctctcttaa gatgtccagg 
ctggaagagt cctccacccc 
ttccaccgcc tccccaactt 
cttgtgactc agcagaggca 
agcccaccct ccagcttttc 
cccttctcca aaggctctgt 
cccaggggac gtgggccctg 
agccctcccc atctcggggc 
aacctgccct tactgtgttt 
cagggctggg ccttgtgaca 
ctgtcaggga gggccaggga 
gggctgggga gggggtacct 

2364 



tggagattga ccaggaggcc 
acgtggagca gtccttcttc 
accacctctt ccccaccatg 
ctctatgtgc caagcatggc 
acatcatcag gtccctgaag 
gaagccacag cccccgggac 
atgatgggct tttgttctga 
ccatgttgga tctttctccc 
ccctgccctc atgggacctg 
tgcctcctag ccccttcttc 
acctccactc tctgccccta 
agtctcccct tgcagcctgg 
tggggttcat aggggcaggt 
actctccctg acggctgcca 
gctcgggtct ccctcctgca 
gccccaggcc cgcgggcaca 
atcactagag tgctctgacc 
gagcctgtga ccttgggacc 
gtggccacgt tcagggaggg 
ctcagggtgt cctgaggtcc 
tatcagctgg gcagtgccag 
caggctgcag gagggcactg 
tgctgtgtgg acggcgctgc 
aacctgttgc tccaggatgc 
atctgccttt caccacatgg 
ggcagagcgg gagggagtct 
catgaggacc agggtggagc 
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tgagaagagg aggaggtggg ggctggaggt gctggtagct gaggggacgg gcaagtgaga 
2760 

ggggagggag ggaagtcctg ggaggatcct gagctgctgt tgcagtctaa cccactaatc 
2820 

agttcttaga ttcaggggaa gggcaggcac caacaactca gaatgggggc tttcggggag 
2860 

ggcgcctagt ccccccagct ctaagcagcc aggagggacc tgcatctaag catctgggtt 
2940 

gccatggcaa tggcatgccc cccagctact gtatgccccc gacccccgca gaggcagaat 
3000 

gaacccatag ggagctgatc gtaatgttta tcatgttact tccccacccc tacatttttt 
3060 

gaaataaaat aaggaatttt attctcaaaa aaaaaaaaaa aaaaaa 
3106 

<210> 3148 

<211> 444 

<212> PRT 

<213> Homo sapiens 



<400> 3148 



Met 


Gly 


Lys 


Gly 


Gly 


Asn 


Gin 


Gly 


Glu 


Gly 


Ala 


Ala 


Glu Arg Glu Val 


1 








5 










10 








15 


Ser 


Val 


Pro 


Thr 


Phe 


Ser 


Trp 


Glu 


Glu 


He 


Gin 


Lys 


His 


Asn Leu Arg 








20 










25 










30 


Thr 


Asp 


Arg 


Trp 


Leu 


Val 


He 


Asp 


Arg 


Lys 


Val 


Tyr 


Asn 


He Thr Lys 






35 










40 










45 




Trp 


Ser 


lie 


Gin 


His 


Pro 


Gly 


Gly 


Gin 


Arg 


val 


He 


Gly 


His Tyr Ala 




50 










55 










60 






Gly 


Glu 


Asp 


Ala 


Thr 


Asp 


Ala 


Phe 


Arg 


Ala 


Phe 


His 


Pro 


Asp Leu Glu 


65 










70 










75 






80 


Phe 


Val 


Gly 


Lys 


Phe 


Leu 


Lys 


Pro 


Leu 


Leu 


He 


Gly 


Glu 


Leu Ala Pro 










85 






• 




90 








95 


Glu 


Glu 


Pro 


Ser 


Gin 


Asp 


His 


Gly 


Lys 


Asn 


Ser 


Lys 


He 


Thr Glu Asp 








100 










105 










110 


Phe 


Arg 


Ala 


Leu 


Arg 


Lys 


Thr 


Ala 


Glu 


Asp 


Met 


Asn 


Leu 


Phe Lys Thr 






115 










120 










125 




Asn 


His 


Val 


Phe 


Phe 


Leu 


Leu 


Leu 


Leu 


Ala 


His 


He 


He 


Ala Leu Glu 




130 










135 










140 






Ser 


lie 


Ala 


Trp 


Phe 


Thr 


Val 


Phe 


Tyr 


Phe 


Gly 


Asn 


Gly Trp He Pro 


145 










150 










155 






160 


Thr 


Leu 


He 


Thr 


Ala 


Phe 


Val 


Leu 


Ala 


Thr 


Ser 


Gin 


Ala Gin Ala Gly 










165 










170 








175 


Trp 


Leu 


Gin 


His 


Asp 


Tyr 


Gly 


His 


Leu 


Ser 


Val 


Tyr 


Arg 


Lys Pro Lys 








180 










185 










190 


Trp 


Asn 


His 


Leu 


Val 


His 


Lys 


Phe 


Val 


He 


Gly 


His 


Leu Lys Gly Ala 






195 










200 










205 




Ser 


Ala 


Asn 


Trp 


Trp 


Asn 


His 


Arg 


His 


Phe 


Gin 


His 


His 


Ala Lys Pro 




210 










215 










220 






Asn 


lie 


Phe 


His 


Lys 


Asp 


Pro 


Asp 


Val 


Asn 


Met 


Leu 


His 


Val Phe Val 


225 










230 










235 






240 


Leu 


Gly 


Glu 


Trp 


Gin 


Pro 


He 


Glu 


Tyr 


Gly 


Lys 


Lys 


Lys 


Leu Lys Tyr 










245 










250 








255 


Leu 


Pro 


Tyr 


Asn 


His 


Gin 


His 


Glu 


Tyr 


Phe 


Phe 


Leu 


He Gly Pro Pro 
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260 








265 










270 






Leu 


Leu 


He 


Pro 


Met 


Tyr 


Phe Gin 


Tyr 


Gin 


He 


He 


Met 


Thr 


Met 


He 






275 








280 










28S 








Val 


His 


Lys 


Asn 


Trp 


Val 


Asp Leu 


Ala 


Trp 


Ala 


Val 


Ser 


Tyr 


Tyr 


He 




290 










295 








300 










Arg 


Phe 


Phe 


He 


Thr 


Tyr 


He Pro 


Phe 


Tyr 


Gly He 


Leu 


Gly 


Ala 


Leu 


305 










310 








315 










320 


Leu 


Phe 


Leu 


Asn 


Phe 


He Arg Phe 


Leu 


Glu 


Ser 


His 


Trp 


Phe 


Val 


Trp 










325 








330 










335 




Val 


Thr 


Gin 


Met 


Asn 


His 


He val 


Met 


Glu 


He 


Asp 


Gin 


Glu 


Ala 


Tyr 








340 








345 










350 






Arg 


Asp 


Trp 


Phe 


Ser 


Ser 


Gin Leu 


Thr 


Ala 


Thr 


Cys 


Asn 


Val 


Glu 


Gin 






355 








360 










365 








Ser 


Phe 


Phe 


Asn 


Asp 


Trp 


Phe Ser 


Gly 


His 


Leu 


Asn 


Phe 


Gin 


He 


Glu 




370 










375 








380 










His 


His 


Leu 


Phe 


Pro 


Thr 


Met Pro 


Arg 


His 


Asn 


Leu 


His 


Lys 


He 


Ala 


385 










390 








395 










400 


Pro 


Leu 


val 


Lys 


Ser 


Leu 


Cys Ala 


Lys 


His 


Gly He 


Glu 


Tyr 


Gin 


Glu 










405 








410 










415 




Lys 


Pro 


Leu 


Leu 


Arg Ala Leu Leu 


Asp 


He 


He Arg 


Ser 


Leu 


Lys 


Lys 








420 








425 










430 






Ser 


Gly 


Lys 


Leu 


Trp Leu Asp Ala 


Tyr 


Leu 


His 


Lys 











435 440 



<210> 3149 
<211> 1006 
<212> DNA 

<213> Homo sapiens 
<400> 3149 

ncttcgccgg cgtcccgacc cgaggccgga cccgaggcca gtcccgccgc tgccaccgaa 
60 

gccagtgcgg ggcctgagag ggacgcgcgc cccggggccc ccgccgcggg caccatgggc 
120 

gctgcccacc ccgcgtctga ggaggtgcgg gagctcgagg gcaagaccgg cttctcatcg 
180 

gatcagatcg agcagctcca tcggagattt aagcagctga gtggagatca gcctaccatt 
240 

cgcaaggaga acttcaacaa tgtcccggac ctggagctca accccatccg atccaaaatt 
300 

gttcgtgcct tcttcgacaa caggaacctg cgcaagggac ccagtggcct ggctgatgag 
360 

atcaatttcg aggacttcct gaccatcatg tcctacttcc ggcccatcga caccaccatg 
420 

gacgaggaac aggtggagct gtcccggaag gagaagctga gatttctgtt ccacatgtac 
480 

gactcggaca gcgacggccg catcactctg gaagaatatc gaaatgtaaa gtggtcgagg 
540 

agctgctgtc gggaaaccct cacatcgaga aggagtccgc tcgctccatc gccgacgggg 
600 

ccatgatgga ggcggccagc gtgtgcatgg ggcagatgga gcctgatcag gtgtacgagg 
660 

ggatcaccct cgaggacttc ctgaagatct ggcaggggat cgacattgag accaagatgc 
720 
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acgtccgctt ccttaacatg gaaaccatgg ccctctgcca ctgacccacc gccacctccg 
780 

cggagaaact gcactttgca atggggccgc ctccccgcgt agctggagca gcccaggccc 
840 

ggcggacagc ctcttcctgc agcgccggta catagccaag gctcgtctgc gcaccttgtg 
900 

tcttgtaggg tatggtatgt gggacttcgc tgtttttatc tccaataaaa aaaaaaaaaa 
960 

ggtttgttaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 
1006 

<210> 3150 
<211> 201 
<212> PRT 

<2i3> Homo sapiens 



<400> 3150 



Xaa 


Ser 


Pro 


Ala 


Ser 


Arg Pro Glu Ala 


Gly 


Pro 


Glu 


Ala Ser Pro Ala 


1 








5 




10 






15 


Ala 


Ala 


Thr 


Glu 


Ala 


Ser Ala Gly Pro 


Glu 


Arg 


Asp 


Ala Arg Pro Gly 








20 




25 








30 


Ala 


Pro 


Ala 


Ala 


Gly 


Thr Met Gly Ala 


Ala 


His 


Ser 


Ala Ser Glu Glu 






35 






40 








45 


Val 


Arg 


Glu 


Leu 


Glu 


Gly Lys Thr Gly 


Phe 


Ser 


Ser 


Asp Gin He Glu 




50 








55 






60 




Gin 


Leu 


His 


Arg 


Arg 


Phe Lys Gin Leu 


Ser 


Gly Asp 


Gin Pro Thr He 


65 










70 




75 




80 


Arg 


Lys 


Glu 


Asn 


Phe 


Asn Asn Val Pro 


Asp 


Leu 


Glu 


Leu Asn Pro He 










85 




90 






95 


Arg 


Ser 


Lys 


Zle 


Val 


Arg Ala Phe Phe 


Asp 


Asn Arg 


Asn Leu Arg Lys 








100 




105 








110 


Gly 


Pro 


Ser 


Gly 


Leu 


Ala Asp Glu He 


Asn 


Phe 


Glu 


Asp Phe Leu Thr 






115 






120 








125 


He 


Met 


Ser 


Tyr 


Phe 


Arg Pro He Asp 


Thr 


Thr 


Met 


Asp Glu Glu Gin 




130 








135 






140 




Val 


Glu 


Leu 


Ser 


Arg 


Lys Glu Lys Leu 


Arg 


Phe 


Leu 


Phe His Met Tyr 


145 










150 




155 




160 


Asp 


Ser 


Asp 


Ser 


Asp 


Gly Arg He Thr 


Leu 


Glu 


Glu 


Tyr Arg Asn Val 










165 




170 






175 


Lys 


Trp 


Ser 


Arg 


Ser 


Cys Cys Arg Glu 


Thr 


Leu 


Thr 


Ser Arg Arg Ser 








180 




185 








190 


Pro 


Leu 


Ala 


Pro 


Ser 


Pro Thr Gly Pro 











195 200 

<210> 3151 
<211> 2079 
<212> DNA 

<213> Homo sapiens 
<400> 3151 

gaggggacgt cgtcgtagag ggccggagcg ggcgggcggc gacggacccg gctcccgcgc 
60 

aggacggagc cgtggctcag gtcggcccct ccccaacacc accccgggcc tccgcccctt 
120 
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cctgggcctc tcggtggagc 
180 

aagccccctt cccagaaaat 
240 

gccctactat atttccgttc 
300 

aaagtcgtcc tggtcagttt 
360 

ccctacattg ccagctggaa 
420 

tcattcatct ccaaggacgt 
460 

ccgcagagcg agcactaccg 
54 0 

ctggtggacc tggagggccg 
600 

ctgcaccgcg ccctgcactg 
660 

gacgcacgca cctccgcact 
720 

ccctgggtcg tgcgccgtgc 
780 

ttcctggagg ccatgaacgt 
640 

ctccccttca tccagcgtgt 
900 

ctggacctgc cctagaggcg 
960 

gctgcggtgg ccagggccgt 
1020 

agatcctctg tcgcccctgt 
1080 

gtggcgacca gcccagaaga 
1140 

gctccccctc ggcctattac 
1200 

cagagcaggc aggggtgggg 
1260 

ctgtggggtg catctgcgaa 
1320 

cctttctcct ttctgccagc 
1380 

tctgcccagg tgggcagcct 

1440 

agaaaccctc aacagcagtc 
1500 

gcccctcagc gtgccaggca 
1560 

tcacagaagg gcccaggaag 
1620 

gcaccagttc cccgagggac 
1680 

cccagcccag cccaaggccc 
1740 



agggacccga accggtgccc 
gagccacaga gcaagctgac 
ctatcaaaaa atggatgact 
caagcagtgt ctcgatgaga 
gggcctggtc aggtttctga 
ggtctccaag ctgcggatca 
cagcctgcag gccatggtgg 
ctcccaccac ccggagtctg 
gctgcagctg ttcctggagg 
ctgcgccgac tcctacaacg 
cgtcaccgtg gccttctgca 
ggggcccccg gagcaggccg 
ctacaacgtc tcccagaagc 
ggaagccagg gccgcaccgg 
gagtcccgtg gcagagcctt 
gagctgagct ggttaggaac 
ggcccaccct ctcggtccgg 
acgcgtgcgc agccaggcct 
gccgggcccg caagagcccg 
ccagggtgaa gtcacaggtc 
cgatgtgtcc tcatctcagg 
tgagcccagg ggactcagtg 
tgggcactgt ggggctctcc 
gactgggggc aggacagccg 
tccccgccct tgggacagcc 
gcagcaggcc gcctcccgca 
ccaggagctg ggactctgct 

2368 



atccagtccg gtgccatctg 
cccagcgaca cagcccccca 
cggagacagg tttcaatctg 
aggaagaggt cttgctggac 
acagcctggg caccatcttc 
tggagcgcct caggggcggc 
cccacgagct gagcaaccgg 
gctgccggac ggtgctgcgc 
gcctgcgtac cagccccgag 
cctcgctggc cgcctaccac 
cgctgcccac acgcgaggtc 
tgcagatgct aggcgaggcc 
tctacgccga gcactccctg 
ctttcctgct gcagatctgg 
ctgggcgctg cgggaacagg 
cacagactgt gacagagaag 
aacaagacgc ctcagccacg 
cgccagggtg cggtgcagag 
aaaggtcgcc accccctagc 
ccggggtgtg gaggctccat 
cccgtgcctg ggaccccgtg 
ccctccatgc cctggctggc 
ccgcctctcc tgccttgttt 
gaagctgaga ccaaggctcc 
tcctccgtag cccctgcacg 
gcggccgtgg gtctgcacag 
acacccagtg aaatgctgtg 
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tcccttctcc cccgtgcccc ttgatgcccc ctccccacag tgctcaggag acccgtgggg 
1800 

cacggaacag gagggtctgg accctgtggc ccagccaaag gctaccagac agccacaacc 
1860 

agcccagcca ccatccagtg cctggggcct ggccactggc tcttcacagt ggaccccagc 
1920 

acctcggggt ggcagaggga cggcccccac ggcccagcag acatgcgagc ttccagagtg 
1980 

caatctatgt gatgtcttcc aacgttaata aatcacacag cctcccagga gggagacgct 
2040 

ggggtgcaaa aaaaaagcaa aaaaaaaaaa aaaaaaaat 
2079 

<210> 3152 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 3152 



Met 


Asp 


Asp 


Ser 


Glu 


Thr Gly Phe Asn 


Leu 


Lys 


Val Val Leu Val Ser 


l 








5 




10 




15 


Phe 


Lys 


Gin 


Cys 


Leu 


Asp Glu Lys Glu 


Glu 


Val 


Leu Leu Asp Pro Tyr 








20 




25 






30 


lie 


Ala 


Ser 


Trp 


Lys 


Gly Leu Val Arg 


Phe 


Leu 


Asn Ser Leu Gly Thr 






35 






40 






45 


He 


Phe 


Ser 


Phe 


He 


Ser Lys Asp Val 


Val 


Ser 


Lys Leu Arg He Met 




50 








55 






60 


Glu 


Arg 


Leu 


Arg 


Gly 


Gly Pro Gin Ser 


Glu 


His 


Tyr Arg Ser Leu Gin 


65 










70 




75 


80 


Ala 


Met 


Val 


Ala 


His 


Glu Leu Ser Asn 


Arg 


Leu 


Val Asp Leu Glu Gly 










85 




90 




95 


Arg 


Ser 


His 


His 


Pro 


Glu Ser Gly Cys 


Arg 


Thr 


Val Leu Arg Leu His 








100 




105 






110 


Arg 


Ala 


Leu 


His 


Trp 


Leu Gin Leu Phe 


Leu 


Glu 


Gly Leu Arg Thr Ser 






115 






120 






125 


Pro 


Glu 


Asp 


Ala 


Arg 


Thr Ser Ala Leu 


Cys 


Ala 


Asp Ser Tyr Asn Ala 




130 








135 






140 


Ser 


Leu 


Ala 


Ala 


Tyr 


His Pro Trp Val 


Val 


Arg 


Arg Ala Val Thr Val 


145 










150 




155 


160 


Ala 


Phe 


Cys 


Thr 


Leu 


Pro Thr Arg Glu 


Val 


Phe 


Leu Glu Ala Met Asn 










165 




170 




175 


val 


Gly 


Pro 


Pro 


Glu 


Gin Ala Val Gin 


Met 


Leu 


Gly Glu Ala Leu Pro 








180 




185 






190 


Phe 


lie 


Gin 


Arg 


Val 


Tyr Asn Val Ser 


Gin 


Lys 


Leu Tyr Ala Glu His 






195 






200 






205 


Ser 


Leu 


Leu 


Asp 


Leu 


Pro 









210 



<210> 3153 
<211> 1498 
<212> DNA 

<213> Homo sapiens 
<400> 3153 
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nttttttttt tttttttttt tttttttttt 
60 

taattagaaa cggagttttg gcaagggagg 
120 

cccactcagc aaccaacaag gaggaaagcc 
180 

gccaccaggg agcgccccgc gcgcggtcca 
240 

ggaggagccg cacgccacag tggcaggtcc 
300 

ggccgctgtc cggcgtgggc gggaggaggg 
360 

agggctgcag cagcctccgc ttcagcacag 
420 

gcccccagta gatgctctcc ccgcgtcgga 
480 

ccagggtgag cagcaccagc aggaaggtca 
540 

tgcgtggggt ggggccccgg gctgcccgtg 
600 

ctgacttgaa cagacacagc cccctgggct 
660 

cctggagctg gcattgcctc caggcgcccc 
720 

ggcattactc tccctaccag ggattcccgc 
780 

ggaagcagag ggaaacctca gggctgagcg 
840 

cctccgcctc ttggcaccac tagaagaggg 
900 

gccagggggc cgccagctcc gcaaaagcaa 
960 

cttcgggcac agcctccctc taccgggagt 
1020 

ttcacagtag atccatgcct tcttcttcct 
1080 

gtgggcagcc caggctggct ctacccaggc 
1140 

caccaggggc cgatcctgcg tgaggctgaa 
1200 

agcataggcc aggagggcaa gctggagctt 
1260 

gaaggtgaca tcctcagcct gccctgggct 
1320 

ctgcggaggc agaggccaca ggctctcggg 
1380 

agccatcacc tgtgggtcca aagcgaagag 
1440 

ctctctctcc ccaggcccag cccgccagcg 
1496 

<210> 3154 
<211> 65 
<212> PRT 



tctttttttt 


tttttctact 


aaaaataatt 


cagaagcggc 


tccttttctc 


cccttggccg 


cccgcagtgc 


tcggccagtg 


ccgcgccatc 


cgtggcagag 


gtcgcggcct 


cgcggcgcgg 


caggccgtca 


ctccgagctc 


tcgccttccg 


gtctccggcg 


cgagcgcttg 


acccggcgcg 


cagccactgt 


gtcctggctg 


tccgctgtgg 


agtttctgtg 


cagccgtgtg 


cagagcgtgg 


gggccatggc 


agcccaggcg 


gcctcttcag 


gagcgctgct 


gcgcgagggg 


ccggggaagc 


gccttgcccg 


ttgggcacct 


gagcctctgt 


cggcagcagg 


gagacagtgg 


gcacagatgg 


catggactgc 


ttggccttca 


agctccctgg 


agtgggctgg 


ggaccaaggg 


cagcccgcag 


ctgcctgggc 


ccttgagatg 


tcacctctgt 


aggccaaaac 


cccgggcctg 


cacacaccct 


tggctcggag 


ggagcaggcc 


ctgaaaggct 


ctgcttcctc 


ctccgcctcc 


tcatcagcca 


catctccagc 


gccagccccc 


atgcagtcag 


gtcaggggtg 


agggaagggt 


tagccataca 


cagccaggga 


tgggcacagg 


ggtggtagag 


cactcgtgtg 


taggtcactc 


ttggtgacac 


acaatgggct 


cccgcctcct 


ccgccggtcc 


ttggggcgct 


ggacgcggcg 


aggccctgcc 


gaagaactcc 


gcgtccccct 


cggcgcgc 
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<213> Homo sapiens 



<400> 3X54 

Thr Asp Thr Ala Pro Trp Ala Ala 

1 5 
Cys Pro Gly Ala Gly lie Ala Ser 
20 

Ser Gly His Arg Trp Gly He Thr 

35 40 
Gly Leu Leu Gly Leu Gin Ala Pro 
50 55 

Gly 
65 



Leu Pro Val Gly His Leu Ser Leu 

10 15 
Arg Arg Pro Arg Gin Gin Gly Asp 
25 30 
Leu Pro Thr Arg Asp Ser Arg His 

45 

Trp Gly Ser Arg Gly Lys Pro Gin 
60 



<210> 3155 

<211> 551 

<212> DNA 

<213> Homo sapiens 



c400> 3155 
caattggatg 
60 

gcagtgtctt 
120 

actaactgtg 
180 

cagacttgcc 
240 

gccagccctg 
300 

gacttggatt 
360 

aaaatcttac 
420 

ttggtagata 
480 

gatttgtgtg 
540 

gaatcactag 
551 



taattatggt 
ctgctaagaa 
actcttcttc 
tagaaccatc 
gggaaattct 
ttttttcagt 
aagagctgta 
ttgttgatac 
atggtgatga 
t 



aaaaccttat 
accaaagcta 
agaaggactg 
atgttcatgt 
ggaaattttg 
caagaatccc 
ccaatttaag 
tcgaattcat 
tgaagaaacg 



aaactctgta 
gccctggaag 
gaaaaggaca 
tcttctgaaa 
aagaaaggga 
etcaaaaaaa 
aaacctggca 
caattagagg 
gtacagggat 



acaatcaaga 
attcggaaaa 
cagcaacaca 
atcaggaatg 
aggcatttgt 
tgttcactca 
ccaacctaac 
atttagaagc 
gggcttcaaa 



agaaaacgat 
cactgcctct 
gagaagtgac 
ccagactgct 
tttagatatt 
ggaagagtac 
agaggaagat 
cactttcgct 
ccctggaatg 



<210> 3156 

<211> 178 

<212> PRT 

<213> Homo sapiens 



<400> 3156 

Met Val Lys Pro Tyr Lys Leu Cys 

1 5 
Val Ser Ser Ala Lys Lys Pro Lys 
20 

Thr Ala Ser Thr Asn Cys Asp Ser 

35 40 
Thr Ala Thr Gin Arg Ser Asp Gin 



Asn Asn Gin Glu Glu Asn Asp Ala 

10 IS 
Leu Ala Leu Glu Asp Ser Glu Asn 
25 30 
Ser Ser Glu Gly Leu Glu Lys Asp 

45 

Thr Cys Leu Glu Pro Ser Cys Ser 
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50 55 
Cys Ser Ser Glu Asn Gin Glu Cya 
65 70 
lie Leu Glu lie Leu Lys Lys Gly 

85 

Leu Asp Phe Phe Ser Val Lys Asn 
100 

Glu Glu Tyr Lys lie Leu Gin Glu 
115 120 
Thr Asn Leu Thr Glu Glu Asp Leu 

130 135 
His Gin Leu Glu Asp Leu Glu Ala 
145 150 
Asp Asp Glu Glu Thr Val Gin Gly 

165 

Ser Leu 



60 



Gin Thr Ala 


Ala 


Ser Pro Gly 


Glu 


7S 






80 


Lys Ala Phe 


Val 


Leu Asp lie 


Asp 


90 




95 




Pro Phe Lys 


Lys 


Met Phe Thr 


Gin 


105 




110 




Leu Tyr Gin 


Phe 


Lys Lys Pro 


Gly 




125 




Val Asp lie 


Val Asp Thr Arg 


lie 




140 






Thr Phe Ala 


Asp 


Leu Cys Asp 


Gly 


155 






160 


Trp Ala Ser 


Asn 


Pro Gly Met 


Glu 


170 




175 





<210> 3157 

<211> 903 

<212> DNA 

<213> Homo sapiens 

<400> 3157 

nntgaagact agaggaggta ggtccttgga 
60 

gcccctggga tcctacagtg ggatgggcac 
120 

tctctggtag gacttctgat ggtgggggca 
180 

caggaggtcc tatcagagaa gatggagccc 
240 

cctccaactc cagagcctgg gcccaagaca 
300 

ggcctgcagg tgaaagagga gtcagaggtt 
360 

cctctagctg ccacccagga gtctgtaccc 
420 

ctgtgatttc agagatgtgg gaccgtgctg 
480 

cctgagggtc cctcatggag ggagcacccc 
540 

atcttctccc cagggttcgc gctgcagcta 
600 

agccctcacc tccacgtccc ctgggacctc 
660 

tcaccctccc gcgaaggtgg ctttgcgcat 
720 

gaacaggacc ccacggacga ggatccctgc 
780 

cgctggcgct cccccagggg ccggagccgg 
840 

aggggcggcc gttgcgatgt atgtggcaag 
900 



ggacctagtc agtaggtatt tacaaggcag 
ccacaaaccc caggttgcgg ccagccttac 
cctccccagg tcacagtcca ggtgcagggc 
tccagtttcc agcccctacc tgaaactgag 
cctcctagga ctatgcagga atcaccactg 
acagaggact cagatttcct ggagtctggg 
accctcctgc ctgaggaggc ccagtgacca 
gaccagatct ttccccacag caagactggg 
agggccctgt ggcatgagga agctgggggc 
ggcagcatct ccgcaggtcc aggtagtgta 
ggcatggctg gcctttctgg ccagatccaa 
gcgcttctgc tccccagcga tctgaggagt 
cggggtgtgg gccctgctct ggtcaccacc 
ggccgcccca gcactggggg cggggtggtt 
gtgttcagcc aacgcagcaa cctgctgagg 
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cac 
903 

<210> 3158 

<211> 92 

<212> PRT 

<213> Homo sapiens 

<400> 3158 

Met Val Gly Ala Pro Pro Gin Val Thr Val Gin Val Gin Gly Gin Glu 

1 5 10 15 

Val Leu Ser Glu Lys Met Glu Pro Ser Ser Phe Gin Pro Leu Pro Glu 

20 25 30 

Thr Glu Pro Pro Thr Pro Glu Pro Gly Pro Lys Thr Pro Pro Arg Thr 

35 40 45 

Met Gin Glu Ser Pro Leu Gly Leu Gin Val Lys Glu Glu Ser Glu Val 

50 55 60 

Thr Glu Asp ser Asp Phe Leu Glu Ser Gly Pro Leu Ala Ala Thr Gin 
65 70 75 80 

Glu Ser Val Pro Thr Leu Leu Pro Glu Glu Ala Gin 

85 90 

<210> 3159 

<211> 2408 

<212> DNA 

<213> Homo sapiens 

<400> 3159 

nncgcgtact ggctgtacgg agcaggagca agaggtcgcc gccagcctcc gccgccgagc 
60 

ctcgttcgtg tccccgcccc tcgctcctgc agctactgct cagaaacgct ggggcgccca 
120 

ccctggcaga ctaacgaagc agctcccttc ccaccccaac tgcaggtcta attttggacg 
180 

ctttgcctgc catttcttcc aggttgaggg agccgcagag gcggaggctc gcgtattcct 
240 

gcagtcagca cccacgtcgc ccccggacgc tcggtgctca ggcccttcgc gagcggggct 
300 

ctccgtctgc ggtcccttgt gaaggctctg ggcggctgca gaggccggcc gtccggtttg 
360 

gcccacctct cccaggaaac ttcacactgg agagccaaaa ggagtggaag agcctgtctt 
420 

ggagattttc ctggggaaat cctgaggtca ttcattatga agtgtaccgc gcgggagtgg 
480 

ctcagagtaa ccacagtgct gttcatggct agagcaattc cagccatggt ggttcccaat 
540 

gccactttat tggagaaact tttggaaaaa tacatggatg aggatggtga gtggtggata 
600 

gccaaacaac gagggaaaag ggccatcaca gacaatgaca tgcagagtat tttggacctt 
660 

cataataaat tacgaagtca ggtgtatcca acagcctcta atatggagta tatgacatgg 
720 

gatgtagagc tggaaagatc tgcagaatcc tgggctgaaa gttgcttgtg ggaacatgga 
780 
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cctgcaagct tgcttccatc aattggacag 
640 

cccccgacgt ttcatgtaca atcgtggtat 
900 

gaacatgaat gcaacccata ttgtccattc 
960 

acacaggtcg tgtgggcaac tagtaacaga 
1020 

atgaacatct gggggcagat atggcccaaa 
1080 

aagggaaact ggtggggcca tgccccttac 
1140 

cctagttttg gagggggctg tagagaaaat 
1200 

tatccccctc gagaagagga aacaaatgaa 
1260 

acccatgtcc ggacaagatc agatgatagt 
1320 

atgtcccaaa ttgtttcttg tgaagtaaga 
1380 

aataggtacg aatgtcctgc tggctgtttg 
1440 

cattatgaaa tgcaatccag catctgtaga 
1500 

gatggtggct gggtagatat cactagacaa 
1560 

agaaatggta ttcaaacaat tggcaaatat 
1620 

gtaacagttc aggctgtgac ttgtgaaaca 
1680 

ctgcttcaca ttgcccaaga gtatactgtc 

1740 

atgctcgtgt aattgggact cgagtttatt 
1800 

tacatgctgg gagtagttcg aaatcacggt 
1860 

agaaagacct acattgcttc ttttcagaat 
1920 

ccaggaggaa aggcattcag agtgtttgct 
1980 

ccataaagac tattccaaat gcaatatttc 

2040 

tacagagtac atcaactatt ttcagcccaa 
2100 

aacaaagtct ataaaataaa acatgggaca 
2160 

tggttttaga aatcctgtgt taaatattgc 
2220 

aattacatag tcatgattgt tctacgtttc 
2280 

taataaaatg aatctaaaca ttgaatgtga 
2340 

aaaaataatc gactctaaaa ctgaaagaaa 
2400 



aaCttgggag cacactgggg aagatatagg 
gatgaagtga aagactttag ctacccatat 
aggtgttctg gccctgtatg tacacattat 
atcggttgtg ccattaattt gtgtcataac 
gctgtctacc tggtgtgcaa ttactcccca 
aaacatgggc ggccctgttc tgcttgccca 
ctgtgctaca aagaagggtc agacaggtat 
atagaacgac agcagtcaca agtccatgac 
agcagaaatg aagtcataag cgcacagcaa 
ttaagagatc agtgcaaagg aacaacctgc 
gatagtaaag ctaaagttat tggcagtgta 
gctgcaattc attatggtat aatagacaat 
ggaagaaagc attatttcat caagtccaat 
cagtctgcta attccttcac agtctctaaa 
actgtggaca gctctgtcca tttcataagc 
ctcgtaactg tatgcaagca aatccacatt 
ctgatctgtc cagtatctgc agagcagcag 
ggttatgttg atgtaatgcc tgtggaccaa 
ggaatcttct cagaaagttt acagaatcct 
gttgtgtgaa actgaatact tggaagagga 
tgaattttgt ataaaactgt aacattactg 
aaaggtgcca aatgcatata aatcttgata 
ttagctttgg gaaaagtaat gaaaatataa 
tatattttct tagcagttat ttctacagtt 
atatattata tggtgctttg tatatgccac 
acggccctca gaaaatcatc tagtgcattt 
ccttatcaca ttttccccag ttcaatgcta 



2374 



WO 00/58473 



PCTAJS00/08621 



tgccatta 
2406 

<2X0> 3160 
<211> 431 
<212> PRT 

<213> Homo sapiens 



<400> 3160 



Met 


Lys 


Cys 


Thr 


Ala Arg Glu Trp 


Leu Arg Val Thr Thr Val Leu Phe 


1 








5 


10 15 


Met 


Ala 


Arg 


Ala 


He Pro Ala Met 


Val Val Pro Asn Ala Thr Leu Leu 








20 




25 30 


Glu 


Lys 


Leu 


Leu 


Glu Lys Tyr Met 


Asp Glu Asp Gly Glu Trp Trp He 






35 




40 


45 


Ala 


Lys 


Gin 


Arg 


Gly Lys Arg Ala 


He Thr Asp Asn Asp Met Gin Ser 




SO 






55 


60 


He 


Leu 


Asp 


Leu 


His Asn Lys Leu 


Arg Ser Gin Val Tyr Pro Thr Ala 


65 








70 


75 80 


Ser 


Asn 


Met 


Glu 


Tyr Met Thr Trp 


Asp Val Glu Leu Glu Arg Ser Ala 










85 


90 95 


Glu 


Ser 


Trp 


Ala 


Glu Ser Cys Leu 


Trp Glu His Gly Pro Ala Ser Leu 








100 




105 110 


Leu 


Pro 


Ser 


He 


Gly Gin Asn Leu 


Gly Ala His Trp Gly Arg Tyr Arg 






115 




120 


125 


Pro 


Pro 


Thr 


Phe 


His Val Gin Ser 


Trp Tyr Asp Glu Val Lys Asp Phe 




130 






135 


140 


Ser 


Tyr 


Pro 


Tyr 


Glu His Glu Cys 


Asn Pro Tyr Cys Pro Phe Arg Cys 


145 








150 


155 160 


Ser 


Gly 


Pro 


Val 


Cys Thr His Tyr 


Thr Gin Val Val Trp Ala Thr Ser 










165 


170 175 


Asn 


Arg 


He 


Gly 


Cys Ala He Asn 


Leu Cys His Asn Met Asn He Trp 








180 




185 190 


Gly 


Gin 


He 


Trp 


Pro Lys Ala Val 


Tyr Leu Val Cys Asn Tyr Ser Pro 






195 




200 


205 


Lys 


Gly 


Asn 


Trp 


Trp Gly His Ala 


Pro Tyr Lys His Gly Arg Pro Cys 




210 






215 


220 


Ser 


Ala 


Cys 


Pro 


Pro Ser Phe Gly 


Gly Gly Cys Arg Glu Asn Leu Cys 


225 








230 


235 240 


Tyr 


Lys 


Glu 


Gly 


Ser Asp Arg Tyr 


Tyr Pro Pro Arg Glu Glu Glu Thr 










245 


250 255 


Asn 


Glu 


He 


Glu 


Arg Gin Gin Ser 


Gin Val His Asp Thr His Val Arg 








260 




265 270 


Thr 


Arg 


Ser 


Asp 


Asp Ser Ser Arg 


Asn Glu Val He Ser Ala Gin Gin 






275 




280 


285 


Met 


Ser 


Gin 


lie 


Val Ser Cys Glu 


Val Arg Leu Arg Asp Gin Cys Lys 




290 






295 


300 


Gly 


Thr 


Thr 


Cys 


Asn Arg Tyr Glu 


Cys Pro Ala Gly Cys Leu Asp Ser 


305 








310 


315 320 


Lys 


Ala 


Lys 


Val 


He Gly Ser Val 


His Tyr Glu Met Gin Ser Ser He 










325 


330 335 


Cys 


Arg 


Ala 


Ala 


He His Tyr Gly 


He He Asp Asn Asp Gly Gly Trp 








340 




345 350 


Val 


Asp 


He 


Thr 


Arg Gin Gly Arg 


Lys His Tyr Phe He Lys Ser Asn 
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355 

Arg Asn Gly lie Gin 
370 

Thr Val Ser Lys Val 
385 

Asp Ser Ser Val His 

405 

Thr Val Leu Val Thr 
420 



360 

Thr He Gly Lys Tyr Gin 
375 

Thr Val Gin Ala Val Thr 
390 395 
Phe He Ser Leu Leu His 

4X0 

Val Cys Lys Gin He His 
425 



365 

Ser Ala Asn Ser Phe 
380 

Cys Glu Thr Thr Val 

400 

He Ala Gin Glu Tyr 
415 

He Met Leu Val 
430 



<210> 3161 

<211> 1197 

<212> DNA 

<213> Homo sapiens 



<400> 3161 
nnaacaccag 
60 

ttctcggtta 
120 

ctcaacttgc 
180 

gggccctcat 
240 

aacgtggcgg 
300 

agccgagacc 
360 

ctagagccat 
420 

ttccacgcct 
480 

gagaacatca 
540 

atctgtacta 
600 

gacaatatca 
660 

acagggaacc 
720 

cttggcatca 
780 

agcttggagc 
840 

ggcctgcgga 
900 

accgtccgct 
960 

gcaggagact 
1020 

ggatccaagt 
1080 

gggtaccagg 

1140 



caaaattttt 
acatcaatag 
caaaaatcaa 
ctgaaatgga 
aggatgagat 
cacagctatg 
tcgatgagga 
acatccggaa 
gctgcaagat 
agtgccagcc 
tgttcgagaa 
agcattttgg 
gggctgaagt 
ttcttgagga 
aggttggctg 
acagtcgaaa 
tccagaacaa 
ttgttactgc 
tgtccaatca 



gaaaaaggtc 
aaacaagacc 
gcatggcgat 
gacgtcagtt 
tgatcagtac 
ccgccacggc 
ctatctaaac 
gctgactgga 
taagtcaggg 
gagcgccatc 
tcacaccgtc 
gtacttatac 
ggctgcgatt 
tccaaaagct 
gatatttaca 
taaggacacc 
gcatcccaac 
agtggctaca 
gtgtatggca 



gcaaaggagt 
ggagagataa 
ttgttgttcc 
ccaccgggct 
ctcagcaaac 
cctttgggga 
catctcgagc 
ggggctgaca 
tgcgaggggc 
acgctgaaca 
gctgaccgct 
ggacggtaca 
tatgagccac 
gaagtggtcg 
gacctcgtct 
tatttcctaa 
atgtgccggc 

ggtggtcctg 

ctggtccgtg 



ttggcttcca 
cagcctcctc 
tgtttccctc 
tcaaagtctt 
aggacgggaa 
aatgcgtgca 
ctcccgtgaa 
aggggaagtt 
acctcccgtg 
gacagaagta 
ttcttgactt 
cggagcacaa 
ctcagattgg 
atgaaattgc 
cagaagatac 
gttcagaaga 
tctctccaga 
acaaccaagt 
atgagtgttt 



aaataatggc 
caacaaatcc 
gagccttgct 
tggcgctccc 
gatttacaga 
ctgcgtccct 
gcacatgtcc 
tgttgccctg 
gccgaatggc 
caggcatgtg 
ctggagaaag 
agacattccc 
tacacagaac 
tgccaaactt 
ccgaaagggt 
gtgcatcact 
cggacatttt 
ccactttgaa 
gctgccatgc 
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aaggacgccc cggtatgctg acgccaagga gtctagcagt gagcagtacg tgccaaa 
1197 

<210> 3162 
<211> 386 
<212> PRT 

<213> Homo sapiens 



<40O> 3162 



Xaa Thr 


Pro 


Ala 


Lys 


Phe 


Leu 


Lys 


Lys 


val Ala 


Lys 


Glu Phe 


Gly Phe 


1 






5 










10 






15 


Gin Asn 


Asn 


Gly 


Phe 


Ser 


Val 


Asn 


He 


Asn Arg 


Asn 


Lys Thr 


Gly Glu 






20 










25 






30 




lie Thr 


Ala 


Ser 


Ser 


Asn 


Lys 


Ser 


Leu 


Asn Leu 


Leu 


Lys He 


Lys His 




35 










40 








45 




Gly Asp 


Leu 


Leu 


Phe 


Leu 


Phe 


Pro 


Ser 


Ser Leu 


Ala Gly Pro 


Ser Ser 


50 










55 








60 






Glu Met 


Glu 


Thr 


Ser 


Val 


Pro 


Pro 


Gly 


Phe Lys 


Val 


Phe Gly 


Ala Pro 


65 








70 








75 






80 


Asn Val 


Val 


Glu 


Asp 


Glu 


He 


Asp 


Gin 


Tyr Leu 


Ser 


Lys Gin 


Asp Gly 








85 










90 






95 


Lys lie 


Tyr 


Arg 


Ser 


Arg 


Asp 


Pro 


Gin 


Leu Cys 


Arg 


His Gly 


Pro Leu 






100 










105 






110 




Gly Lys 


Cys 


Val 


His 


Cys 


Val 


Pro 


Leu 


Glu Pro 


Phe 


Asp Glu 


Asp Tyr 


• 


115 










120 








125 




Leu Asn 


His 


Leu 


Glu 


Pro 


Pro 


Val 


Lys 


His Met 


Ser 


Phe His 


Ala Tyr 


130 










135 








140 






He Arg 


Lys 


Leu 


Thr 


Gly 


Gly 


Ala 


Asp 


Lys Gly 


Lys 


Phe Val 


Ala Leu 


145 








150 








155 






160 


Glu Asn 


He 


Ser 


Cys 


Lys 


He 


Lys 


Ser 


Gly Cys 


Glu Gly His 


Leu Pro 








165 










170 






175 


Trp Pro 


Asn 


Gly 


He 


Cys 


Thr 


Lys 


Cys 


Gin Pro 


Ser 


Ala He 


Thr Leu 






180 










185 






190 




Asn Arg 


Gin 


Lys 


Tyr 


Arg 


His 


val 


Asp 


Asn He 


Met 


Phe Glu 


Asn His 




195 










200 








205 




Thr val 


Ala 


Asp 


Arg 


Phe 


Leu 


Asp 


Phe 


Trp Arg 


Lys 


Thr Gly 


Asn Gin 


210 










215 








220 






His Phe 


Gly 


Tyr 


Leu 


Tyr 


Gly 


Arg 


Tyr 


Thr Glu 


His 


Lys Asp 


He Pro 


225 








230 








235 






240 


Leu Gly 


He 


Arg 


Ala 


Glu 


Val 


Ala 


Ala 


He Tyr 


Glu 


Pro Pro 


Gin He 








245 










250 






255 


Gly Thr 


Gin 


Asn 


Ser 


Leu 


Glu 


Leu 


Leu 


Glu Asp 


Pro 


Lys Ala 


Glu Val 






260 










265 






270 




Val Asp 


Glu 


He 


Ala 


Ala 


Lys 


Leu 


Gly 


Leu Arg 


Lys 


Val Gly 


Trp He 




275 










280 








285 




Phe Thr 


Asp 


Leu 


Val 


Ser 


Glu 


Asp 


Thr 


Arg Lys 


Gly Thr Val 


Arg Tyr 


290 










295 








300 






Ser Arg 


Asn 


Lys 


Asp 


Thr 


Tyr 


Phe 


Leu 


Ser Ser 


Glu 


Glu Cys 


He Thr 


305 








310 








315 






320 


Ala Gly 


Asp 


Phe 


Gin 


Asn 


Lys 


His 


Pro 


Asn Met 


Cys 


Arg Leu 


Ser Pro 








325 










330 






335 


Asp Gly 


His 


Phe 


Gly 


Ser 


Lys 


Phe 


val 


Thr Ala 


Val Ala Thr Gly Gly 






340 










345 






350 




Pro Asp 


Asn 


Gin 


Val 


His 


Phe 


Glu 


Gly 


Tyr Gin 


Val 


Ser Asn Gin Cys 
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355 360 365 

Met Ala Leu Val Arg Asp Glu Cys Leu Leu Pro Cys Lys Asp Ala Pro 

370 375 380 

Val Cys 
385 



<210> 3163 

<211> 1075 

<212> DNA 

<213> Homo sapiens 



<400> 3163 

ngacctctgt aaaagccaca ggtggactgc 
60 

tgccagtcat cggaacgtca gaaacctgaa 
120 

tgggggctac cagtggaccc actgactcct 
180 

tgttatcatc catgttcttc gtcttcagtt 
240 

tcatgcagct cttcagctgc cntggcccca 
300 

ggctccagct gcggcagctg ctgctgctgg 
360 

gcgggtgcga tccggagcag gactgtgtag 
420 

ccctcanngg ggtctcatag cgcaccancg 
480 

tcagcaaagg gcagctggaa ggcaaagcgg 
540 

gcggatgcct ggccgggacc caggccgagc 
600 

gttcctcccg ctcctgccca cggcgggctg 
660 

aaggaagccc agccgtcgtg tgaggccgca 
720 

gcacgcgtac caacccgcgc agcaccggcg 
780 

ccccggggac cgctccggga ggcggcagca 
840 

agcgctccag acggcccggc gcgggcggca 
900 

ccgccagcgg ggacggggca cagcggtgag 
960 

ccttcatccc catcctcgcc atcgtcgtcc 
1020 

cgcgtacggc ccctgtggag cccccgctgc 
1075 



ttctggggac 


atcaccttct 


tcttcggggt 


gtgtcatctg 


gggccatgga 


cggagagggg 


ggacatcagg 


atgctctgcc 


atggcaaagg 


cctcctcggc 


aggcctgcgc 


ctcaccggct 


gcctccacgg gaccctggca 


ctcgggctgt 


ggcagccctt 


cggcatcagt 


gggtgtggga 


ttgcggccgt ggttgttggc 


ccagaaagtg 


aagtcgaggc 


gcgccccatc 


gcccgcgccc 


tcggtgcggc 


cgccgtcgtc 


gggcgaggag 


cccggatcca ggatgggatc 


tcctgctcct 


cgcgggacgt 


agcgcgctgg 


gtggtcgcaa 


cgtgcaccgc 


cttctcgaag 


gagcggttca 


ggcggccccc 


aggcacccac 


accccggcac 


gcgcctccag 


ctccaccatg 


acgcgcccca 


gcgaaaatgt 


ggggaccagg 


taaaaccncc 


ggctcggggc 


aagcctcctc 


ttcctcctcc 


tcgtcggccc 


cgccgccgcc 


gccaatatgg 


ggcattccgc 


gcccccctcg 


ccggc 



<2I0> 3164 

<211> 94 

<212> PRT 

<213> Homo sapiens 
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<400> 3164 

Met Asp Gly Glu Gly Trp Gly Leu Pro Val Asp Pro Leu Thr. Pro Gly 

15 10 IS 

His Gin Asp Ala Leu Pro Trp Gin Arg Cys Tyr His Pro Cys Ser Ser 

20 25 30 

Ser Ser Val Pro Pro Arg Gin Ala Cys Ala Ser Pro Ala Ser Cys Ser 

35 40 45 

Ser Ser Ala Ala Xaa Ala Ser Ala Ser Thr Gly Pro Trp His Ser Gly 

50 55 60 

Cys Gly Ser Ser Cys Gly Ser Cys Cys Cys Trp Gly Ser Pro Ser Ala 
65 70 75 80 

Ser Val Gly Val Gly Ala Gly Ala lie Arg Ser Arg Thr Val 

85 90 

<210> 3165 
<211> 2413 
<212> DNA 

<213> Homo sapiens 
<400> 3165 

gaaggctgtg cggagcggcg cggcacagag cctgttgttg agctcagtat gtcgtgggaa 
60 

tccggggccg ggccaggtct aggttcccag gggatggatc tcgtgtggag tgcgtggtac 
120 

ggaaagtgcg ttaaagggaa agggtcgttg ccactctcgg cccacggcat cgtggtcgcc 
180 

tggctcagca gggccgagtg ggaccaggtg acggtttatc tgttctgtga cgaccataag 
240 

ttgcagcggt acgcgcttaa ccgcatcacg gtgtggagga gcaggtcagg caacgaactc 
300 

cctctggcag tggcttctac tgctgacctg atacgctgta agctcttgga tgtaactggt 
360 

ggcttgggca ctgatgaact tagactgctc tatggcatgg cattggtcag gtttgtgaat 
420 

cttatctcag agaggaagac aaagtttgcc aaggtccccc tcaagtgtct ggctcaagag 
480 

gtaaatattc cggattggat tgttgacctt cgccatgagt tgacccacaa gaaaatgccc 
540 

catataaatg actgccgcag aggctgctac tttgtcctgg attggctcca gaagacctat 
600 

tggtgccgcc aactggagaa cagcctgaga gagacctggg agttggagga gttcagggaa 
660 

gggatagagg aagaggatca agaggaagat aagaacattg ttgttgatga catcacagaa 
720 

cagaaaccag agcctcagga tgatgggaaa agtacggagt cagatgtaaa ggccgatgga 
780 

gacagcaaag gcagcgaaga ggtggattct cattgcaaaa aggccctgag tcataaagag 
840 

ctatatgaaa gagcccgaga actgctggta tcatacgaag aggagcagtt tacggtgctg 
900 

gagaaattta ggtatttacc taaggccatt aaggcgtgga ataacccgtc cccacgtgta 
960 

gaatgtgtcc tggcagagct caagggcgtc acatgcgaga acagggaggc tgtgctggat 
1020 
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gcttttctgg atgatggctt ccttgtcccc acatttgaac agttggcagc tttgcagata 
1080 

gaatatgaag aaaacgtgga cttgaatgac gtcctggtgc caaagccgtt ctctcagttc 
1140 

cggcagcccc tgctcagggg cctgcactcc cagaacttca cgcaggccct attggagagg 
1200 

atgctctctg aactgccagc cttggggatc agcgggatcc ggcctaccta catcctcaga 
1260 

tggaccgctg aactgatcgt ggccaacacc aagactggac ggaatgctcg ccgattttct 
1320 

gcaggccagt gggaagcaag aaggggctgg aggctgttca actgctccgc ctcccttgac 
13B0 

tggccccgga tggttgagtc ctgcttgggc tcaccttgct gggccagccc ccaactcctt 

1440 

cggatcatct tcaaagccat ggggcagggc ctgccagacg aggagcagga gaagctgctg 
1500 

cgcatctgtt ccatttatac ccagagtgga gaaaacagcc tggtgcagga gggctctgag 
1560 

gcctccccca ttgggaagtc tccatataca ctagacagcc tgtattggag cgtcaagcca 
1620 

gccagctcca gcttcgggtc tgaagcaaag gcccagcaac aggaggagca gggcagtgtt 
1660 

aatgatgtca aggaagagga gaaggaggag aaagaggtct tgccagacca ggtagaggag 
1740 

gaggaagaaa atgatgacca agaggaggaa gaggaggatg aagatgatga agatgatgaa 
1800 

gaggaagaca gaatggaggt ggggcctttc tctacagggc aagagtcccc cactgccgag 
1860 

aatgctaggc ttctggccca gaaaagagga gctttgcagg gctctgcatg gcaggttagc 
1920 

tcagaagacg tgcgatggga cacatttccc ctaggccgaa tgccaggtca gaccgaggac 
1980 

ccagcagagc tcatgctgga gaattatgac accatgtatc ttttggacca gcctgtgcta 
2040 

gagcagcggc tggaaccctc aacatgcaag actgacacct tgggcctgag ctgtggtgtc 
2100 

ggcagtggca actgcagcaa cagcagcagc agcaacttcg agggccttct ctggagccag 
2160 

gggcagctgc atgggctcaa aactggcctg cagctcttct gatggccatc cctggtgcaa 
2220 

gtgctcatcc agccgtgcca gggcaacagc ccacccccta gtacaactga tgctccctga 
2280 

gacaacctgg gagacagcct ggatcagcca catcaactca gttgtccacc acaggggaat 
2340 

tttgaatgtc ttttgttttt gttttgtttt gaaaaataat aaacaggcaa ctgtaaaaaa 
2400 

aaaaaaaaaa aaa 
2413 

<210> 3166 
<211> 717 
<212> PRT 

<213> Homo sapiens 
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<400> 3166 

Met Ser Trp Glu Ser Gly Ala Gly Pro Gly Leu Gly Ser Gin Gly Met 

15 10 15 

Asp Leu Val Trp Ser Ala Trp Tyr Gly Lys Cys Val Lys Gly Lys Gly 

20 25 30 

Ser Leu Pro Leu Ser Ala His Gly lie Val Val Ala Trp Leu Ser Arg 

35 40 45 

Ala Glu Trp Asp Gin Val Thr Val Tyr Leu Phe Cys Asp Asp His Lys 

50 55 60 

Leu Gin Arg Tyr Ala Leu Asn Arg He Thr Val Trp Arg Ser Arg Ser 
65 70 75 80 

Gly Asn Glu Leu Pro Leu Ala Val Ala Ser Thr Ala Asp Leu He Arg 

85 90 95 

Cys Lys Leu Leu Asp Val Thr Gly Gly Leu Gly Thr Asp Glu Leu Arg 

100 105 110 

Leu Leu Tyr Gly Met Ala Leu Val Arg Phe Val Asn Leu He Ser Glu 

115 120 125 

Arg Lys Thr Lys Phe Ala Lys Val Pro Leu Lys Cys Leu Ala Gin Glu 

130 135 140 

Val Asn He Pro Asp Trp He Val Asp Leu Arg His Glu Leu Thr His 
145 150 155 160 

Lys Lys Met Pro His He Asn Asp Cys Arg Arg Gly Cys Tyr Phe Val 

165 170 175 

Leu Asp Trp Leu Gin Lys Thr Tyr Trp Cys Arg Gin Leu Glu Asn Ser 

180 185 190 

Leu Arg Glu Thr Trp Glu Leu Glu Glu Phe Arg Glu Gly He Glu Glu 

195 200 205 

Glu Asp Gin Glu Glu Asp Lys Asn He Val Val Asp Asp He Thr Glu 

210 215 220 

Gin Lys Pro Glu Pro Gin Asp Asp Gly Lys Ser Thr Glu Ser Asp Val 
225 230 235 240 

Lys Ala Asp Gly Asp Ser Lys Gly Ser Glu Glu Val Asp Ser His Cys 

245 250 255 

Lys Lys Ala Leu Ser His Lys Glu Leu Tyr Glu Arg Ala Arg Glu Leu 

260 265 270 

Leu Val Ser Tyr Glu Glu Glu Gin Phe Thr Val Leu Glu Lys Phe Arg 

275 280 285 

Tyr Leu Pro Lys Ala He Lys Ala Trp Asn Asn Pro Ser Pro Arg Val 

290 295 300 

Glu Cys Val Leu Ala Glu Leu Lys Gly Val Thr Cys Glu Asn Arg Glu 
305 310 315 320 

Ala Val Leu Asp Ala Phe Leu Asp Asp Gly Phe Leu Val Pro Thr Phe 

325 330 335 

Glu Gin Leu Ala Ala Leu Gin He Glu Tyr Glu Glu Asn Val Asp Leu 

340 345 350 

Asn Asp Val Leu Val Pro Lys Pro Phe Ser Gin Phe Trp Gin Pro Leu 

355 360 365 

Leu Arg Gly Leu His Ser Gin Asn Phe Thr Gin Ala Leu Leu Glu Arg 

370 375 380 

Met Leu Ser Glu Leu Pro Ala Leu Gly He Ser Gly He Arg Pro Thr 
385 390 395 400 

Tyr He Leu Arg Trp Thr Val Glu Leu He Val Ala Asn Thr Lys Thr 

405 410 415 

Gly Arg Asn Ala Arg Arg Phe Ser Ala Gly Gin Trp Glu Ala Arg Arg 
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420 425 430 

Gly Trp Arg Leu Phe Asn Cys Ser Ala Ser Leu Asp Trp Pro Arg Met 

435 440 445 

Val Glu Ser Cys Leu Gly Ser Pro Cys Trp Ala Ser Pro Gin Leu Leu 

450 455 460 

Arg lie He Phe Lys Ala Met Gly Gin Gly Leu Pro Asp Glu Glu Gin 
465 470 475 480 

Glu Lys Leu Leu Arg He Cys Ser He Tyr Thr Gin Ser Gly Glu Asn 

485 490 495 

Ser Leu Val Gin Glu Gly Ser Glu Ala Ser Pro He Gly Lys Ser Pro 

500 S05 510 

Tyr Thr Leu Asp Ser Leu Tyr Trp Ser Val Lys Pro Ala Ser Ser Ser 

515 520 525 

Phe Gly Ser Glu Ala Lys Ala Gin Gin Gin Glu Glu Gin Gly Ser Val 

530 535 540 

Asn Asp Val Lys Glu Glu Glu Lys Glu Glu Lys Glu Val Leu Pro Asp 
545 550 555 560 

Gin Val Glu Glu Glu Glu Glu Asn Asp Asp Gin Glu Glu Glu Glu Glu 

565 570 575 

Asp Glu Asp Asp Glu Asp Asp Glu Glu Glu Asp Arg Met Glu Val Gly 

580 585 590 

Pro Phe Ser Thr Gly Gin Glu Ser Pro Thr Ala Glu Asn Ala Arg Leu 

595 600 605 

Leu Ala Gin Lys Arg Gly Ala Leu Gin Gly Ser Ala Trp Gin Val Ser 

610 615 620 

Ser Glu Asp Val Arg Trp Asp Thr Phe Pro Leu Gly Arg Met Pro Gly 
625 630 635 640 

Gin Thr Glu Asp Pro Ala Glu Leu Met Leu Glu Asn Tyr Asp Thr Met 

645 650 655 

Tyr Leu Leu Asp Gin Pro Val Leu Glu Gin Arg Leu Glu Pro Ser Thr 

660 665 670 

Cys Lys Thr Asp Thr Leu Gly Leu Ser Cys Gly Val Gly Ser Gly Asn 

675 680 685 

Cys Ser Asn Ser Ser Ser Ser Asn Phe Glu Gly Leu Leu Trp Ser Gin 

690 695 700 

Gly Gin Leu His Gly Leu Lys Thr Gly Leu Gin Leu Phe 
70S 710 715 

<210> 3167 
<211> 2730 
<212> DNA 

<213> Homo sapiens 
<400> 3167 

nnggccggcg cctcctcctg gattcattca ctcgctcttt tcattcacga aggtagtgag 
60 

gcctagtgga aagccatgga gagcgctctc cccgccgccg gcttcctgta ctgggtcggc 
120 

gcgggcaccg tggcctacct agccctgcgt atttcgtact cgctcttcac ggccctccgg 
180 

gtctggggag tggggaatga ggcgggggtc ggcccggggc tcggagagtg ggcagttgtc 
240 

acaggtagta ctgatggaat tggaaaatca tatgcagaag agttagcaaa gcatggaatg 
300 
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aaggttgtcc ttatcagcag atcaaaggat 
360 

gaaaaattca aagtggagac aagaaccatt 
420 

gataaaatta aaacaggctt ggctggtctt 
480 

atgtcgtatg agtatcctga atactttttg 
540 

aaaatgataa atattaatat tctttctgtt 
600 

atggtggaaa gatccaaagg ggctattctg 
660 

gtcccactct tgaccatcta ttctgcaacc 
720 

ctccatgagg agtataggag caagggcgtc 
780 

gctacaaaac tggctaaaat ccggaagcca 
840 

gtgaagtctg caattaaaac agtcggcctg 
900 

gctcttatgg gctcgataat ctcaaacctg 
960 

aatatgaaca agtctacacg ggctcactat 
1020 

ataactgcat tgtaacttgg ccagatgctc 
1080 

tactggtttt gaaaatctga ccttgtcatt 
1140 

cttaattaag aggaaaatag aagttgcttt 
1200 

atccgaggta attttgaagt ttaatataaa 
1260 

Ctgtcgggaa cacctaatag aaaggaatac 
1320 

aagcataaaa cttggcagtt ttatctgctt 
1380 

ttctctgaaa ctgattataa aaaccaatgt 
1440 

gaaatggaga tcgatttgat ttgtttataa 
1500 

ttacggtttt ataaaattat cttccagttt 
1560 

gggtagctaa tgacatgaaa ataattgtga 
1620 

cactaaacta tgctttctta taatgcatat 
1680 

gaagctatat ggtatgattt ataaagataa 
1740 

ccatctatgg taccactgaa accctgaccc 
1800 

cctttgtttc tgcattaaac caatattgat 
1860 

agtaatgact tcatagaaat ggcattataa 
1920 



aaacttgacc aggtttccag tgaaataaaa 
gctgttgact ttgcatcaga agatatttat 
gaaatcggca tcttagtgaa caacgtggga 
gatgttcctg acttggacaa tgtgatcaag 
tgtaagatga cacaattggt actgcctggc 
aacatttcat ctggcagtgg catgctccct 
aagacttttg tagatttctt ctctcagtgc 
tttgtgcaga gtgtcctgcc atacttcgta 
actttggata agccctctcc ggagacgttt 
caatcccgaa ccaatggata cctgatccat 
ccttcttgga tttatttgaa aatagtcatg 
ctgaagaaaa ccaagaagaa ctaagcattg 
cagcatatgc acgttcactg caaagcaccc 
tcaatagtta ttaacatgac taaatattat 
taggggtttc tgacatatat tctggatact 
tgctcatatc aaatgaatat agaactaata 
tattatagca aatcacagaa tgatagactc 
caaaatgcca ttgatcatta ttcctgtatt 
ccagctactc ttttgttttt gacacttgaa 
gcagacacac tgcaatttac aaagatctct 
gtacatttat atggaattgt tctttatcaa 
aatatggaat tatttctgac acatgaagcc 
ttcttctcag tttaaatgta tgtaaatatc 
atgggccaaa gtgtacattg agactggcag 
agaaaagtgg cttgcttgga cacccagctg 
cacacatatg acacaggcta gtcctataaa 
tttttaagtt gatactctac aggtagctat 
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tgatataatt 
19B0 

tttggtgatt 
2040 

tgcttcataa 
2100 

caagaagatt 
2160 

gatttgcatt 
2220 

aaggacataa 
2280 

atgtaaaaga 
2340 

gttgtcattt 
2400 

tcctctcatt 
2460 

tttcacacat 
2520 

tggtggtaga 
2580 

tcccagttag 
2640 

ttgggaggct 
2700 

gtagcaagct 
2730 



agttttaata 
gaaattaagg 
cttgtatgga 
ggtctttacc 
aaaagaaaaa 
aacaaaaata 
aaatatattt 
aagttgaata 
tcattgtaga 
tggttggtta 
tagaggaggg 
aaaatagttg 
gagacaggag 
cttgtctcta 



aaacatgctg 
ccgtatttac 
gaactcacca 
taggctgtgt 
aaaatggggc 
aacaaacaaa 
tagcccctaa 
aatatatagc 
aatggtgaca 
gttggttggt 
attctcttgc 
taggctaagc 
gattgcttga 
caaaaaaatt 



caaccatggt 
aatgacttaa 
agaaagaatt 
ttcctaagct 
cttagcttct 
aacaaatagc 
aattaggaag 
tttatgaaaa 
ccacaatgac 
tggttggttg 
aagtatacaa 
acagtggctt 
gcccgggagt 



atacaacaaa 
tataagactg 
caatactgtg 
ctgagttttc 
ggcttttaat 
catctgctat 
aatgtaatct 
acacattgtt 
ctggacagta 
gtgagttggt 
aatactccct 
acacctgtaa 
tcaacgccag 



aatacatttc 
acttttatcc 
aaatatgcag 
agcaccagta 
tttgccagct 
cagcatcatt 
cagaataaag 
tgcccttttt 
ttttatctgc 
tttagtgtag 
ttttctttta 
actcaatgct 
cccgggcaac 



<210> 3168 

<211> 312 

<212> PRT 

<213> Homo sapiens 



<400> 3168 

Met Glu Ser Ala Leu Pro Ala Ala 
1 5 

Gly Thr Val Ala Tyr Leu Ala Leu 
20 

Ala Leu Arg Val Trp Gly Val Gly 

35 40 
Leu Gly Glu Trp Ala Val Val Thr 

50 55 
Ser Tyr Ala Glu Glu Leu Ala Lys 
65 70 
Ser Arg Ser Lys Asp Lys Leu Asp 

85 

Lys Phe Lys Val Glu Thr Arg Thr 
100 

Asp lie Tyr Asp Lys lie Lys Thr 
115 120 
He Leu Val Asn Asn Val Gly Met 

130 135 
Leu Asp Val Pro Asp Leu Asp Asn 



Gly Phe Leu 


Tyr 


Trp 


val 


Gly 


Ala 


10 








15 




Arg He Ser 


Tyr 


Ser 


Leu 


Phe 


Thr 


25 






30 






Asn Glu Ala 


Gly 


Val 
45 


Gly 


Pro 


Gly 


Gly Ser Thr 


Asp 
60 


Gly 


He 


Gly 


Lys 


His Gly Met 


Lys 


val 


Val 


Leu 


He 


75 










60 


Gin Val Ser 


Ser 


Glu 


He 


Lys 


Glu 


90 








95 




He Ala Val 


Asp 


Phe 


Ala 


Ser 


Glu 


105 






110 






Gly Leu Ala 


Gly 


Leu 
125 


Glu 


He 


Gly 


Ser Tyr Glu 


Tyr 
140 


Pro 


Glu 


Tyr 


Phe 


Val He Lys 


Lys 


Met 


He 


Asn 


He 
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145 150 155 160 

Asn He Leu Ser Val Cys Lys Met Thr Gin Leu Val Leu Pro Gly Met 

165 170 175 

Val Glu Arg Ser Lys Gly Ala lie Leu Asn He Ser Ser Gly Ser Gly 

180 185 190 

Met Leu Pro Val Pro Leu Leu Thr lie Tyr Ser Ala Thr Lys Thr Phe 

195 200 205 

Val Asp Phe Phe Ser Gin Cys Leu His Glu Glu Tyr Arg Ser Lys Gly 

210 215 220 

Val Phe Val Gin Ser Val Leu Pro Tyr Phe Val Ala Thr Lys Leu Ala 
225 230 23S 240 

Lys He Arg Lys Pro Thr Leu Asp Lys Pro Ser Pro Glu Thr Phe Val 

245 250 255 

Lys Ser Ala He Lys Thr Val Gly Leu Gin Ser Arg Thr Asn Gly Tyr 

260 265 270 

Leu He His Ala Leu Met Gly Ser He He Ser Asn Leu Pro Ser Trp 

275 280 285 

He Tyr Leu Lys He Val Met Asn Met Asn Lys Ser Thr Arg Ala His 

290 295 300 

Tyr Leu Lys Lys Thr Lys Lys Asn 
305 310 

<210> 3169 
<211> 5945 
<212> DNA 

<213> Homo sapiens 
<400> 3169 

nncggccgcc gcaagaaagt gtccttcgag gccagcgtgg ccctgctgga ggcctcgctg 
60 

aggaacgacg ccgaggaagt acgctacttc ctgaagaata aggtcagccc tgatttgtgc 
120 

aatgaggacg gactcacagc cctacaccag tgctgcatcg acaactttga ggaaattgtg 
180 

aagctgctcc tctcccatgg tgccaatgtg aacgccaagg acaacgagct gtggacacct 
240 

ctccatgctg cagccacctg cggccacatc aacctggtga agatcctcgt tcagtatggg 
300 

gccgacttgc ttgctgtcaa ctcggatggg aacatgccat atgacctctg cgaggatgaa 
360 

cccaccctgg atgtcatcga gacctgcatg gcataccagg gcatcaccca agagaaaatc 
420 

aacgagatgc gggtggctcc tgagcagcag atgattgcgg acatccactg catgatcgca 
480 

gcgggccagg acctggactg gatagatgcc cagggtgcca cactgctgca catagctgga 
540 

gccaatggat acctgcgggc agctgagctc ctcctggatc atggagtgcg tgtggatgtg 
600 

aaggactggg atggctggga gcccctgcat gcagctgcct tctggggaca gatgcagatg 
660 

gcagagctat tggtgtccca tggagctagt ctcagtgcaa ggacatccat ggatgagatg 
720 

ccaatagacc tgtgcgagga ggaagagttc aaggtcctgc tgctggagct aaaacacaag 
780 
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catgatgtga tcatgaagtc 
840 

agcgcaggca gccgtgggaa 
900 

tataggaagg agtatgaggg 
960 

cggacctcca cctacaacgg 
1020 

cctaacccca ggctggagaa 
1080 

ggtgaactgg acatgcctgt 
1140 

gcgctggcca acggggatgt 
1200 

ggcaaccctg gcgtggccga 
1260 

cagacgcttc tggagctgaa 
1320 

cttagcacac acctgggcag 
1380 

gccnccttga tcggaggcag 
1440 

acggtcacca gcggagatcc 
1500 

gagaaggtgc atggctgttg 
1560 

ctggggaggg gctcctggaa 
1620 

gcagctgggg agaggtgggc 
1680 

ctgcccatag catcccatgt 

1740 

atctgacaca aggcctgtcg 
1800 

gggcttgaga tcccagctct 
1860 

tcacattaac acacacacac 
1920 

taggaatgac atacctgggc 
1980 

caaaaggatg gaagttaaga 
2040 

ggaggggacc tgctaagctg 
2100 

caccagccac acctgacagg 
2160 

tacatgggca gatgagatag 
2220 

tctgcccatg ccaggagcca 
2280 

atttcgttcc tggaatcaac 
2340 

aagggtgtgg gagggggaca 
2400 



acagctgagg cacaagtcat 
ggtggtgcgg cgagccagcc 
agaggccatc ctgtggcagc 
ggacatcagg gagaccagga 
gcccgtgcta ctctccgaat 
tgagaatggc ctccgggctc 
ctggaaggtg catgaggtgc 
cgccaccccg ccctggagca 
gcggcagcgg gctgcagcca 
cagcatggcc aggacgggcg 
aacttcaccg tacagcagca 
cccactctta aagttcaagg 
ccgtatctcc tagtctccgt 
tccaggccag cccaacaacc 
tctgcttttc agaggaactc 
cccacgtccc gtggttctgc 
tggcctcctg gttcactctg 
attcttggta taaaggcttc 
acacacatat acacacacac 
tcaggggaag caagggggct 
ctcagagtct cattaccact 
agacccatag tcctgctcag 
ggtgagaagt cctcgctgtg 
acacagacct gctccccgca 
gctgtgtgac catccagggg 
caaatcatgt tttcctcttg 
aggtcagtat ttaccaaagt 

2386 



ccttgagccg gaggacctcc 
tgtcggacag gaccaacctg 
ggagtgcagc tgaggatcag 
cagaccaaga gaataaggac 
ttcctaccaa gatcccacga 
cggtcagtgc ctaccagtat 
ctgactacag catggcctat 
gctacaagga acagagccct 
agctgctcag ccaccccttc 
agagtagcag tgaaggcaag 
atgggacctc ggtatattac 
cccccataga ggagatggag 
gtgatggagg agggagatgc 
ctggctgggg aggtgtcagg 
agaccccagc cctcagctgg 
ttcctgctgc atcgtctgcc 
ctgtctgatc ttgggagggt 
tccggatcag tacatgcatg 
acaagctcga tcagtgtgtg 
tagaatttgt ggggtattcc 
gccaatgtgg ttttagcagg 
agttatccca aagtctgagc 
ttcagaggga gccaggaatc 
gccttgttga gagccacact 
tggaggggga aaaccaggca 
gatggaagtg tcaaaggcag 
gtatccgatt ttaaaaattc 
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ctttagtctg 
2460 

cgtatcaagg 
2520 

ttccattgga 
2580 

ttaacagcga 
2640 

agcccatctc 
2700 

ctgcctccac 
2760 

ggatcccggg 
2820 

gcccttttga 
2880 

gccccaagtc 
2940 

ccatggtagg 
3000 

tggtgctggg 
3060 

accccctttg 
3120 

gtgtacccga 
3180 

tacctcctta 
3240 

tgggttcttt 
3300 

gggctagggg 
3360 

atctgctctt 
3420 

gggagctgga 
3480 

ccagaaagta 
3540 

gttctcagca 
3600 

tggaggcggc 
3660 

ggggtgggct 

3720 

acgtaccatt 
3780 

aaccttagct 
3840 

tttaggtttt 
3900 

cactgagcgc 
3960 

ctctccaccc 
4020 



taaaactcct 
tcactgggtt 
atgcttttcc 
cagagcccag 
agccaaccct 
ctcccacccc 
cccagctttt 
gttcccgcct 
tgcgaatcca 
gctggagttg 
gagggaggac 
gagatgccca 
taagctgcag 
gagctctgaa 
ttaaccctct 
cttgggactg 
tgtcattctt 
cttcagggag 
gagggcccat 
tcaggccacc 
ccaggaggct 
cttcaacatc 
ggctgtaaaa 
acaaggtagg 
ccgatctttt 
ctgaggccat 
agaaggctgg 



agagggaggg 
ttactggctg 
agggagagag 
caccctgggg 
ccttagactg 
cttccacctc 
gcctttttgg 
cacccagggg 
gggtgcacgt 
ggtcttgccc 
tgtgaatggc 
tggcatgggc 
gttatccctt 
ggggtctcct 
tctttctcag 
gaagaccatc 
agccccctac 
cctgagtgat 
gggagtgact 
tccaccccaa 
gaagacaggt 
tcaggctgtg 
cagtatgagc 
gagttctgag 
tgctcagggg 
tccctccttt 
gaatcccagc 



aggtaactga 
gtgctgggaa 
gccagttaat 
tctttgtgaa 
agctgtcaga 
catcagtcat 
ggatgcctgg 
ctcccagcct 
ggtcaatatc 
agccctgcag 
tgttctcccc 
actgcccaca 
gctctgtgcg 
agttccagat 
tctatgagaa 
cccgccttgt 
tgtggccccc 
gctttcccag 
gcacccttgg 
tgccaggata 
gcacagatgc 
gctggaacag 
ccagactgac 
ggaagccgcg 
ccaaacactg 
tccgcatgcc 
tgattccctg 



attcacttct 
aatgaagcta 
ttaaaaaaaa 
tatccagact 
gcaagcaatt 
gtgtgcagag 
tgagacagat 
gcacttgcag 
ccctcctgca 
tttcatagtc 
tcactgctga 
ggctcagcca 
ccttttattt 
tttaatttgg 
acttgccctg 
gccacaactt 
atagccccat 
gagcagggca 
tggctgctgg 
gatgtattct 
ttcccacgac 
gacaggatga 
gctgaaatcc 
tgctcctcag 
aaggcacgta 
tcctgcctcc 
acaggagccg 



ttttgtggat 
agtgaggagc 
cagtcgctag 
gtttcagccc 
aggggccagc 
tcagtgctcg 
ttgccagtca 
gagtggtgat 
ttcaggagag 
ccagccttcc 
gtctcccagg 
gaacctcteg 
gtccttaaac 
ggaacagatc 
aggggcacct 
tggtcatggg 
aacccagaga 
gctggctgga 
aaagggagag 
agagtagggg 
cttgccattt 
tctaaaacac 
ctcatgagcc 
gagagagctg 
ctgcccaacc 
tgggctattc 
acttcacaca 
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caggtgactc tcaggcattg gctcatgttt 
4080 

gctttaagtc cctggggagc tttccctgta 
4140 

gaccaacctc caatgaatga gccgcggtca 
4200 

tagctgcaac atgccagcct ctacgttagg 
4260 

tcaggagaac tgttccttgt ggtttccgtc 
4320 

ttcaagtcac ctgaggcaaa gtgtctgcat 
4380 

cctagaatcc ttagagtctg aattccttta 

4440 

ataacatttg ccaccaagta tagatgctgg 
4500 

tccatccgga actttcagtg atagctgcct 
4560 

agcagcttga gatcagtgtc tagaagactg 
4620 

gtttttaaag tcattgtttc ttgctcatgg 
4680 

cactaatgga taatgggagg aaaagttgct 
4740 

gaatctgcct ccctccatgg caggggtgga 
4800 

aaccagatgc ctagctcctg ctgagaccca 
4860 

ggagaccact tccaaagcag gtgctgcatg 
4920 

agttggcggt tatcaccaga ctgtgagttt 
49B0 

ctctaggccc agggctacta aagacttcag 
5040 

agtaaaactg ctctgcactg tttaatccat 
5100 

tgtgtccccc gtcctgcccc accggtttgc 
5160 

ttgttggtgt cagatacctt cccatcctga 
5220 

agcaggatac tggggtactt ttaagaaggg 
5280 

atttaactct tgctatttgt aacttgggga 
5340 

caaaggctcc aatggtcagt ggatgactct 
5400 

agccctctcc ccaacaggtc tctcttgttg 
5460 

aagtgccacc gtgcggggcc tggctctgca 
5520 

ctccgcaata attcaccaga ccagaagcca 
5580 

attttatgtg aaaaaaaatt aaaactctgt 
5640 



tcagccaggg ataaaccatc ccttcttggg 
ggtctcctgg gtgttgagag acaagttgga 
ttcattaatt cactcacgta atttactgag 
ttctgcggac aaaggaggaa taagacagag 
ccttggggac cacaggcatc agcagtccca 
cttcgcccag cgaccctttg cttttcggct 
gccgggaaca gctgtcatgg tcacccctgg 
atcttgggtt ccaggcagac atcatccagg 
tcagccagca tctttggggg actctataat 
ttctgcaatt tgctgccaaa tgcatctcag 
tggctcattt attacatagt cccctcaccc 
gcttccttca gcatcaaagc ctttccttgg 
ttcgggagct gggagtaacc aggcaaagtc 
ggtcctatgg cagctcctca ttagattaaa 
gctcaccatc atatgcccca aacaactgaa 
ctggcaagta gcttggggaa gctgaataaa 
gatagaattc tccatcaaat atacagcata 
ttccaagggg cttagaaaag ctaacaaggg 
tggctttgta ataacataag accattgtgg 
gctctctcac ctacctgctc tctctcctag 
tgctcctttt aagatgccca gaaaagctgt 
tggtctcccc tgccccaggg cacataagag 
gcaaaagtga ccccctgtgc cagaagctat 
gccagagggc ctgcttccca tgggcattgc 
cacccaggaa aagtctgcag acccccagcc 
ctggtgtaca gagaacactt aaaaaaatgt 
atactgtatc agcagctttg tgtaaaaatg 
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gcaatcaaga gagtctaata tatttaaaac ttttttaaaa aaaatcttcg cggatctttg 
5700 

atatcgtact gaggtaactt ccacgtagcc ccttgccacg cggcaccggt gggccttggg 
5760 

tccaaaactg tggctcagcc acatcccaaa gggggcacat gcccctggag ttgcttccag 
5B20 

ctgccaaggc ctgtgacaga attcgctgtt aagagttttt aattaaaatt attaaattcc 
5880 

ttttaataac aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

5940 

aaaaa 

5945 

<210> 3170 

<211> 412 

<212> PRT 

<213> Homo sapiens 



<400> 3170 














Tyr 


Gly 


Ala 


Asp 


Leu 


Leu 


Ala 


Val Asn 


Ser Asp Gly Asn Met Pro Tyr 


1 








5 








10 15 


Asp 


Leu 


Cys 


Glu 


Asp 


Glu 


Pro 


Thr Leu 


Asp Val He Glu Thr Cys Met 








20 








25 


30 


Ala 


Tyr 


Gin 


Gly 


He 


Thr 


Gin 


Glu Lys 


He Asn Glu Met Arg Val Ala 






35 










40 


45 


Pro 


Glu 


Gin 


Gin 


Met 


He 


Ala 


Asp He 


His Cys Met He Ala Ala Gly 




50 










55 




60 


Gin 


Asp 


Leu 


Asp 


Trp 


He 


Asp 


Ala Gin 


Gly Ala Thr Leu Leu His He 


65 










70 






75 80 


Ala 


Gly 


Ala 


Asn 


Gly 


Tyr 


Leu 


Arg Ala 


Ala Glu Leu Leu Leu Asp His 










85 








90 95 


Gly 


Val 


Arg 


val 


Asp 


Val 


Lys 


Asp Trp 


Asp Gly Trp Glu Pro Leu His 








100 








105 


110 


Ala 


Ala 


Ala 


Phe 


Trp 


Gly 


Gin 


Met Gin 


Met Ala Glu Leu Leu Val Ser 






115 










120 


125 


His 


Gly 


Ala 


Ser 


Leu 


Ser 


Ala 


Arg Thr 


Ser Met Asp Glu Met Pro He 




130 










135 




140 


Asp 


Leu 


Cys 


Glu 


Glu 


Glu 


Glu 


Phe Lys 


val Leu Leu Leu Glu Leu Lys 


145 










150 






155 160 


His 


Lys 


His 


Asp 


Val 


He 


Met 


Lys Ser 


Gin Leu Arg His Lys Ser Ser 










165 








170 175 


Leu 


Ser 


Arg 


Arg 


Thr 


Ser 


Ser 


Ala Gly 


Ser Arg Gly Lys Val Val Arg 








180 








185 


190 


Arg 


Ala 


Ser 


Leu 


Ser 


Asp 


Arg 


Thr Asn 


Leu Tyr Arg Lys Glu Tyr Glu 






195 










200 


205 


Gly 


Glu 


Ala 


He 


Leu 


Trp 


Gin 


Arg Ser 


Ala Ala Glu Asp Gin Arg Thr 




210 










215 




220 


Ser 


Thr 


Tyr 


Asn 


Gly 


Asp 


He 


Arg Glu 


Thr Arg Thr Asp Gin Glu Asn 


225 










230 






235 240 


Lys 


Asp 


Pro 


Asn 


Pro 


Arg 


Leu 


Glu Lys 


Pro Val Leu Leu Ser Glu Phe 










245 








250 255 


Pro 


Thr 


Lys 


He 


Pro 


Arg 


Gly 


Glu Leu 


Asp Met Pro Val Glu Asn Gly 








260 








265 


270 


Leu 


Arg 


Ala 


Pro 


val 


Ser 


Ala 


Tyr Gin 


Tyr Ala Leu Ala Asn Gly Asp 
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27S 

Val Trp Lys Val 
290 

Pro Gly Val Ala 
305 

Ser Pro Gin Thr 

Leu Leu Ser His 
340 

Arg Thr Gly Glu 
355 

Arg Thr Ser Pro 
370 

Thr Ser Gly Asp 
3S5 

Met Glu Glu Lys 



280 

His Glu Val Pro 
295 

Asp Ala Thr Pro 
310 

Leu Leu Glu Leu 
325 

Pro Phe Leu Ser 

Ser Ser Ser Glu 
360 

Tyr Ser Ser Asn 
375 

Pro Pro Leu Leu 
390 

Val His Gly Cys 
405 



Asp Tyr Ser Met 
300 

Pro Trp Ser Ser 
31S 

Lys Arg Gin Arg 
330 

Thr His Leu Gly 
345 

Gly Lys Ala Xaa 

Gly Thr Ser Val 
380 

Lys Phe Lys Ala 
395 

Cys Arg He Ser 
410 



285 

Ala Tyr Gly Asn 

Tyr Lys Glu Gin 
320 

Ala Ala Ala Lys 
335 

Ser Ser Met Ala 
350 

Leu He Gly Gly 
365 

Tyr Tyr Thr Val 
Pro He Glu Glu 

400 



<210> 3171 

<211> 753 

<212> DNA 

<213> Homo sapiens 



<400> 3171 
gaattctatt 
60 

actcactgaa 
120 

tttcccttta 
180 

gaaacctcgg 
240 

caccacaaca 
300 

gacatcatca 
360 

ggtttaaaga 
420 

caacacacgg 
480 

aggcaaagca 
540 

gcggaggatg 
600 

aacatgtcct 
660 

gacgggtctt 
720 

ctcatctggc 
753 



tattccttag 
ttgggaggcg 
cagggtcaac 
cgctgcatat 
gcacactcct 
aggacagtga 
ccttcctctc 
tgggatctcc 
agcagcagct 
tggaggagtg 
gtgcttgtcg 
ctgacctcat 
acgaagtctg 



tgttgactct 
attacaattc 
ggactgcgtg 
cgttgttggg 
tcgctactcc 
gaagaaacgg 
ccaccactgc 
aagggatagg 
ggaggaggag 
gcaagtcgtc 
ccggagcccc 
cctcatccgg 
caagaagcca 



agggccatgg 
tgttattctg 
tgttactcca 
gactcgctgg 
gtgtccctgc 
tggttgggtc 
tatgaaggga 
aagccctgcc 
cagaagaaag 
tgtgggaagt 
aggggcctct 
aaatgctcca 
ctt 



aaggaaagga 
atgctatttg 
ccgtgggcac 
ccatggatgt 
tgggctacgg 
ttgccagata 
cagtgtcctt 
gggcaggatg 
cactgtatgg 
ttctggccat 
ccccggctgc 
ggttcaattt 



atgaggtacc 
ggaccttctt 
cagcgacgca 
gtcctcagtc 
cttctacggg 
cgacttttca 
cctccctgca 
ctttgtttgc 
tttggaagct 
caatgccaca 
ccacttggga 
tctgagattt 



<210> 3172 
<211> 228 
<212> PRT 
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<213> Homo sapiens 



<400> 3172 



He 


Gly 


Arg 


Arg 


Leu Gin 


Phe 


Cys 


1 








5 






Leu 


Phe 


Pro 


Phe 


Thr Gly 


Ser 


Thr 








20 








Gly 


Thr 


Ser 


Asp 


Ala Glu 


Thr 


Ser 






35 








40 


Ser 


Leu 


Ala 


Met 


Asp Val 


Ser 


Ser 




50 








55 




Arg 


Tyr 


Ser 


Val 


Ser Leu 


Leu 


Gly 


65 








70 






Lys 


Asp 


Ser 


Glu 


Lys Lys Arg 


Trp 










85 






Ser 


Gly 


Leu 


Lys 


Thr Phe 


Leu 


Ser 








100 








Ser 


Phe 


Leu 


Pro 


Ala Gin 


His 


Thr 






115 








120 


Pro 


Cys 


Arg 


Ala 


Gly Cys 


Phe 


Val 




130 








135 




Glu 


Glu 


Glu 


Gin 


Lys Lys 


Ala 


Leu 


145 








150 






val 


Glu 


Glu 


Trp 


Gin Val 


Val 


Cys 










165 






Thr 


Asn 


Met 


Ser 


Cys Ala 


Cys 


Arg 








180 








Ala 


Ala 


His 


Leu 


Gly Asp Gly 


Ser 






195 








200 


Cys 


Ser 


Arg 


Phe 


Asn Phe 


Leu 


Arg 




210 








215 




Lys 


Lys 


Pro 


Leu 









22S 



Tyr 


Ser Asp Ala 


He 


Trp 


Asp 


Leu 




10 






15 




Asp 


Cys Val Cys 


Tyr 


Ser 


Thr 


Val 


25 






30 






Ala 


Leu His He 


Val 


Val 


Gly 


Asp 






45 








val 


His His Asn 


Ser 


Thr 


Leu 


Leu 




60 










Tyr 


Gly Phe Tyr 


Gly 


Asp 


He 


He 




75 








80 


Leu 


Gly Leu Ala 


Arg 


Tyr 


Asp 


Phe 




90 






95 




His 


His Cys Tyr 


Glu 


Gly 


Thr 


Val 


105 






110 






Val 


Gly Ser Pro 


Arg 


Asp 


Arg 


Lys 






125 








Cys 


Arg Gin Ser 


Lys 


Gin 


Gin 


Leu 




140 










Tyr 


Gly Leu Glu 


Ala 


Ala 


Glu 


Asp 




155 








160 


Gly 


Lys Phe Leu 


Ala 


He 


Asn 


Ala 




170 






175 




Arg 


Ser Pro Arg 


Gly 


Leu 


Ser 


Pro 


185 






190 






Ser 


Asp Leu He 


Leu 


He 


Arg 


Lys 






205 








Phe 


Leu He Trp 


His 


Glu 


val 


Cys 




220 











<210> 3173 

<211> 573 

<212> DNA 

«213> Homo sapiens 



<400> 3173 
nntgtacaga 
60 

ctgctcaggg 
120 

tatagtgaag 
180 

gtttgtaatg 
240 

ggccaaactg 
300 

aagtacccgc 
360 

ctagaagtct 
420 



acaaggattc 
gccccaaaaa 
gtttgaaggt 
taacaaggag 
tggagagaac 
accttccctg 
gtaatattgt 



aactgctgcc 
atgactgaaa 
tgaagtgact 
gcctgccagt 
agtagcgcag 
tctgcaagtc 
ggcagggcaa 



cgaagagcat 
aatgactaaa 
cattgtggaa 
catcaaacct 
tatttcagag 
gggcaggaac 
cgatgtatca 



ggactcgatc 
aagcataata 
caatgagacg 
ttcctttaca 
aaaagtatac 
agaaacacac 
agaagctaac 



ttaacttcaa 
aagttgatgt 
gaaataccgt 
gttagaaaac 
tcttcagctg 
ctacctgcca 
agacaatcag 
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acttccacta tgatcaaggc aacagcaaga tctgcaccag acagacaaga ggaaattagc 
480 

agattggtaa gaagtgcaaa ttatgaaaca gatccatttg ttcaggagtt tcaatttaaa 
540 

gttcgggatg aaatggctca tgtaactgga cgc 
573 

<210> 3174 
<211> 152 
<212> PRT 
<213> Homo sapiens 

<400> 3174 

Cys Tyr Ser Glu Gly Leu 

1 5 
Arg Arg Lys Tyr Arg Val 
20 

Gin Thr Phe Pro Leu Gin 
35 

Val Ala Gin Tyr Phe Arg 
50 

His Leu Pro Cys Leu Gin 
65 70 
Pro Leu Glu Val Cys Asn 

85 

Leu Thr Asp Asn Gin Thr 
100 

Ala Pro Asp Arg Gin Glu 
115 

Tyr Glu Thr Asp Pro Phe 
130 

Glu Met Ala His Val Thr 
145 150 

<210> 3175 
<211> 948 
<212> DNA 
<213> Homo sapiens 

<400> 3175 

nncccccctc tcttcctcac gcgcagaact acaacttcag ggttttccca acggcctctt 
60 

tttgcacgtt aggagaaact acatttccca taatcctttg ttccagggct ggagcggctc 
120 

tgggctccgg aatcgcccgc agccggtact gcgggaccca ctgcggatat ggctgtcttg 
180 

gctggatccc tgttgggccc cacgagtagg tcggcagcgt tgctgggtgg caggtggctc 
240 

cagccccggg cctggctggg gttcccagac gcctggggcc tccccacccc gcagcaggcc 
300 

cggggcaagg ctcgcgggaa tgagtatcag ccgagcaaca tcaaacgcaa gaacaagcac 
360 

ggctgggtcc ggcgcctgag cacgccggcc ggcgtgcagg tcatccttcg ccgaatgctc 
420 



Lys Val Glu Val Thr 
10 

Cys Asn Val Thr Arg 
25 

Leu Glu Asn Gly Gin 
40 

Glu Lys Tyr Thr Leu 
55 

Val Gly Gin Glu Gin 

75 

lie val Ala Gly Gin 
90 

Ser Thr Met lie Lys 
10S 

Glu lie Ser Arg Leu 
120 

Val Gin Glu Phe Gin 
135 

Gly Arg 



His Cys Gly Thr Met 
15 

Arg Pro Ala Ser His 
30 

Thr Val Glu Arg Thr 
45 

Gin Leu Lys Tyr Pro 
60 

Lys His Thr Tyr Leu 

80 

Arg Cys lie Lys Lys 
95 

Ala Thr Ala Arg Ser 
110 

Val Arg Ser Ala Asn 
125 

Phe Lys Val Arg Asp 
140 
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aagggccgca agtcgctgag ccattgagga tcgcgacgca gtcggcggga ccctcatgga 
480 

agcatcgccc tcgcctcgga ccttgcctgg cgctattttt gcagggagct ggggagcagg 
S40 

aacgcctcgg acctgagtgc tctccatatt gtggggttga agtctggatg ggagcttgcc 
600 

aagtcccttt ttaggctttt taattaggaa gcatttcgaa cctgcgcaac agaccaaaga 
660 

acagtacaaa gaacatccgt gtacccagta ccctgactac cgactaccta caacccgtcc 
720 

ctgccccatc ctgagttctt ttgaagctga tctcaggcat cggattattt cttctgtaaa 
780 

tatttcagaa tgtatctctc caagatgaga gctcattaaa agataattac aaagcttatc 

840 

acatccaaaa gaattatcaa taattttgaa atattattaa acgtgtaata aatgttcaaa 
900 

gttccacttg caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
948 

<210> 3176 
<211> 92 
<212> PRT 

<:213> Homo sapiens 
<400> 3176 

Met Ala Val Leu Ala Gly Ser Leu Leu Gly Pro Thr Ser Arg Ser Ala 

15 10 15 

Ala Leu Leu Gly Gly Arg Trp Leu Gin Pro Arg Ala Trp Leu Gly Phe 

20 2S 30 

Pro Asp Ala Trp Gly Leu Pro Thr Pro Gin Gin Ala Arg Gly Lys Ala 

35 40 45 

Arg Gly Asn Glu Tyr Gin Pro Ser Asn lie Lys Arg Lys Asn Lys His 

50 55 60 

Gly Trp Val Arg Arg Leu Ser Thr Pro Ala Gly Val Gin Val lie Leu 
65 70 75 80 

Arg Arg Met Leu Lys Gly Arg Lys Ser Leu Ser His 

85 90 

<210> 3177 
<211> 1857 
<212> DNA 

<213> Homo sapiens 
<400> 3177 

nggatccagg acatcgaggg agccagcgcc aaggaccttt gcagcgcgtc ttcggttgtg 
60 

tccccgtctt ttgtaccaac aggggagaag ccatgtgagc aagtccagtt ccagcccaac 
120 

acagtgaaca ctttggcctg cccgctcctc tccaacctgg cgacccgact ctggctacgc 
180 

aacggggccc ccgtcaatgc ctcggcctcc tgccacgtgc tacccactgg ggacctgctg 
240 

ctggtgggca cccaacagct gggggagttc cagtgctggt cactagagga gggcttccag 
300 
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cagctggtag ccagctactg 
360 

gagggtggca gtgtacccgt 
420 

aaggccagct ggggtgcaga 
480 

tttgtgctgg ccgtgctgct 
540 

aaagtcttcc tgaagcaggg 
600 

ctgccccctg agacccgccc 
660 

cgagggtacc agtccctgtc 
720 

aagaggccac tcagcatcca 
780 

cgggtccgcc ttggctcgga 
840 

cgctgccctg gcttcagggg 
900 

ctctgctctt cgtggaacac 
960 

gcctgctgct ctccagtcaa 
1020 

gccccagagg tcctggccaa 
1080 

tgtaaactga gccctttgtt 
1140 

gagatagcat ggcatgcagc 
1200 

gggatgcatc caaagtggtt 
1260 

caccttccac attatcccgc 
1320 

cttgggctgc gtgcgttctg 
1360 

tcccaccacc tcagggacca 
1440 

ctcggaccca actcctggac 
1500 

gcgcgagctc aggagagatt 
1560 

gactgtcgcc tgccttcctc 
1620 

ccaccctcgc tccatctttg 
1680 

ccagtcccca gttcaccctc 
1740 

cccagcacag gggccctgaa 
1800 

atgtcatttt ttaataaagt 
1857 

<210> 3178 



cccagaggtg gtggaggacg 
cattatcagc acatcgcgtg 
caggtcctac tggaaggagt 
cccagtttta ttcttgctct 
ggaatgtgcc agcgtgcacc 
actcaacggc ctagggcccc 
agacagcccc ccgggggccc 
agacagcttc gtggaggtat 
gatccgtgac tctgtggtgt 
ctgtgaatgc tcggagaggg 
gaccgtggtg cccggccctt 
gtagcgaagc tcctaccacc 
atatgggggc ctgcctaggt 
tagaaaacaa ttccaaatgt 
acacacggct gctccagttc 
gtctgagaca gagttggaaa 
tgccaccggc tgccctgtct 
cctcgccagt cagccgagga 
gagggctagg ttggcactgc 
ctttccagcc tgtatcaggc 
tcgtgacaat gtacgccttt 
cgttgttgcg tgagaacccg 
aactcaaaca cgaggaacta 
catccctcac cttcctccac 
tttatgtggt ttttatacat 
ctgaagaatt actgtttaaa 

2394 



gggtggcaga ccaaacagat 
tgagtgcacc agctggtggc 
tcctggtgat gtgcacgctc 
accggcaccg gaacagcatg 
ccaagacctg ccctgtggtg 
ctagcacccc gctcgatcac 
gagtcttcac tgagtcagag 
ccccagtgtg cccccggccc 
gagagctgac ttccagagga 
ecaactggac ctcccctccg 
gggagccttg gagccagctg 
cagacaccca aacagccgtg 
tggtggaaca gtgctcctta 
gaaactagaa tgagagggaa 
atggcctccc aggggtgctg 
ccctcaccaa ctggcctctt 
cactgcagat tcaggaccag 
tgtagttgtt gctgccgtcg 
ggccctcacc aggtcctggg 
tgtggccaca cgagaggaca 
ccctcagaat tcagggaaga 
tgtgcccctt cccaccatat 
actgcaccct ggtcctctcc 
tctaagggat atcaacactg 
tttttaataa gatgcacttt 
aaaaaaaaaa aagtttt 
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<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 3178 



Xaa 


lie 


Gin 


Asp 


lie Glu Gly Ala Ser Ala Lys Asp Leu Cys Ser Ala 


I 








5 




10 


15 




Ser 


Ser 


Val 


Val 


Ser 


Pro 


Ser Phe Val Pro Thr Gly Glu Lys Pro Cys 








20 






25 30 






Glu 


Gin 


Val 


Gin 


Phe 


Gin 


Pro Asn Thr Val Asn Thr Leu Ala 


Cys 


Pro 






35 








40 45 






Leu 


Leu 


Ser 


Asn 


Leu Ala Thr Arg Leu Trp Leu Arg Asn Gly Ala 


Pro 




50 










55 60 






Val 


Asn 


Ala 


Ser 


Ala 


Ser 


Cys His Val Leu Pro Thr Gly Asp 


Leu 


Leu 


65 










70 


75 




80 


Leu 


Val 


Gly 


Thr 


Gin Gin Leu Gly Glu Phe Gin Cys Trp Ser 


Leu 


Glu 










85 




90 


95 




Glu 


Gly 


Phe 


Gin 


Gin 


Leu 


Val Ala Ser Tyr Cys Pro Glu Val 


Val 


Glu 








100 






105 110 






Asp 


Gly 


Val 


Ala 


Asp Gin Thr Asp Glu Gly Gly Ser Val Pro 


Val 


He 






115 








120 125 






lie 


Ser 


Thr 


Ser 


Arg 


Val 


Ser Ala Pro Ala Gly Gly Lys Ala 


Ser 


Trp 




130 










135 140 






Gly 


Ala 


Asp 


Arg 


Ser 


Tyr 


Trp Lys Glu Phe Leu Val Met Cys 


Thr 


Leu 


14S 










150 


155 




160 


Phe 


Val 


Leu 


Ala 


Val 


Leu 


Leu Pro Val Leu Phe Leu Leu Tyr Arg 


His 










165 




170 


175 




Arg 


Asn 


Ser 


Met 


Lys 


Val 


Phe Leu Lys Gin Gly Glu Cys Ala Ser Val 








180 






185 190 






His 


Pro 


Lys 


Thr 


Cys 


Pro 


Val Val Leu Pro Pro Glu Thr Arg 


Pro 


Leu 






195 








200 205 






Asn 


Gly 


Leu 


Gly 


Pro 


Pro 


Ser Thr Pro Leu Asp His Arg Gly Tyr 


Gin 




210 










215 220 






Ser 


Leu 


Ser 


Asp 


Ser 


Pro 


Pro Gly Ala Arg Val Phe Thr Glu 


Ser 


Glu 


225 










230 


235 




240 


Lys 


Arg 


Pro 


Leu 


Ser 


lie 


Gin Asp Ser Phe Val Glu Val Ser 


Pro 


Val 










245 




250 


255 




Cys 


Pro 


Arg 


Pro 


Arg Val Arg Leu Gly Ser Glu lie Arg Asp Ser Val 








260 






265 270 







Val 



<210> 3179 
<211> 3447 
<212> DNA 

<213> Homo sapiens 
<400> 3179 

tttttttttt tttttttttt tttttttttt tttttttttt tttttttttg tctgttaaac 
60 

tgtttaatga atgcataaaa aggcagaaaa atatataaag ccaaaagctc ataataaaat 
120 

taaatcatga tacaaccacc acaggcaatt accatcaaat acattcccat gatttacaaa 
180 
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tgtatcgctt 
240 

ttaactatcg 
300 

cagtgagcag 
360 

agacttcgag 
420 

aatgcaccct 
480 

tggaggtact 
540 

tggttctgtg 
600 

ttccgtgctg 
660 

cagaacacag 
720 

actaaaatat 
780 

ctgatgaatt 
840 

atacagtcgc 
900 

agagcaggtt 
960 

agaagctagc 
1020 

acgtcctggc 
1080 

aggtgtcttg 
1140 

atgtttccag 
1200 

gtgatgctgg 
1260 

cctaagtgct 
1320 

ccttaaaggc 
1380 

atgcactttt 
1440 

ttttcttgaa 
1500 

tcgggggcgg 
1560 

aagagcacag 
1620 

ccactcagag 
1680 

actgtgtgtg 
1740 

gtttgcacac 
1800 



atacagagga 
tctattcata 
ctggcgactg 
aggaacgcct 
ccacatttgg 
gagtggctgg 
tgcacactgg 
tctactgtat 
ctacagaatt 
gtttaatgaa 
tacaggactg 
aattagaggc 
ataaatgaag 
tttcgaaaac 
tgctttctgc 
tgaaacctta 
gctctgcctc 
agaggtcact 
cacccattcc 
aacaacagtc 
catttacggc 
tgtcagctcc 
ccgctccaac 
gagggtggga 
tctggcagga 
gggcaggccg 
ctcttcggcc 



agttgcaaaa 
caacagcaac 
agccagggta 
ataagaaatc 
attttctcta 
atcagttacc 
gctctgggga 
ccttcatgtg 
aggatctcat 
attaaaatgc 
attatatccc 
atagaagtca 
gttttcacat 
ctccctaaaa 
tttgggaact 
cttcctccac 
gtgacactca 
tagagagaag 
tcatgtgacc 
ctttccttcc 
tctcaaaaga 
cagcaacaca 
atgtggtacc 
ggaggacaaa 
atctgccagg 
ccgtggtcct 
tatcccaagg 



tcactgccag 
aactgcagct 
gcctccgatc 
tcaaaaggta 
gaagaatctg 
atgcaagctc 
gggaggacac 
tctccaaatg 
ggtaacaatg 
aatggaaaaa 
acggcactga 
tactgaatgc 
aaaacagaaa 
gtacacggca 
atccaagtgg 
acaaaaagga 
agtggcctca 
ctgccgggcc 
ctgacattcc 
tctcacaaca 
atatgccttc 
agcatgggtg 
agcggccatg 
cagccccttt 
aaaacctcgt 
gagagacagg 
accttcctag 

2396 



tacagacaca 
cctgagacca 
aataactgat 
tttgtttggg 
tggccaaatc 
acgatgaatg 
ccctgtgtgt 
gtacacgccc 
aggaattagg 
aaatcaggca 
atgacaaaca 
tgaatagaag 
aatagacaaa 
cggagaagtg 
cacatcacca 
aggaacggtc 
gatatgagca 
aagcacacga 
ggggaactgg 
aaggagcatg 
tcaaggaatt 
ttgttagggc 
tgccctcaag 
tatagggtca 
tctagatagg 
gcccgggcct 
cacataaaaa 



tccagtctaa 
cagaaggaca 
cagagtaatg 
tgcagaaaca 
tcttatccaa 
agattgaatt 
tgctgctgcc 
catgggatta 
ttactgtaga 
acagaacatt 
gttcttctcc 
aacactgaga 
atcatcggta 
gggtactggg 
tgtccagctt 
tccaaagcta 
ctggcacaga 
caatcttggc 
gaaacctgtt 
ttctccgtga 
tttaatgcac 
attcccgggc 

gggagggagg 
tgggggggct 
gagaagcaga 
tccactgctc 
caggggctct 
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cccgatttgt aaacagaaca acaaataaaa 
I860 

cagcccaccc aatgaatacc ccagattttt 
1920 

gagagagtta agctttcatc tcccatgttt 
1980 

agcaatcaca tccccactgc gtgcgctccc 
2040 

cacgtgcaaa tgttattatt attatttttt 
2100 

ttaaaaaatc ttctatattc aacactccat 
2160 

aaagcaatca tgtgaaaatt atttttattt 
2220 

tgggtccttg ataattggcc agccctgttt 
2280 

aatgttttct ttgaaaatac tgaagagtat 
2340 

ttaccataaa ggaagaaaaa catccatgtg 
2400 

tgattgatat caatgctttc accattttat 
2460 

gcttatttca taatacatat tatccagtga 
2520 

tttttttttc tgtaccttga agtaagcaga 
2580 

gtatgcgtga gggatgctta cataatagca 
2640 

tgtctggtgt ggtttgatag ctgggcttga 
2700 

aaatcggtta gaacaccaac atttcagggt 
2760 

tgtctacaaa tgcactgaaa gaactagcca 
2820 

acaaaatgtc atttacaaat aagtcacggc 
2880 

cagatggtag agatgttaac agttgcctga 
2940 

aggtaaaact gacatttgtg tttctcttca 
3000 

cggagactaa agcaaactct agaaactcct 
3060 

ttgcatgtta tcagaatgag gcgctctgtt 
3120 

ccacaaggcc ttctggaatt ccagaatcag 
3180 

cttacaggtt gtgtgagaac acccaataaa 
3240 

tctccaaaat tacacaacca ccaaacactc 
3300 

cctgaatggc actcagggac cagcgctttg 
3360 

caatcaaccg cagaaaccac tcccagactc 
3420 



ataaaaacaa aaccaaaaat tcctccatgg 
agggccactg cgggtctgta gctgggtgta 
acaacacttt gtgataaaat agttgagtgg 
ccgggatgcc tcacagctgc tctgtgatca 
gcctttggca tcaaagggca agcctgttca 
agtgaaaaga atggatactt caaaatCcct 
ttaaaatttt tgaaagtgtt ttgattttta 
tgcaaagaga tggactattt ctgagactag 
aagagattta agacaataaa ggctgtaatc 
tgtcaatatt gttttgagat aaagtcacaa 
ttcaacttaa accagtgtca ctcacatgaa 
tttcatcttt tctgcacagt ttaagtacat 
atagttcaag ctttcaaaac tggtgatgct 
acgctttatt gggcaacccg aatccataca 
aaaagtgctt ccagttgaaa ttagcattag 
gagggaggac tgctacaaag gaaaagaaca 
gaatatgaat tccattagta cctaagacac 
aagtgtcaca acctgaaatc tcaactcaga 
aacttcgatg tgctttcacg cccacaggaa 
acaatttcat gatcaataaa gaattgcagt 
taactccaag ttgccctatg gtttttatga 
ccacacttta ttcaaaagcc ttttacgctc 
ccctgcacac aggcagaaaa acagcttcat 
ctagggactt ttttgggaaa aacttctttc 
taaacatcac gtaaaatact gcatctgcaa 
atgaaccagc agccacaggt tctccactga 
tggaccccat agcagagttt tttttttttg 
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gttataettt tttttccact ettgctt 
3447 

<210> 31B0 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 3180 

Met Ser Phe Thr Asn Lys Ser Arg Gin Val Ser Gin Pro Glu lie Ser 

IS 10 15 

Thr Gin Thr Asp Gly Arg Asp Val Asn Ser Cys Leu Lys Leu Arg Cys 

20 25 30 

Ala Phe Thr Pro Thr Gly Lys Val Lys Leu Thr Phe Val Phe Leu Phe 

35 40 45 

Asn Asn Phe Met lie Asn Lys Glu Leu Gin Leu Glu Thr Lys Ala Asn 

50 55 60 

Ser Arg Asn Ser Leu Thr Pro Ser Cys Pro Met Val Phe Met He Ala 
65 70 75 80 

Cys Tyr Gin Asn Glu Ala Leu Cys Ser Thr Leu Tyr Ser Lys Ala Phe 

85 90 95 

Tyr Ala Pro Thr Arg Pro Ser Gly He Pro Glu Ser Ala Leu His Thr 

100 105 110 

Gly Arg Lys Thr Ala Ser Ser Tyr Arg Leu Cys Glu Asn Thr Gin 
115 120 125 

<210> 3181 
<211> 287 
<212> DNA 

<213> Homo sapiens 
<400> 3181 

natggcttcc tccccggcgg tggacgtgtc ctgcaggcgg cggggagaac ggcggcagct 
60 

ggacgcgcgc cgcaacaagt gccgcattcg cctgggcggg cacatgaagc aggggggcct 
120 

cctcaaggac ggctgggctt ctccctgcac tcgcagctcg ccaagttcct gttggaccgg 
180 

tacacttctt caggctgtgt cctctgtgca ggtcctgagc ttttgcctcc aaaaggtctg 
240 

cagtatctgg tgctcttgtc tcatgcccca caccggagat gcaccct 
287 



<210> 3182 

<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 3182 

Met Ala Ser Ser Pro Ala Val Asp 

1 5 
Arg Arg Gin Leu Asp Ala Arg Arg 
20 

Gly His Met Lys Gin Gly Gly Leu 



Val Ser Cys Arg Arg Arg Gly Glu 

10 15 
Asn Lys Cys Arg He Arg Leu Gly 
25 30 
Leu Lys Asp Gly Trp Ala Ser Pro 



2398 



WO 00/58473 



PCT/USOO/08621 



35 40 45 

Cys Thr Arg Ser Ser Pro Ser Ser Cys Trp Thr Gly Thr Leu Leu Gin 

50 55 60 

Ala Val Ser Ser Val Gin Val Leu Ser Phe Cys Leii Gin Lys Val Cys 
65 70 75 80 

Ser He Trp Cys Ser Cys Leu Met Pro His Thr Gly Asp Ala Pro 

85 90 95 

<210> 3183 

<211> 1457 

<212> DNA 

<213> Homo sapiens 

<400> 3183 

ncgtacgtgt catgcattgt catgacaccc tcattgtgtg tcgcatgtcc ccaattgatc 
60 

acacatatcc cacgtaatgc agggtactcc tttgtccaga cccagctcct ggttcccaaa 
120 

aaagttctcc ctgagagctg caggctgtcc tggaatctcc tcggggatga ggcagctgcc 
180 

gagcCggccc aggtgctgcc gcagatgggc cggctgaaga gagtggacct ggagaagaat 
240 

cagatcacag ctttgggggc ctggctcctg gctgaaggac tggcccaggg gtctagcatc 
300 

caagtcatcc gcctctggaa taaccccatt ccctgcgaca tggcccagca cctgaagagc 
360 

caggagccca ggctggactt tgccttcttt gacaaccagc cccaggcccc ttggggtact 
420 

tgatggcccc ctcaagacct ttggaatcca gccaagtgat gcacccaaat gatccacctt 
480 

tcgcccactg ggataaatga ctcaggaaag aagagcctcg gcagggcgct ctgcactcca 
540 

cccaggagga aggatacgtg tgtcctgctg cagtcctcag ggagaacttt cttgggaacc 
600 

aggagctggg tctggacaaa ggagtaccct gcattacgtg ggatatgtgt gatcaattgg 
660 

ggacatgcga cacacaatga gggtgtcatg acaatgcatg acacgtacgg ttatatgtgg 
720 

cagtgtgacc ccttgacatg tggcgttaca cgaaagtcag tgtggcacgt gttctgtggc 
780 

atgggtgctg gcatcccaag tggcaggata catgattgtt ggtctatata tgacacatga 
840 

caaatgtcca tgtcacagga ctcatggctg gccagatgac ctcaggctgg cccaagatct 
900 

aatttattaa tttttaaagc aaatacatat ttatagattg tgtgtatgga gcagctaagt 
960 

caggaaaagt cttccgcccg agctgggagg ggagagtgtc catgcactga ccagtccagg 
1020 

ggctcaaggg ccagggctct ggaacaagcc agggactcag ccattaagtc ccctcctgcc 
1080 

tcaaccctca gcctacccat ctataaactt gatgactcct cccttactta catactagct 
1140 

tccaaggaca ggtggaggta gggccagcct ggcgggagtg gagaagccca gtctgtccta 
1200 
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tgtaagggac aaagccaggt 
1260 

taggctactg ggtccagcta 
1320 

atgttaccca gtgttcttgt 
1380 

agccaggttt gatcaataaa 
1440 

aaaaaaaaaa aaaaaaa 
1457 



ctaatggtac tgggtagggg 
ctactttggt gggattcagg 
tacttccaag gagaaccaag 
cacaatggta ttccaaaaaa 



gcactgccaa gacaataagc 
tgagtctcca tgcacttcac 
aatggctctg tcacactcga 
aaaaaaaaaa aaaaaaaaaa 



<210> 3184 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 3184 

Xaa Tyr Val Ser Cys lie Val Met Thr Pro Ser Leu Cys Val Ala Cys 

15 10 15 

Pro Gin Leu lie Thr His lie Pro Arg Asn Ala Gly Tyr Ser Phe Val 

20 25 30 

Gin Thr Gin Leu Leu Val Pro Lys Lys Val Leu Pro Glu Ser Cys Arg 

35 40 45 

Leu Ser Tip Asn Leu Leu Gly Asp Glu Ala Ala Ala Glu Leu Ala Gin 

50 55 60 

Val Leu Pro Gin Met Gly Arg Leu Lys Arg Val Asp Leu Glu Lys Asn 
65 70 75 80 

Gin He Thr Ala Leu Gly Ala Trp Leu Leu Ala Glu Gly Leu Ala Gin 

85 90 9S 

Gly Ser Ser He Gin Val He Arg Leu Trp Asn Asn Pro He Pro Cys 

100 105 110 

Asp Met Ala Gin His Leu Lys Ser Gin Glu Pro Arg Leu Asp Phe Ala 

115 120 125 

Phe Phe Asp Asn Gin Pro Gin Ala Pro Trp Gly Thr 
130 135 140 

<210> 3185 

<211> 1433 

<212> DNA 

<213> Homo sapiens 

<400> 3185 

gccgcgtcga cttttttttt ttttttttct aattgcatca ctttatttca ccgacctcca 
60 

ctctggctcc caccccacaa gcctcagagc aggaaacaag cttggctgag atgcctcagg 
120 

cctggtaacc tgaggaggtg tagagcaccc agaaggaagg gtaaaagcag ggggcaaagc 
180 

ggtggccctc cctttctggg ggtcacttct gggctggggc cagctgaaac ctgtgtccaa 
240 

gtagctttca gggctggcca caccctaagc cttgcaaaag ggcctcctgc aagggctggc 
300 

ccatggggtc cccaccttcc cagccagtga ggttagcatg gttaggagtc cacatgtgtg 
360 
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caagtgcttg tgtggaggct catgtatgca tgtgtgtata tgcaaagctg cacatgacaa 
420 

tgtgcatgcc agtccagagt tagatgtacc tatgcagttg ccctcaagcg aagggtcata 
480 

tttggaaaca aggatggctc taaacatgta agcgtgcatg tgggcatgta tgtatctggg 
540 

gcctaaggag gtggggaagt gggtgttggg gtaagggctg gccttcaggg catttgcaga 
600 

aggaggagtg ggtgggaggg aaaggctggg cagagcaggg gaaggagtga aagccaggca 
660 

ggaaagtgga agaacaggag aagctcatgt aatggactac cctccacagg attatgttcc 
720 

ctgattcctg agagtttttt ctcttgattt taccccctca gtctatcact gcaagagaaa 
780 

gaggtagaaa agacaaacag accacaaaag acaagaaccc agacatatag acagacgcac 
840 

ctgttgcatg tgcatgagcc agagcctggg agagaagaga gagcgtgcaa gagagagctc 
900 

agagcaggca ggcagcccac cccctgcagc agtgctgggc ttcactggag cccctgcagg 
960 

aagtccagca gccctgtatg ccactcctct ggtttgtcca ggtaacaggg gtgccccgcc 
1020 

cccttcatga tcagcacccg gtggttgggc agctgcttca ggtgctcaaa gctggtctga 
1080 

cccatggggt cctggtctcc atatacaatc agagctggag tctgagagga aggatagggg 
1140 

ggtggggcag agtcaacagg acctgccata gcatccccag ccctccccac ttcagtctct 
1200 

tcctgggacc accccatatg agggagagag acaagctggc ccagtgggtg ggggcacaga 
1260 

ttggtgtctg ccccagaaca cagtttagca cagggcttgg cacagtagtc tgctgagtaa 
1320 

accaaaaggg tggagttggg tggtcagctc ctcccagaag acaccccttg attatccagc 
1380 

ccccagatga ggaaagccca ggatgcaccc ttccttgctc ctggcagggc acc 
1433 

<210> 3186 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 3186 

Met Pro Leu Leu Trp Phe Val Gin Val Thr Gly Val Pro Arg Pro Leu 

15 10 15 

His Asp Gin His Pro Val Val Gly Gin Leu Leu Gin val Leu Lys Ala 

20 25 30 

Gly Leu Thr His Gly Val Leu Val Ser He Tyr Asn Gin Ser Trp Ser 

35 40 45 

Leu Arg Gly Arg He Gly Gly Trp Gly Arg Val Asn Arg Thr Cys His 

50 55 60 

Ser lie Pro Ser Pro Pro His Phe Ser Leu Phe Leu Gly Pro Pro His 
65 70 75 80 

Met Arg Glu Arg Asp Lys Leu Ala Gin Trp Val Gly Ala Gin He Gly 
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85 90 95 

Val Cys Pro Arg Thr Gin Phe Ser Thr Gly Leu Gly Thr Val Val Cys 
100 105 110 

<210> 3187 

<211> 860 

<212> DNA 

<213> Homo sapiens 

<400> 3187 

gggcccggag cagcctccct ttggtccgct tctcgaaggt tcaattcaca gagcacttca 
60 

tatctaccag gagacggagt ttcgctatgt ttcccagact ggttttgaac tcctggccta 
120 

aagtggtcct cccgcctcgg cctcctgagt agctgggatt acagatatgt tcctaaaaca 
180 

tccccgagtt caccaccttg gccagaagtt gttctgccag acccagttga ggagaccaga 
240 

caccatgcag aggtcgtgaa gaaggtgaat gagatgatcg tcacggggca gtatggcagg 
300 

ctctttgccg tggtgcactt tgccagccgc cagtggaagg tgacctctga agacctgatc 
360 

ttaattggaa atgaactaga ccttgcgtgt ggagagagaa ttcgactgga gaaggtcctg 
420 

ctggttgggg cagacaactt cacgctgctt ggcaagccac tcctcgggta atggctgtga 
480 

agtgctgggc tttgtctggg gctccagggc tggacatgca gacagtggtc acagtgcaat 
540 

taggccagaa aggatcttgt tcgagtagaa gccacagtca ttgaaaagac agaatcatgg 
600 

ccaagaatca ttatgagatt caggaaaagg aaaaacttca agaagaaaag aagtaagtta 
660 

gagaaagtac cgctgggccc tgttgcacgg tgctggttgc ccaggcgcat gcggacggag 
720 

ggtgtggggc acgtgggtct cgggacagga agcccaggca ggtctcaacc tggctgccac 
780 

tgcccacttg ccaccctcat cctagaggga gcacccagag ggtccagcct cgctcccctt 
840' 

ctcctccacg ctccacgcgt 
860 

<210> 3188 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 3188 

Thr Pro Gly Leu Lys Trp Ser Ser Arg Leu Gly Leu Leu Ser Ser Trp 

1 5 10 15 

Asp Tyr Arg Tyr Val Pro Lys Thr Ser Leu Ser Ser Pro Pro Trp Pro 

20 25 30 

Glu Val Val Leu Pro Asp Pro Val Glu Glu Thr Arg His His Ala Glu 

35 40 45 

Val Val Lys Lys Val Asn Glu Met He Val Thr Gly Gin Tyr Gly Arg 
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50 55 60 

Leu Phe Ala Val Val His Phe Ala Ser Arg Gin Trp Lys Val Thr Ser 
65 70 75 80 

Glu Asp Leu lie Leu He Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu 

85 90 95 

Arg He Arg Leu Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr 

100 105 110 

Leu Leu Gly Lys Pro Leu Leu Gly 
115 120 

<210> 3189 
<211> 440 
<212> DNA 

<213> Homo sapiens 
<4O0> 3189 

nngggccccc aagggcatgg atggggccgg actctggcct ggctgtcaac aagagggctg 
60 

agcctgggga agcaagtccc tgttttcagt accacctgca tcccccaggg cagcatcctt 
120 

gactcccctt ctgggccagt gctgccctgc tttctctgtc tctttcaggg tgtgctgtcc 
180 

gacctcacca aagtgacccg gatgcatgga atcgaccctg tggtgctggt cctgatggtg 
240 

ggcatggtga tgttcaccct ggggttcgcc ggctgcgtgg gggctctgcg ggagaatatc 
300 

tgcttgctca actttgtgag tggccacaga gacaagagtg ggatatgatg caatggggta 
360 

caggctctgc tgggcaggat tatatgttac ctggtcagag caggtggcag ctcttaggag 
420 

cctcccctat ggcccctgcc 

440 

<210> 3190 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 3190 



Gly His 


Gly 


Trp 


Gly 


Arg 


Thr 


Leu 


Ala 


Trp 


Leu Ser Thr Arg Gly 


Leu 


1 






5 










10 


IS 




Ser Leu 


Gly 


Lys 


Gin 


Val 


Pro 


Val 


Phe 


Ser 


Thr Thr Cys He Pro 


Gin 






20 










25 




30 




Gly Ser 


lie 


Leu 


Asp 


Ser 


Pro 


Ser 


Gly 


Pro 


Val Leu Pro Cys Phe 


Leu 




35 










40 






45 




Cys Leu 


Phe 


Gin 


Gly 


Val 


Leu 


Ser 


Asp 


Leu 


Thr Lys Val Thr Arg 


Met 


50 










55 








60 




His Gly 


He 


Asp 


Pro 


Val 


Val 


Leu 


Val 


Leu 


Met Val Gly Met Val 


Met 


65 








70 










75 


80 


Phe Thr 


Leu 


Gly 


Phe 


Ala 


Gly 


Cys 


val 


Gly 


Ala Leu Arg Glu Asn 


He 








85 










90 


95 




Cys Leu 


Leu 


Asn 


Phe 


Val 


Ser 


Gly 


His 


Arg 


Asp Lys Ser Gly He 








100 










105 




110 
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<210> 3191 

<211> 266 

<212> DNA 

<213> Homo sapiens 

<400> 3191 

cggaggccga cgggctgata gttccctgtt ccgtgtccgc tacttgagcc atggaccggg 
60 

accttttgcg gcagtcgcta aattgccacg ggtcgtcttt gctctctcta cttcggagcg 

120 

aacagcagga caatccacac ttccgtagcc tcctggggtc ggccgccgag ccagcccggg 
180 

gcccgccgcc ccagcacccg ttgcagggca gaaaagagaa gagagttgac aacatcgaga 
240 

tacagaaatt catctcccaa aaagcg 
266 

<210> 3192 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 3192 














Met Asn Phe 


Cys 


lie 


Ser Met Leu 


Ser 


Thr 


Leu Phe Ser Phe Leu Pro 


1 




5 






10 


15 


Cys Asn Gly 


Cys 


Trp 


Gly Gly Gly 


Pro 


Arg 


Ala Gly Ser Ala Ala Asp 




20 






25 




30 


Pro Arg Arg 


Leu Arg 


Lys Cys Gly 


Leu 


Ser 


Cys Cys Ser Leu Arg Ser 


35 






40 






45 


Arg Glu Ser 


Lys 


Asp 


Asp Pro Trp 


Gin 


Phe 


Ser Asp Cys Arg Lys Arg 


50 






55 






60 


Ser Arg Ser 


Met 


Ala 


Gin Val Ala Asp Thr Glu Gin Gly Thr lie Ser 


65 






70 






75 80 


Pro Ser Ala 


Ser 













<210> 3193 
<211> 567 
<212> DNA 

<213> Homo sapiens 
<400> 3193 

nccgaccaca tctccgaccg cgttaaggta ccgaagccat ggtgggaaga gctggactcc 
60 

acagcctgcc tgagtgttca gatccaggct ctgcccagag ctggatgtaa atttatgacc 
120 

tggagtgagt tgttttgccc ctctgagcct cagtttctcc atctgtgaaa tggggacaac 
180 

agcagttcct tccaggaggg taaaaggagg agaaaaagaa tgcagatcca gccctcggca 
240 

gagtcagcgg ttcatgcttt gcatgcaaag tgcccagccc ctggctcaaa gtctgtgttc 
300 

atccagacct gggttaacta ctgtcttcct tatgttgttc ctgtggggac gcctggggct 
360 
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gctggcctcg tgattcctct ctttccctgc aggccacggt tcacctactt ccccttctcc 
420 

ctgggccacc gctcctgcat cgggcagcag tttgctcaga tggaggtgaa ggtggtcatg 
480 

gcaaagctgc tgcagaggct ggagttccgg ctggtgcccg ggcagcgctt cgggctgcag 
540 

gagcaggcca cactcaagcc actggac 
567 

<210> 3194 
<211> 116 
<212> PRT 

<213> Homo sapiens 



<400> 3194 



Met Gin 


He 


Gin 


Pro Ser Ala 


Glu Ser 


Ala 


Val His 


Ala 


Leu 


His 


Ala 


1 






5 




10 








15 




Lys Cys 


Pro 


Ala 


Pro Gly Ser 


Lys Ser 


val 


Phe He 


Gin 


Thr 


Trp 


Val 






20 




25 








30 






Asn Tyr 


Cys 


Leu 


Pro Tyr Val 


Val Pro 


Val 


Gly Thr 


Pro 


Gly 


Ala 


Ala 




35 






40 






45 








Gly Leu 


val 


He 


Pro Leu Phe 


Pro Cys 


Arg 


Pro Arg 


Phe 


Thr 


Tyr 


Phe 


50 






55 






60 










Pro Phe 


Ser 


Leu 


Gly His Arg 


Ser Cys 


He 


Gly Gin 


Gin 


Phe 


Ala 


Gin 


65 






70 






75 








80 


Met Glu 


Val 


Lys 


Val Val Met 


Ala Lys 


Leu 


Leu Gin 


Arg 


Leu 


Glu 


Phe 








85 




90 








95 




Arg Leu 


Val 


Pro 


Gly Gin Arg 


Phe Gly 


Leu 


Gin Glu 


Gin 


Ala 


Thr 


Leu 






100 




105 








110 







Lys Pro Leu Asp 
115 



<210> 3195 

<211> 987 

<212> DNA 

<213> Homo sapiens 

<400> 3195 

cgatcgccca cctgatggag gaacctctag gcagtgaccc attcagctgg aaactcccaa 
60 

gcctcgacta cgaacgcaag accaaagtgg acttcgatga cttcctccca gctatccgga 
120 

agccccagac acctacctcc ttggctggat cagccaaagg tgggcaagac ggttcacagc 
180 

gttcaagcat ccactttgaa acggaagagg ctaaccgttc ctttctctcg gggatcaaga 
240 

ccattttgaa gaagagcccg gagcccaagg aggatcccgc tcacctgtct gactcgtcct 
300 

catcctccgg ctccatcgtg tccttcaaaa gtgctgacag catcaaaagt cgaccaggaa 
360 

tcccacgact tgcgggtgac ggtggcgagc gaacgtcccc cgagcggaga gagccaggga 
420 

cggggaggaa agacgacgat gttgcgagca taatgaagaa atacctccag aagtaggaac 
480 
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cagctcagcc tccttgaagc tgcccttgaa gacttcccga ctctacaata acttggagac 
540 

agagagactg gccaggcctc cccggtggcc agagccagcc agcatggcca ccctcaagag 
600 

gcgagatgag cccacagagg catatcctgc ggggatgctg ggctcccagt gtggttggcc 
660 

tgaacaaaat aaagtgttga ctcctgggca tctgtgcctt ctctatggcc ttgctacctg 
720 

ggattccaga gagttgatgg ggtgcagata ggggtaggac tgttagaata gaaccaaccc 
780 

aaactgtgtg tagtttgggg tgtatacttc tatttctctt cctacatgtc tacatgccat 
840 

gaccttcctc ctcctcttca cttggccagt ttcagctcac ttcctccagg aagtctttcc 
900 

tgatatatca aactgaaaca aatgctcctc ctccatgctc ccttaatccc catgcttgtc 
960 

gattatattc ctttgccaat tcatttc 
987 

<210> 3196 

<211> 153 

<212> PRT 

<213> Homo sapiens 

<400> 3196 

Met Glu Glu Pro Leu Gly Ser Asp Pro Phe Ser Trp Lys Leu Pro Ser 

15 10 15 

Leu Asp Tyr Glu Arg Lys Thr Lys Val Asp Phe Asp Asp Phe Leu Pro 

20 25 30 

Ala He Arg Lys Pro Gin Thr Pro Thr Ser Leu Ala Gly Ser Ala Lys 

35 40 45 

Gly Gly Gin Asp Gly Ser Gin Arg Ser Ser He His Phe Glu Thr Glu 

50 55 60 

Glu Ala Asn Arg Ser Phe Leu Ser Gly He Lys Thr He Leu Lys Lys 
65 70 75 80 

Ser Pro Glu Pro Lys Glu Asp Pro Ala His Leu Ser Asp Ser Ser Ser 

85 90 95 

Ser Ser Gly Ser He Val Ser Phe Lys Ser Ala Asp Ser He Lys Ser 

100 105 110 

Arg Pro Gly He Pro Arg Leu Ala Gly Asp Gly Gly Glu Arg Thr Ser 

115 120 125 

Pro Glu Arg Arg Glu Pro Gly Thr Gly Arg Lys Asp Asp Asp Val Ala 

130 135 140 

Ser He Met Lys Lys Tyr Leu Gin Lys 
145 ISO 

<210> 3197 

<211> 5575 

<212> DNA 

<213> Homo sapiens 

<400> 3197 

nnacttgaac ccaggaggtg gaggttgcag tgagcggaga ttgtgccact gcacttggac 
60 
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ctggctgaca cagcaagact 
120 

agagcaatgg cgacactgga 
180 

tggtcctcct ggatcgacgc 
240 

gctggaaaag agggtggaaa 
300 

ttatttggcc attacccagc 
360 

caggtcgtca agccacaggt 
420 

agaccttctc cctctccagt 
480 

aaaacaaaag cctgtctcag 
S40 

acgcccaaag acaatctact 
600 

ggatcaaggg ataaaccatg 
660 

ctagtgaagg cagatggtgc 
720 

gcctccccca cctcgtcctc 
780 

tccaagtcag tgccaccttc 
840 

accatagaca agaaacacca 
900 

tcagagagag aatttgaccc 
960 

ccttgcacaa gatccctcac 
1020 

ggccggaaaa agcaatttga 
1080 

gaagttaaag ataaagagca 
1140 

gggccggcac aggattctct 
1200 

gcatcccccg caaaatccag 
1260 

agcataagca gcagcacatc 
1320 

ccggttggag gtgacctcgc 
1380 

gacgaatccg agaagctaga 
1440 

tgctcatttg ggagtcgcct 
1500 

cgttttcgat tcgcactaaa 
1560 

aagatccctc ctgcggcaga 
1620 

gttccagcat ccgttttgca 
1680 



atgtttaaaa aaaaagagag 
tcgcaaagtg cccagtccgg 
cgccaaatta cactgctccg 
aagcagggag gttatgaggc 
acatgacgac ttctatctcg 
tttccagtcg cactgcgaga 
gtctccagcc tccaatccca 
cggccatcac tctgccagca 
tacctccagc agcaaacagc 
tgttccagct cctgtagtca 
caatgccaaa atgaactcca 
tgccgtctcc acccctcctt 
accagagaag atcttaaatg 
aaatggcacc aaaaacagca 
aaataaacac tgtggagtat 
ctgcaagaca cattcgctaa 
cctcctcctg gcagaacaca 
tctcctgact tccacgaggg 
gctagggtct tcagggagct 
accacccaac tctgtacttc 
ttcaaatcat agcggccaca 
cagccgactg tccagtgatg 
ctgtcagttc tccacgcacc 
catgggacga gggtactatg 
ctccatggta gaaaaacacc 
tagccccatg ccctcgccag 
gcctttcagc aaccccagtg 



agaaaaaaaa acaagaagga 
aggcgtttct gggcaaaccc 
acaatgtaga tttagaagag 
ttaataaaga agatatgcac 
tagtgtgcag tgcctgtaac 
gaagacacgg ttcaatgtgt 
ggacatcact agtacaggtg 
gcacctcaaa gccattcaaa 
acacagtctt tcctgcgaaa 
gtttagagaa aattcctaac 
caaccactac tgcagtttct 
taattaagcc tgtcctgatg 
gcaaaggaat tctgccaacc 
acaagcctta caggagactt 
tggatcccga gacaaagaaa 
gccatcggag ggcagtccca 
aagcaaagtc ccgggaaaaa 
aaatacttcc aagccaatcc 
ctgggccaga accaaaagtt 
ctagaccatc atctgcaaat 
ctccagagcc cccactccca 
aaggggagat ggacggagcc 
accccagacc tctggcgttt 
tgtttgatag aagatgggat 
tgaattcaca gatgtggaag 
cagcccacat caccaccccc 
ctgtgtatct tcctccagct 
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cccatcagct cgagacccac ctcttcttac 
1740 

gctttcgtga catcgccgga cccgagcgcc 
1800 

gtggccgcaa ccctcagcat catggactca 
1860 

ataccagccg tcatcccttc cccatcccac 
1920 

tcaaaagtca aagacctgtc cacccgtagc 
1980 

ccacagtctt cgacttcctc ctcctcctcc 
2040 

tcgtctccac tgtcagggcc tcacaaaaag 
2100 

aactcctatc aggcggcccc tccccataac 
2160 

gtgagcccac tcagtgccaa actggagccc 
2220 

gcggacatag tgagacaggt gggcgcggtg 
2280 

gtgccctccc ttgcgctcca cgcaggggac 
2340 

tctctgcccc tctcttttga caaatcagaa 
2400 

agcaaagcct gtaaaatcac taaaatgcct 
2460 

cccagccttc tcgcaccggt gcccgatccc 
2520 

aaaaatagca gcctagcttt gtcacaatcc 
2580 

agccgacaga acacaaacag aacgggcagg 
2640 

gccacttcca catcaattcc aggccaccta 
2700 

agggagggga gtgggctggg gggagagtct 
2760 

tttcttctcc tttttttaat tgaccaattt 
2820 

gagatttaca gaaaacagtt ccagtgtttg 
2880 

gtttttacat tcttccaaat ttggggtcac 
2940 

atccttttgc tccagccatg agagcagaca 
3000 

tctgaagctc ttgaactgta gcacaggcag 
3060 

attccttcca tccctacgtc taccactctc 
3120 

ctctcatagg atcccctcag gattgcgtgc 
3180 

gggagtggag agttggaggg tgggtggggt 
3240 

gctggagcca aatgctagaa gcgagattga 
3300 



ataatgacat cagccatgct ctcagacgca 
ctcatgtccc acaccacagc tttccctcat 
accttcaagg ccccatccgc cgtgtccccg 
aagccatcca aaaccaaaac cagcaaatcc 
gacgagtctc caagtaacaa aaaaaggaag 
tcctcctcct cttccttgca gacatccctc 
aactgtgttt tgaatgccag ttctgctttg 
agcctgtctg tgcacaactc aaacaatggg 
tcaggacgga cctcgctgcc cggcggcccc 
ggaggcagca gtgactcctg tcccctctct 
ctctctctgg cctcacacaa tgctgtgtct 
ggaaaaaagc gtaagaactc gagttctagt 
ggtatgaata gcgttcacaa aaagaacccg 
gttaacagca cctcctctcg gcaggttggg 
agtccttcaa gtatatccag cccaggacac 
ataaggactc ttccataaca agactatgaa 
atcccatccg aggaggccat ggggaggagg 
gttttctgtg cactccctgt gactctggcc 
ttagttaaaa aggcaaaaga aggtgaattt 
gtttccgctg tctttccttt catttgccat 
tcccctagct cctgatgctg ctactgtacc 
ttgcagaatg ttggttccag gttggcatgc 
agcccttttt cttcctgtca tctccacccg 
tgggtcctca ctggtcttca aaggacctgg 
agggagaggg ggctttgctg gggaggagct 
tccctcatcc agtttccaca gcccaccatg 
gaacagtggc cgtttagtga tgtggtttac 
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ctaataccac 
3360 

gaacaggttt 
3420 

aaactggaga 
3480 

agtgtgccag 
3540 

gagaacccag 
3600 

ggctgccttc 
3660 

caaacctttt 
3720 

gggacttggt 
3780 

cccatgaagg 
3B40 

acgctggagc 
3900 

ccataagctc 
3960 

ctgtgctatt 
4020 

tttcatcctt 
4080 

ccccaaagtt 
4140 

ttcaccacac 
4200 

attgcactga 
4260 

gtttaaaaat 
4320 

atttctacag 
4380 

ctgcaaattg 

4440 

ttttaagact 
4500 

ttagaagata 
4560 

ctatattaca 
4620 

ttaagcaatg 
4680 

cagactgaaa 

4740 

cagaggtctg 
4800 

aaaaacaaaa 
4860 

ggaaaacaaa 
4920 



tgtccagctg 
gggaaggtgg 
ctgtggtggt 
tgcccacagc 
aaagccactc 
ctgggctagg 
gtcagaataa 
gggatcagca 
aatggtaagg 
cctgcagcca 
tagtagggaa 
aatcatgtaa 
aaatcagaaa 
ttccttttct 
aattggaatt 
cagtgagtgt 
caggagttga 
tgttaaaagt 
aagggatgat 
tataaatgtt 
ttcttaaagt 
gagctaactg 
tttatatttt 
agtatgtaca 
ttgtttttta 
tctccacaac 
ggttgagaga 



tgcagctcag 
cagcaagcag 
ctgagctggt 
agggtgagct 
catgaggagg 
aagagccccc 
ataatagcat 
cacccatgga 
acagccactg 
tagaactatt 
tcataatcag 
ctttgtatat 
tgaatgctag 
ttcccgttcc 
gcaaagacgg 
ttcttatagg 
tattaagtac 
gcacttatat 
tgttactttt 
taagaaatta 
aaatttttat 
accagaatag 
taaaatgttc 
tatctttgtt 
taatttattt 
aaaataaccc 
ttaagtggct 



aaaggataaa 
agcatggtgg 
caggaatctg 
aggagggaga 
cacggtgacc 
cagggagagc 
ttcccaccca 
tcagcttttg 
ctcagtgaag 
cacactggag 
gaaaggaatt 
gatgtatagc 
tttcatagct 
cccaacccaa 
gaggcaaatg 
attactaaat 
caggacatta 
gctggtttat 
tcttttttta 
taaacaaggt 
agtgttaatt 
tttcagaaac 
tttgaattat 
atttttgcac 
tgagttgtaa 
tctgatttat 
gcttctgaga 

2409 



ccagtcaggg 
gtaggagatg 
cagaatccct 
aatcccagga 
acagctgcta 
ttccacaaaa 
cccccatgcc 
ctgtcttaga 
aacagccatt 
ttctaaaaga 
cacaacataa 
aaagatactg 
gggcagaacc 
agatcagact 
gagtgatttt 
tttttaatat 
gttcggatga 
ttacgtcttg 
aaaaaaaaag 
tagacccttt 
Ctgtaataat 
aacatgaaac 
gtttttattg 
aattttgcct 
aacttgcagg 
aaactcttat 
aataatgtct 



acaggggcca 
atccctaaaa 
tccaggaatc 
aaaaggccgt 
aaggttctta 
gggtatgtgt 
ctgggccaca 
gacagccatc 
tggaagagcc 
aacagcaata 
aataggtgtt 
ggaggttttg 
ctcatcccca 
actgttaagt 
catcaatgga 
aaaatgattt 
tttcattttt 
ggaaaagaga 
gttaaggaga 
gaaaaaaagt 
ttatgtttta 
ttaggaaagt 
tacatttctt 
tgttcggttt 
agtaaaaaca 
agtcaaagag 
caaggactaa 
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aggagcaatt caataggcct 
4980 

taaagagccc ccaccccccc 
5040 

gctatgacca aggtgaggat 
5100 

tcttccttgg cagtcaacca 
5160 

gaaaaacgga atgcaaataa 
5220 

gcagcctata aaacattttt 
5280 

tcagtcttct ctcccagccc 
5340 

cttgtcgcca gccatagagg 
5400 

cctgtcagcc ataaaaaaaa 
5460 

gccttctttt gtatcaatgt 
S520 

gtttatacag catattctat 
5575 



agacattgta gctctctaca 
cccaccctca tcgaatgctg 
atttctggaa aactgggcaa 
caggtttact ttacaatgat 
aaggttctct ttgggtttgt 
agggtgatgt cctctgggtc 
cttgactgca cacacccctc 
ctcgaaagct ctggttgtga 
aaaaaaaaaa aaaaaaaaaa 
accaattgta aataatgctg 
tattgctgat tctcagtgaa 



tcttgaattg gaagccggaa 
cttactttgt caaaagactg 
aaagggaaag cccacagtat 
gtattaaaaa cttgcagctt 
cttaatggag ttaaactgga 
cttctgttct gcacacccac 
tttgcctgaa gatctcctga 
agcataacgc aatgcataga 
gcgacttgga taacttgtat 
atcaaccttt gtagagaata 
ctcttgttaa tatac 



<210> 3198 

<211> 633 

<212> PRT 

<213> Homo sapiens 



<400> 3198 

Met Ala Thr Leu Asp Arg Lys Val Pro Ser Pro Glu Ala Phe Leu Gly 

IS 10 15 

Lys Pro Trp Ser Ser Trp lie Asp Ala Ala Lys Leu His Cys Ser Asp 

20 25 30 

Asn Val Asp Leu Glu Glu Ala Gly Lys Glu Gly Gly Lys Ser Arg Glu 

35 40 45 

Val Met Arg Leu Asn Lys Glu Asp Met His Leu Phe Gly His Tyr Pro 

50 55 60 

Ala His Asp Asp Phe Tyr Leu Val Val Cys Ser Ala Cys Asn Gin Val 
65 70 75 80 

Val Lys Pro Gin Val Phe Gin Ser His Cys Glu Arg Arg His Gly Ser 

85 90 95 

Met Cys Arg Pro Ser Pro Ser Pro Val Ser Pro Ala Ser Asn Pro Arg 

100 105 110 

Thr Ser Leu Val Gin Val Lys Thr Lys Ala Cys Leu Ser Gly His His 

115 120 125 

Ser Ala Ser Ser Thr Ser Lys Pro Phe Lys Thr Pro Lys Asp Asn Leu 

130 135 140 

Leu Thr Ser Ser Ser Lys Gin His Thr Val Phe Pro Ala Lys Gly Ser 
145 150 155 160 

Arg Asp Lys Pro Cys Val Pro Val Pro Val Val Ser Leu Glu Lys lie 

165 170 175 

Pro Asn Leu Val Lys Ala Asp Gly Ala Asn Val Lys Met Asn Ser Thr 

180 185 190 

Thr Thr Thr Ala Val Ser Ala Ser Pro Thr Ser Ser Ser Ala Val Ser 
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195 








200 




Thr Pro 


Pro 


Leu 


He 


Lys Pro 


Val 


Leu 


210 








215 






Ser Pro 


Glu 


Lys 


He Leu Asn Gly 


Lys 


225 








230 






Asp Lys 


Lys 


His 


Gin Asn Gly Thr 


Lys 








245 








Arg Leu 


Ser 


Glu 


Arg Glu Phe Asp 


Pro 






260 








265 


Asp Pro 


Glu 


Thr 


Lys 


Lys Pro Cys 


Thr 




275 








280 




His Ser 


Leu 


Ser 


His Arg Arg Ala 


Val 


290 








295 






Asp Leu 


Leu 


Leu 


Ala 


Glu His 


Lys 


Ala 


305 








310 






Lys Asp 


Lys 


Glu 


His 


Leu Leu 


Thr 


Ser 








325 








Gin Ser 


Gly Pro 


Ala Gin Asp Ser 


Leu 






340 








345 


Gly Pro 


Glu 


Pro 


Lys Val Ala Ser 


Pro 




355 








360 




Ser Val 


Leu 


Pro 


Arg 


Pro Ser 


Ser 


Ala 


370 








375 






Ser Ser 


Asn 


His 


Ser Gly His Thr 


Pro 


385 








390 






Gly Gly 


Asp 


Leu 


Ala 


Ser Arg 


Leu 


Ser 








405 








Gly Ala 


Asp Glu 


Ser 


Glu Lys 


Leu 


Asp 






420 








425 


Pro Arg 


Pro 


Leu 


Ala 


Phe Cys 


Ser 


Phe 




435 








440 




Gly Tyr 


Tyr Val 


Phe Asp Arg Arg 


Trp 


450 








455 






Asn Ser 


Met 


Val 


Glu 


Lys His 


Leu 


Asn 


465 








470 






Pro Pro 


Ala 


Ala 


Asp 


Ser Pro 


Met 


Pro 








485 








Thr Pro 


Val 


Pro 


Ala 


Ser val 


Leu 


Gin 






500 








505 


Val Tyr 


Leu 


Pro 


Ser 


Ala Pro 


He 


Ser 




515 








520 




lie Met 


Thr 


Ser 


Ala 


Met Leu 


Ser 


Asp 


530 








535 






Asp Pro 


Ser 


Ala 


Leu 


Met Ser 


His 


Thr 


545 








550 






Ala Thr 


Leu 


Ser 


He 


Met Asp 


Ser 


Thr 








565 








Ser Pro 


lie 


Pro 


Ala 


Val He 


Pro 


Ser 






580 








585 


Thr Lys 


Thr 


Ser 


Lys 


Ser Ser Lys 


Val 




595 








600 




Asp Glu 


Ser 


Pro 


Ser Asn Lys 


Lys 


Arg 


610 








615 







Ser Ser Ser Ser Ser Ser Ser Ser Ser 
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205 



Met Ser Lys Ser Val Pro Pro 
220 



Gly 


He 


Leu 


Pro 


Thr 


Thr 


He 




235 










240 


Asn 


Ser 


Asn 


Lys 


Pro 


Tyr Arg 


250 










255 




Asn 


Lys 


His 


Cys 


Gly 


Val 


Leu 










270 






Arg 


Ser 


Leu 


Thr 


Cys 


Lys 


Thr 








285 








Pro Gly Arg 


Lys 


Lys 


Gin 


Phe 






300 










Lys 


Ser 


Arg 


Glu 


Lys 


Glu 


Val 




315 










320 


Thr Arg 


Glu 


He 


Leu 


Pro 


Ser 


330 


* 








335 




Leu Gly Ser 


Ser 


Gly 


Ser 


Ser 










350 






Ala 


Lys 


Ser 


Arg 


Pro 


Pro 


Asn 








365 








Asn 


Ser 


He 


Ser 


Ser 


Ser 


Thr 






380 










Glu 


Pro 


Pro 


Leu 


Pro 


Pro 


Val 




395 










400 


Ser 


Asp 


Glu 


Gly 


Glu 


Met 


Asp 


410 










415 




Cys 


Gin 


Phe 


Ser 


Thr 


His 


His 










430 






Gly Ser Arg 


Leu 


Met 


Gly Arg 








445 








Asp Arg 


Phe 


Arg 


Phe 


Ala 


Leu 






460 










Ser 


Gin 


Met 


Trp 


Lys 


Lys 


He 




475 










480 


Ser 


Pro 


Ala 


Ala 


His 


He 


Thr 


490 










495 




Pro 


Phe 


Ser 


Asn 


Pro 


Ser 


Ala 










510 






Ser Arg Leu 


Thr 


Ser 


Ser 


Tyr 








525 








Ala 


Ala 


Phe 


Val 


Thr 


Ser 


Pro 






540 










Thr 


Ala 


Phe 


Pro 


His 


Val 


Ala 




555 










560 


Phe 


Lys 


Ala 


Pro 


Ser 


Ala 


Val 


570 










575 




Pro 


Ser 


His 


Lys 


Pro 


Ser 


Lys 










590 






Lys 


Asp 


Leu 


Ser 


Thr 


Arg 


Ser 








605 








Lys 


Pro 


Gin 


Ser 


Ser 


Thr 


Ser 






620 










Leu 


Gin Thr 


Ser 


Leu 


Ser 


Ser 
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625 








630 




635 








640 


Pro 


Leu 


Ser 


Gly 


Pro His 


Lys Lys Asn 


Cys Val 


Leu Asn 


Ala 


Ser 


Ser 










645 




650 






655 




Ala 


Leu 


Asn 


Ser 


Tyr Gin 


Ala Ala Pro 


Pro Tyr 


Asn Ser 


Leu 


Ser 


val 








660 




665 






670 






His 


Asn 


Ser 


Asn 


Asn Gly Val Ser Pro 


Leu Ser 


Ala Lys 


Leu 


Glu 


Pro 






675 






680 




685 








Ser 


Gly 


Arg 


Thr 


Ser Leu Pro Gly Gly 


Pro Ala 


Asp lie 


Val 


Arg Gin 




690 








695 




700 








val 


Gly 


Ala 


Val 


Gly Gly Ser Ser Asp 


Ser Cys 


Pro Leu 


Ser 


val 


Pro 


705 








710 




715 








720 


Ser 


Leu 


Ala 


Leu 


His Ala Gly Asp Leu 


Ser Leu 


Ala Ser 


His 


Asn 


Ala 










725 




730 






735 




val 


Ser 


Ser 


Leu 


Pro Leu 


Ser Phe Asp 


Lys Ser 


Glu Gly Lys 


Lys 


Arg 








740 




745 






750 






Lys 


Asn 


Ser 


Ser 


Ser Ser 


Ser Lys Ala 


Cys Lys 


He Thr 


Lys 


Met 


Pro 






755 






760 




765 








Gly 


Met 


Asn 


Ser 


Val His 


Lys Lys Asn 


Pro Pro 


Ser Leu 


Leu 


Ala 


Pro 




770 








775 




780 








Val 


Pro 


Asp 


Pro 


Val Asn 


Ser Thr Ser 


Ser Arg 


Gin val Gly 


Lys 


Asn 


785 








790 




795 








800 


Ser 


Ser 


Leu 


Ala 


Leu Ser 


Gin Ser Ser 


Pro Ser 


Ser He 


Ser 


Ser 


Pro 










605 




810 






815 




Gly 


His 


Ser 


Arg 


Gin Asn Thr Asn Arg 


Thr Gly 


Arg He 


Arg 


Thr 


Leu 








620 




825 






830 







Pro 



<210> 3199 
<211> 777 
<212> DNA 

<213> Homo sapiens 
<400> 3199 

acgcgtgagg tccggccact gcgcagtcag acacgccggc tgctgcagtg gggcaggcag 
60 

ctccaggtgc tggtgagggc cccagctctc tgcgaggctg tggctggacc aggcatacag 
120 

caagcagctc ccacagctgg cactggggaa cgtggtgaca cccagaagct tggagatgcc 
180 

aggaaccgca aggccccaaa gagagtgtca cagccctggc ttagggagct cctaggtctg 
240 

ggctgcccga agagcaaggg ctcttccttc cttctttctt ttctccttct tgctacctgc 
300 

aacatggcga gcaaggggca tgtctcagcc ctgtttgtga tacagctctt ttagccctgc 
360 

catccagtgg gtcctgagtt cttgtccggc aaccaggaag aatgaggtac ccagacaagt 
420 

gtagagtgac caagacaaag aggagcttta ctgagtgaca atagctcaga ggaggccctg 
480 

gagagggcag ttcctcacta cagctggtca tccgacgtct gctcagctct ggctgagcct 
540 

ggggcttctg tcagcctcag agagggggaa gttcatgctg actggtccat gggcggccat 
600 
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gggcaggccc agaaaaggca acacaagttc gcactccagt ccacggcact gacagcctgg 
660 

cccccagcct tcagggcctc cctggcctga aggtgggcct caccagggac tcaccccctt 
720 

ctgcccagaa acctgtctgc ctcctgctgc cattcatggc gcccaggcta taggtat 
777 

<210> 3200 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 3200 

Met Leu Gin Val Ala Arg Arg Arg Lys Glu Arg Arg Lys Glu Glu Pro 

1 5 10 15 

Leu Leu Phe Gly Gin Pro Arg Pro Arg Ser Ser Leu Ser Gin Gly Cys 

20 25 30 

Asp Thr Leu Phe Gly Ala Leu Arg Phe Leu Ala Ser Pro Ser Phe Trp 

35 40 45 

Val Ser Pro Arg Ser Pro Val Pro Ala Val Gly Ala Ala Cys Cys Met 

50 55 60 

Pro Gly Pro Ala Thr Ala Ser Gin Arg Ala Gly Ala Leu Thr Ser Thr 
65 70 75 80 

Trp Ser Cys Leu Pro His Cys Ser Ser Arg Arg Val 

85 go 

<210> 3201 
<211> 390 
<212> DNA 

<213> Homo sapiens 
<400> 3201 

acacgcgcag tgcgtctcct actgaacccg agcccctgct atgggtacgc ggaagcagct 
6 0 

l20 9tC9C9C Ct9CCCca9g ct 33 ac ggaa gggccacgct gcagccgggg tgagcacagc 

gaagccgaca gcctttggga ccgaggtcag cagctgcacc ggcgcaagaa ttccaaacac 
180 

agctgtggct gaagggcctg ggggtgtgca ggtcccaaac cccagtgagc ctgatcccga 

catgggtcct gtctcctggg ggccaccttt gtgtcccgtg gtggctgacc ctgagaggga 
300 

gggctgcggg gatgctcaca tgacactggg gtcccagcga cagcccctcc tcacgctgcg 
360 

tgtccctggg gcctctcagg agggacgcgt 
390 

<210> 3202 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 3202 

Met Gly Thr Arg Lys Gin Leu Pro Ser Arg Leu* Pro Gin Ala Gly Arg 
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1 S 
Lys Gly His Ala Ala 
20 

Gly Thr Glu Val Ser 
3S 

Val Ala Glu Gly Pro 
50 

Asp Pro Asp Met Gly 
65 

Val Ala Asp Pro Glu 

85 

Gly Ser Gin Arg Gin 
100 

Gin Glu Gly Arg 
115 

<210> 3203 
<211> 1906 
<212> DNA 

<213> Homo sapiens 
<400> 3203 

ngaattcggc acgagctcgt gccgaatcgg cacgagcgcg ggcccaggag cggcaggact 
60 

cgggccggag cgtggccgga cccccacccg ccgaggggcc cagggaggac gcggcagagt 
120 

cacggtggca gcattgagag ttggacaccc gggtccttga agcgatctct aggccccagc 
180 

cccaaatccg ccaccattcc gtgctgcggg gacaccatgg ctccagaaga ggacgctgga 
240 

ggggaggcct tagggggcag tttctgggag gctggcaact acaggcgcac ggtacagcgg 
300 

gtggaggacg ggcaccggct gtgcggggac ctggtcagct gcttccagga gcgcgcccgc 
360 

atcgagaagg cttatgccca gcagttggct gactgggccc gaaagtggag ggggaccgtg 
420 

gagaagggcc cccagtatgg cacactggag aaggcctggc atgccttttt cacggcggct 
480 

gagcggctga gcgcgctgca cctggaggtg cgggagaagc tgcaagggca ggacagtgag 
540 

cgggtgcgcg cctggcagcg gggggctttc caccggcctg tgctgggcgg cttccgcgag 
600 

agccgggcgg ccgaggacgg cttccgcaag gcccagaagc cctggctgaa gaggctgaag 
660 

gaggttgagg cttccaagaa aagctaccac gcagcccgga aggatgagaa gaccgcccag 
720 

acgagggaga gccacgcaaa ggcagacagc gccgtctccc aggagcagct gcgcaaactg 
780 

caggaacggg tggaacgctg tgccaaggag gccgagaaga caaaagctca gtatgagcag 
840 

acgctggcag agctgcatcg ctacactcca cgctacatgg aggacatgga acaggccttt 
900 

gagacctgcc aggccgccga gcgccagcgg cttcttttct tcaaggatat gctgctcacc 
960 



Ala Gly Val 

Ser Cys Thr 
40 

Gly Gly Val 
55 

Pro Val Ser 
70 

Arg Glu Gly 
Pro Leu Leu 



10 

Ser Thr Ala 
25 

Gly Ala Arg 

Gin Val Pro 

Trp Gly Pro 
75 

Cys Gly Asp 
90 

Thr Leu Arg 
105 



Lys Pro Thr 
30 

lie Pro Asn 
45 

Asn Pro Ser 
60 

Pro Leu Cys 

Ala His Met 

Val Pro Gly 
110 



15 

Ala Phe 

Thr Ala 

Glu Pro 

Pro Val 

60 
Thr Leu 
95 

Ala Ser 
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ttacaccagc acctggacct ttccagcagt gagaagttcc atgaactcca ccgtgacttg 
1020 

caccagggca ttgaggcagc cagtgacgaa gaggatctgc gctggtggcg cagcacccac 
1080 

gggccaggca tggccatgaa ccggccacag ttcgaggagt ggtccttgga cacacagagg 
1140 

acaatcagcc ggaaagagaa gggtggccgg agcgctgatg aggttaccct gaccagcatt 
1200 

gtgcctacaa gagacggcac cgcaccccca ccccagtccc cggggtcccc aggcacgggg 
1260 

caggatgagg agtggtcaga tgaagagagt ccccggaagg ctgccaccgg ggctcgggtg 
1320 

agggcactct atgactacgc tggccaggaa gctgatgagc tgagcttccg agcaggggag 
1380 

gagctgctga agatgagtga ggaggacgag cagggctggt gccaaggcca gttgcagagt 
1440 

ggccgcattg gcctgtaccc tgccaactac gtggagtgtg tgggcgcctg agtgtcctga 
1500 

cagcccttct gcaacgttta cccaccctgg ttcagagccc agcttctcct ggagagccgg 
1560 

accctcaggg ccctgaaccg tcgctctctg gctgctcctc tgtcccttga gggaggaagt 
1620 

cctgggaccc agggagggga ggggcctttg tctagggaag ggactggtag ggaagggacg 
1680 

agtctaggct gagggcaaga tgggaggtca gaggtgacag aagcgttcag gggtgcctgg 
1740 

gcctccccag gagctgtgga ctcagttcct gacctctgct ttggggttcc tggggtgggc 
1800 

ttggggtgag tgtagttctg gcctagcagc accctcttgt ggcttgttct agcgtgtatt 
1860 

aaaacttgac acacacccac acacaaaaac aaaaacacca aaaaaa 
1906 

<210> 3204 
<211> 424 
<212> PRT 

<213> Homo sapiens 



<400> 3204 



Met Ala 


Pro 


Glu 


Glu 


Asp 


Ala 


Gly 


Gly 


Glu Ala Leu 


Gly Gly Ser Phe 


1 






5 










10 


15 


Trp Glu 


Ala 


Gly 


Asn 


Tyr 


Arg 


Arg 


Thr 


Val Gin Arg 


Val Glu Asp Gly 






20 










25 




30 


His Arg 


Leu 


Cys 


Gly 


Asp 


Leu 


Val 


Ser 


Cys Phe Gin 


Glu Arg Ala Arg 




35 










40 






45 


lie Glu 


Lys 


Ala 


Tyr 


Ala 


Gin 


Gin 


Leu 


Ala Asp Trp 


Ala Arg Lys Trp 


50 










55 






60 




Arg Gly 


Thr 


val 


Glu 


Lys 


Gly 


Pro 


Gin 


Tyr Gly Thr 


Leu Glu Lys Ala 


65 








70 








75 


60 


Trp His 


Ala 


Phe 


Phe 


Thr 


Ala 


Ala 


Glu 


Arg Leu Ser 


Ala Leu His Leu 








85 










90 


95 


Glu Val 


Arg 


Glu 


Lys 


Leu 


Gin 


Gly 


Gin 


Asp Ser Glu 


Arg Val Arg Ala 






100 










10S 




110 


Trp Gin 


Arg 


Gly 


Ala 


Phe 


His 


Arg 


Pro 


Val Leu Gly 


Gly Phe Arg Glu 
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115 










120 








125 








Car 

set 


niy 


Ala 


Ala 


Glu Asp Gly Phe 




Lys 


Ala Gin 


LVS 


Pro 


Trp 


Leu 




1 ^ ft 
1 J U 










135 








140 










Ltyo 


Arg 




T .\se 

ujrtt 


Glu 


Val 


Glu 


Al a 


Ser 


Lys 


Lys Ser 


TVT 


His 


Ala 


Ala 


1 A C 

14 3 










150 










155 








160 


Aig 


T t/c 
by a 


nop 




Lys 


Thr 


Ala 


Gin 


Thr 

kit & 


Arg 


Glu Ser 


His 


Ala 


LVS 


Ala 










165 










170 








175 




ASp 


Cor- 
Oct 


a 1 a 

ax a 


Va 1 
Vdl 


Ser 


Gin 


Glu 


Gin 




Arg 


Lys Leu 


Gin 


Glu 


ArQ 


Val 








la u 










IOC 

ICS 








190 






GlU 


Arg 


Lys 


a 1 a 

Axa 


Lys 


Glu 


Ala 


Glu 




Thr 


Lys Ala 


Gin 


Tvr 


Glu 


Gin 






195 










200 
















Thr 


Leu 


Ala 


GlU 


Leu 


His 


Arg 


Tyr 


inr 


Pro Arg Tyr 


Mpf 




Ann 


PIC w 




210 










215 








220 










GlU 


Gin 


Ala 


pne 


Glu Thr Cys 


Gin 


& 1 a 

Ala 


Ala Glu Arg 


uin 


Axg 




T, ah 


225 










230 










235 








9a ft 
*1V 


Pne 


Pne 


Lys 


ASp 


Met 


Leu 


Leu 


Thr 


Leu 


His 


Gin His 


T All 

Lieu 


a on 
Asp 


TiA>i l 


Car 










245 










250 








ICC 




Ser 


Ser 


GlU 


Lys 


Phe 


His 


Glu 


Leu 


til. 3 


Arg Asp Leu 


Hi 4 




Glv 


He 








260 










*^ £ t 

26 5 








^ /u 






Glu 


Ala 


Ala 


Ser 


Asp 


Glu 


Glu 


Asp 


Leu 


Arg 


Trp Trp 


Arg 






Mia 






275 










280 








1 Q C 








Gly 


Pro 


Gly 


Met 


Ala 


Met 


Asn Trp 


**ro 


Gin 


Phe Glu 


fZ"\ ii 


i rp 


set 


r |AU 

IJCU 




290 










295 








300 










ASp 


*T*Vi v 

Tnr 


bin 


Arg 


Thr 


He 


Ser 


Arg 




Glu 


Lys Gly 






Ser 


Pro 


305 










310 










315 








320 


Asp 


Glu 


Val 


Thr 


Leu 


Thr 


Ser 


He 


val 


Pro 


Thr Arg 


Asp 


Gly 


Thr 


Ala 








325 










330 








335 




Pro 


Pro 


Pro 


Gin 


Ser 


Pro Gly 


Ser 


Pro 


Gly 


Thr Gly 


Gin 


Asp 


Glu 


Glu 








340 










345 








350 






Trp 


Ser 


Asp 


Glu 


Glu 


Ser 


Pro 


Arg 


Lys 


Ala 


Ala Thr 


Gly 


Val 


Arg 


Val 






355 










360 








365 








Arg 


Ala 


Leu 


Tyr 


Asp Tyr Ala Gly 


Gin 


Glu 


Ala Asp 


Glu 


Leu 


Ser 


Phe 




370 










375 








380 










Arg 


Ala 


Gly 


Glu 


Glu 


Leu 


Leu 


Lys 


Met 


Ser 


Glu Glu 


Asp 


Glu 


Gin 


Gly 


385 










390 










395 








400 


Trp 


Cys 


Gin 


Gly 


Gin 


Leu 


Gin 


Ser 


Gly 


Arg 


He Gly 


Leu 


Tyr 


Pro 


Ala 










405 










410 








415 




Asn 


Tyr 


Val 


Glu 


Cys 


Val 


Gly Ala 






















420 

























<210> 3205 
<211> 1482 
<212> DNA 

<213> Homo sapiens 
<400> 3205 

nnggagatgg agggaacctc cccgagcagc ccaccaccca gtggggtgcg gtcccccccg 
60 

ggtctggcca agacacccct atetgetctg ggectgaaac ctcacaaccc ageggacate 
120 

ctgttgcacc ccacaggaga gccccggagc tatgtggagt ctgtggcacg gaeageggtg 
180 

gctggacccc gagctcagga ctctgagccc aagagcttta gtgctccagc cacccaggcc 
240 
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tatggccatg agatacccct gaggaacggg accctgggtg gctcctttgt ctcccccagc 
300 

cccctctcca ccagcagccc catcctcagt gctgacagca cttcagtggg gagtttcccg 
360 

« 

tcgggagaga gcagtgacca gggtccccgg acgcccaccc agcctctgtt ggagtctggc 
420 

ttccgctcag gcagcctggg acagcccagc ccgtctgccc agagaaacta ccagagctct 
480 

tctcctctcc cgactgtggg cagtagctac agcagccccg actactcact tcagcatttc 
540 

agcccctctc cggaaagcca ggctcgagct cagttcagtg tggctggcgt ccacacggtg 
600 

cctgggagcc ctcaggcgcg tcacagaaca gtgggcacca acactccccc tagtcctggc 
660 

ttcggctggc gggccatcaa tcccagcatg gctgccccca gcagtcccag tttgagccat 
720 

caccagatga tgggtccacc aggcactggc ttccatggta gcactgtctc cagcccccag 
780 

agcagtgcag cgaccacccc ggggagcccc agcctgtgtc ggcacccagc aggggtctac 
840 

caggtttctg gcctccacaa caaagtggcc accaccccgg ggagtcccag cctgggccgg 
900 

caccctgggg ctcaccaagg caacctggcc tccggtcttc atagcaatgc aatagccagc 
960 

cctggaagcc ccagcctggg ccgtcacctc ggagggtctg gatctgtggt tcccggcagc 
1020 

ccctgcttgg accggcatgt ggcctatggc ggctattcta ccccggagga tcggagaccc 
1080 

acactgtccc ggcagagcag tgcctctggc taccaggctc cttccacgcc ctccttccct 
1140 

gtctcccctg cctactaccc tggcctgagc agccctgcca cctccccgcc accagactcc 
1200 

gcagccttcc ggcaagggag cccaacacca gccttgccag agaagcgaag gatgtcagtg 
1260 

ggagaccggg caggcagcct ccccaactat gccaccatca atgggaaggt gtcttcgcct 
1320 

gtcgccagcg gcatgtccag tcccagtggg ggcagcaccg tctccttctc ccacactctg 
1380 

cccgacttct ccaagtactc catgccagac aacagcccgg agacgcgggc taaagtgaag 
1440 

tttgtccagg acacttctaa gtattggtac aagcctaaga tc 
1482 

<210> 3206 

<21X> 494 

<212> PRT 

<213> Homo sapiens 

<400> 3206 

Xaa Glu Met Glu Gly Thr Ser Pro Ser Ser Pro Pro Pro Ser Gly Val 

1 5 10 15 

Arg Ser Pro Pro Gly Leu Ala Lys Thr Pro Leu Ser Ala Leu Gly Leu 

20 25 30 

Lys Pro His Asn Pro Ala Asp lie Leu Leu His Pro Thr Gly Glu Pro 
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Arg Ser 

50 
Ala Gin 
65 

Tyr Gly 

Val Ser 

Ser Thr 

Pro Arg 
130 
Ser Leu 
145 

Ser Pro 

Leu Gin 

Ser Val 

Arg Thr 
210' 

Ala lie 
225 

Hie Gin 

Ser Ser 

Cys Arg 

Val Ala 
290 
His Gin 
305 

Pro Gly 

Val Pro 

Ser Thr 

Ser Gly 
370 
Tyr Tyr 
3B5 

Ala Ala 

Arg Met 

He Asn 

Ser Gly 
450 
Lys Tyr 



35 

Tyr val 

Asp Ser 

His Glu 

Pro Ser 
100 
Ser val 
115 

Thr Pro 

Gly Gin 

Leu Pro 

His Phe 
180 
Ala Gly 
195 

Val Gly 

Asn Pro 

Met Met 

Pro Gin 
260 
His Pro 
275 

Thr Thr 

Gly Asn 

Ser Pro 

Gly Ser 
340 
Pro Glu 
355 

Tyr Gin 

Pro Gly 

Phe Arg 

Ser Val 
• 420 
Gly Lys 
435 

Gly Ser 
Ser Met 



Glu Ser Val 
55 

Glu Pro Lys 
70 

He Pro Leu 
85 

Pro Leu Ser 

Gly Ser Phe 

Thr Gin Pro 
135 

Pro Ser Pro 
150 

Thr Val Gly 
16S 

Ser Ser Ser 

Val His Thr 

Thr Asn Thr 
215 

Ser Met Ala 

230 
Gly Pro Pro 
245 

Ser Ser Ala 

Ala Gly Val 

Pro Gly Ser 
295 

Leu Ala Ser 

310 
Ser Leu Gly 
325 

Pro Cys Leu 

Asp Arg Arg 

Ala Pro Ser 
375 

Leu Ser Ser 

390 
Gin Gly Ser 
405 

Gly Asp Arg 

Val Ser Ser 

Thr Val Ser 
455 

Pro Asp Asn 



40 45 
Ala Arg Thr Ala Val Ala Gly Pro Arg 

60 

Ser Phe Ser Ala Pro Ala Thr Gin Ala 

75 80 
Arg Asn Gly Thr Leu Gly Gly Ser Phe 

90 95 
Thr Ser Ser Pro He Leu Ser Ala Asp 

105 110 
Pro Ser Gly Glu Ser Ser Asp Gin Gly 
120 125 
Leu Leu Glu Ser Gly Phe Arg Ser Gly 

140 

Ser Ala Gin Arg Asn Tyr Gin Ser Ser 
155 160 
Ser Ser Tyr Ser Ser Pro Asp Tyr Ser 

170 175 
Pro Glu Ser Gin Ala Arg Ala Gin Phe 

185 190 
val Pro Gly Ser Pro Gin Ala Arg His 
200 205 
Pro Pro Ser Pro Gly Phe Gly Trp Arg 

220 

Ala Pro Ser Ser Pro Ser Leu Ser His 
235 240 
Gly Thr Gly Phe His Gly Ser Thr Val 

250 255 
Ala Thr Thr Pro Gly Ser Pro Ser Leu 

265 270 
Tyr Gin Val Ser Gly Leu His Asn Lys 
280 285 
Pro Ser Leu Gly Arg His Pro Gly Ala 

300 

Gly Leu His Ser Asn Ala He Ala Ser 
315 320 
Arg His Leu Gly Gly Ser Gly Ser Val 

330 335 
Asp Arg His Val Ala Tyr Gly Gly Tyr 

345 350 
Pro Thr Leu Ser Arg Gin Ser Ser Ala 
360 365 
Thr Pro Ser Phe Pro Val Ser Pro Ala 

380 

Pro Ala Thr Ser Pro Ser Pro Asp Ser 
395 400 
Pro Thr Pro Ala Leu Pro Glu Lys Arg 

410 415 
Ala Gly Ser Leu Pro Asn Tyr Ala Thr 

425 430 
Pro Val Ala Ser Gly Met Ser Ser Pro 
440 445 
Phe Ser His Thr Leu Pro Asp Phe Ser 

460 

Ser Pro Glu Thr Arg Ala Lys Val Lys 
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465 470 47S 480 

Phe Val Gin Asp Thr Ser Lys Tyr Trp Tyr Lys Pro Lys lie 

485 490 

e210> 3207 
<211> 495 
<212> DNA 

<213> Homo sapiens 
<400> 3207 

ngcgggacgc gcagcgctat ggcagagggc agcggggaag tggtcgcagt gtctgcgacc 
60 

ggggctgcca acggcctcaa caatggggca ggcgggacct cggcgacgac ctgcaacccg 
120 

ctgtcgcgca agctgcataa gatcctggag acgcggctgg acaacgacaa ggagatgtta 
180 

gaagctctca aggcactttc aacctttttt gttgaaaata gtctgcggac tcgaagaaat 
240 

ttacgtggag atattgaacg taaaagttta gccatcaatg aagaatttgt aagcattttc 
300 

aaggaagtga aggaggaact tgaaagcata agcgaagatg ttcaagcaac gagcaactgt 
360 

tgtcaagata tgacaagtcg cctacaggca gcaaaggaac agactcaaga tttaatagta 
420 

aataccacta agcttcaatc tgaaagccaa aaattagaga taagagctca agttgcagat 
480 

gccttcttat ccaag 
495 

<210> 320B 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 3208 

Met Leu Glu Ala Leu Lys Ala Leu Ser Thr Phe Phe Val Glu Asn Ser 

1 5 10 15 

Leu Arg Thr Arg Arg Asn Leu Arg Gly Asp lie Glu Arg Lys Ser Leu 

20 25 30 

Ala He Asn Glu Glu Phe Val Ser He Phe Lys Glu Val Lys Glu Glu 

35 40 45 

Leu Glu Ser He Ser Glu Asp Val Gin Ala Met Ser Asn Cys Cys Gin 

50 55 60 

Asp Met Thr Ser Arg Leu Gin Ala Ala Lys Glu Gin Thr Gin Asp Leu 
65 70 75 80 

He Val Asn Thr Thr Lys Leu Gin Ser Glu Ser Gin Lys Leu Glu He 

65 90 95 

Arg Ala Gin Val Ala Asp Ala Phe Leu Ser Lys 
100 105 

<210> 3209 
<211> 346 
<212> DNA 

<213> Homo sapiens 
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<400> 3209 

tgttcctcta ggtggggcag gtagggggtc cagcttcctg cttgctggtg gttcaggtca 
60 

tgcgtccagc cttgtccctt ctgacctggg ccctacccac ggggaaatgt tcccacagca 
120 

gaagaatcag ccccacagtg caggggtgtg ttagtgggga acgggctctg ggctcctgtg 
180 

ggaaccaggg accccctatc ttggtaccgg tcattggatg tatccccagc tcatgcctgt 
240 

gtctgtcttg gcccgtgtgg tcaccctgtg ttcatctctc tcccagccat ggcctctcaa 
300 

actggggttt tcgtctccct atgagggggt cctggtatgt acgcgt 
346 



<210> 3210 














<211> 95 














<212> PRT 














<213> Homo sapiens 












<400> 3210 














Met Arg Pro Ala 


Leu Ser Leu 


Leu 


Thr 


Trp 


Ala Leu Pro Thr Gly 


Lys 


1 


5 






10 


15 




Cys Ser His Ser 


Arg Arg He 


Ser 


Pro 


Thr 


Val Gin Gly Cys Val 


Ser 


20 






25 




30 




Gly Glu Arg Ala 


Leu Gly Ser 


Cys 


Gly Asn 


Gin Gly Pro Pro He 


Leu 


35 




40 






45 




Val Pro Val He 


Gly Cys He 


Pro 


Ser 


Ser 


Cys Leu Cys Leu Ser 


Trp 


50 


55 








60 




Pro Val Trp Ser 


Pro Cys Val His 


Leu 


Ser 


Pro Ser His Gly Leu 


Ser 


65 


70 








75 


80 


Asn Trp Gly Phe 


Arg Leu Pro 


Met 


Arg 


Gly 


Ser Trp Tyr Val Arg 






65 






90 


95 





<210> 3211 

<211> 1728 

<212> DNA 

<213> Homo sapiens 

<400> 3211 

tccggaaata taaagttgag ctaccagttt tcagaaatcc atgaagactc taccgtctgc 
60 

tggacaaaag attccaagtc gatagcccag gccaagaaaa gcgcagggga caactccagt 
120 

gtttccttgg ccatcgtgca agccagtccg aaggaccagg gactctatta ctgctgcatc 
180 

aagaacagct acggaaaagt gactgctgaa tttaacctca cagctgaagt tctcaaacag 
24 0 

ctgtcaagtc acacagaata ctaaaggatg tgaagagatt gaattcagcc aactcatctt 
300 

caaagaagac ttcctccatg acagctactt tgggggccgc ctgcgtggtc agatcgccac 
360 

ggaggagctg cactttggag aaggggttca ccgcaaagcc ttccgcagca cagtgatgca 
420 
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cggcctcatg cctgtcttca aacctggcca tgcctgtgtg cttaaggtgc acaatgccat 
460 

tgcctacggg accagaaata atgatgagct catccaaagg aactacaaac tcgctgccca 
540 

ggaatgctat gttcaaaata ctgccaggta ttatgccaag atctacgctg ctgaagcaca 
600 

gcctctggaa ggctttggag aagtacctga gatcattcct atttttctta tccatcggcc 
660 

tgagaacaat atcccgtatg ctacagtgga ggaggagctg attggagaat ttgtgaagta 
720 

ttccatcagg gatgggaaag aaataaactt cttgagaaga gaatcagaag ctggtcagaa 
780 

atgttgcacc ttccagcact gggtgtacca gaaaacaagt ggctgcctcc tggtgacgga 
840 

catgcaaggt gtaggaatga agctaactga cgttggcata gcaacgctgg ctaaagggta 
900 

caagggattt aaaggcaact gttccatgac cttcattgat cagtttaaag cactacacca 
960 

gtgtaacaag tattgcaaaa tgctgggact gaaatccctt caaaacaaca accagaaaca 
1020 

gaagcagccg agcactggga aaagcaaagt tcaaacaaac tctatgacag taaagaaggc 
1080 

agggcctgag accccaggcg aaaagaaaac ctaacgtccc cgggtaacct aatggccact 
1140 

ggctagcagc acacaatctc gccagggaaa atctgaggcc acacaggaga gaatatacag 
1200 

cctgcagaga gtgcgtggca atccttactc ccagccgact gtgcgccaag atgcttctaa 
1260 

acccatcacc tgctgtcttc actcaaatga tttcagaaca ggatttgcga ccaggtttat 
1320 

ggggagattg aatcaacgat tggtctcaaa gacagtccat tctttatata catgtttagc 
1380 

atctttacca acctcacatc atgtgtatat ttgcgtattt gcacatggtt gtgctgtcga 
1440 

ggacctggtg ctgagaagag tctgttcaca gccaaaattc ttcccactgt cattcctaac 
1500 

ccgggatttc tagacacatc ctgctgtgat gtaaacagaa atcacgaatt cgctcactgg 
1560 

atcaagttgt tccactggtg tctaacacgc tattgttgcc ggaggtgggt tctgtgacgt 
1620 

gaagccattt cccatcattc aacagccagt tacaattttc tgtttaatta aattcatatt 
1680 

taaacaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaa 
1728 

<210> 3212 

<211> 87 

<212> PRT 

<213> Homo sapiens 

<400> 3212 

Ser Gly Asn He Lys Leu Ser Tyr Gin Phe Ser Glu He His Glu Asp 

1 5 10 15 

Ser Thr Val Cys Trp Thr Lys Asp Ser Lys Ser He Ala Gin Ala Lys 
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20 25 30 

Lys Ser Ala Gly Asp Asn Ser Ser Val Ser Leu Ala He Val Gin Ala 

35 40 45 

Ser Pro Lys Asp Gin Gly Leu Tyr Tyr Cys Cys He Lys Asn Ser Tyr 

50 55 60 

Gly Lys Val Thr Ala Glu Phe Asn Leu Thr Ala Glu Val Leu Lys Gin 
65 70 75 BO 

Leu Ser Ser His Thr Glu Tyr 

65 

<2X0> 3213 
<211> 348 
<212> DNA 

<213> Homo sapiens 
<400> 3213 

acgcgtgaag gggaagcggc ggggtagtaa cagattatgg gcaacagtcc ttttaattaa 
60 

tctaccgtca tcatggctaa tgaggactgt cccaaggctg ctgatagtcc tttttcatca 
120 

gataaacatg cccaactcat cttggcccaa atcaataaga tgagaaatgg acagcatttc 

ieo 

tgtgatgtgc agctgcaagt tggacaggaa agttttaaag ctcatcggct ggttttggct 
240 

gccagcagtc cttactttgc agctttgttc actggaggaa tgaaagagtc ctcaaaagat 
300 

gttgtaccga ttctaggaat tgaagcagga atctttcaga tacttcta 
348 

<210> 3214 
<211> 92 
<212> PRT 

<213> Homo sapiens 



<400> 3214 






















Met Ala Asn 


Glu 


Asp Cys 


Pro 


Lys 


Ala 


Ala 


Asp 


Ser Pro Phe 


Ser 


Ser 


1 




5 








10 






15 




Asp Lys His 


Ala 
20 


Gin Leu 


He 


Leu 


Ala 
25 


Gin 


He 


Asn Lys Met 
30 


Arg 


Asn 


Gly Gin His 


Phe 


Cys Asp 


Val 


Gin 


Leu 


Gin 


Val 


Gly Gin Glu Ser Phe 


35 








40 








45 






Lys Ala His 


Arg 


Leu Val 


Leu 


Ala 


Ala 


Ser 


Ser 


Pro Tyr Phe 


Ala 


Ala 


50 






55 










60 






Leu Phe Thr 


Gly 


Gly Met 


Lys 


Glu 


Ser 


Ser 


Lys 


Asp Val Val 


Pro 


He 


65 




70 










75 






60 


Leu Gly He 


Glu 


Ala Gly 
85 


He 


Phe 


Gin 


He 
90 


Leu 


Leu 







<210> 3215 

<211> 597 

<212> DNA 

<213> Homo sapiens 

<400> 3215 
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acgcgtgcgc gctcccggca ggagagggcc agccggcccc ggcttaccat cttgaacgtg 
60 

tgcaacactg gggacaagat ggtggagtgc cagctggaga cgcacaacca caagatggtg 
120 

accttcaagt tcgacttgga cggggacgca cccgatgaaa ttgccacgta tatggtggag 
160 

catgacttta tcctgcaggc cgagcgggaa acgttcatcg agcagatgaa ggatgtcatg 
240 

gacaaggcag aggacatgct cagcgaggac acagacgccg accgtggctc cgacccaggg 
300 

accagcccgc cacacctcag cacctgcggc ctgggcaccg gggaggagag ccgacaatcc 
360 

caagccaacg cccccgtgta tcagcagaac gtcctgcaca ccgggaagag gtggttcatc 
420 

atctgtccgg tgcctgagcc ccccgccccc gagggccctt gaatcttcgc ccccacttcc 
4B0 

tctaagctcc ctgccgccag aagccagcca agattcagcg ccctataaag accagctgtc 
540 

ctcgaaggaa caacccagct ttctagccag tcagcagctc ctgggccagg cgggccc 
597 

<210> 3216 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3216 



Thr 


Arg 


Ala 


Arg 


Ser 


Arg 


Gin 


Glu Arg 


Ala 


Ser 


Arg 


Pro 


Arg 


Leu 


Thr 


l 








5 








10 










15 




lie 


Leu 


Asn 


Val 


Cys 


Asn 


Thr 


Gly Asp 


Lys 


Met 


Val 


Glu 


Cys 


Gin 


Leu 








20 








25 










30 






Glu 


Thr 


His 


Asn 


His 


Lys 


Met 


Val Thr 


Phe 


Lys 


Phe 


Asp 


Leu 


Asp 


Gly 






35 










40 








45 








Asp 


Ala 


Pro 


Asp 


Glu 


He 


Ala 


Thr Tyr 


Met 


Val 


Glu 


His 


Asp 


Phe 


He 




SO 










55 








60 










Leu 


Gin 


Ala 


Glu 


Arg 


Glu 


Thr 


Phe He 


Glu 


Gin 


Met 


Lys 


Asp 


Val 


Met 


65 










70 








75 










80 


Asp 


Lys 


Ala 


Glu 


Asp 


Met 


Leu 


Ser Glu 


Asp 


Thr 


Asp 


Ala 


Asp 


Arg 


Gly 










85 








90 










95 




Ser 


Asp 


Pro 


Gly 


Thr 


Ser 


Pro 


Pro His 


Leu 


Ser 


Thr 


Cys 


Gly 


Leu 


Gly 








100 








105 










110 






Thr 


Gly 


Glu 


Glu 


Ser 


Arg Gin 


Ser Gin 


Ala 


Asn 


Ala 


Pro 


Val 


Tyr 


Gin 






115 










120 








125 








Gin 


Asn 


Val 


Leu 


His 


Thr Gly 


Lys Arg 


Trp 


Phe 


He 


He 


Cys 


Pro 


val 




130 










135 








140 










Pro 


Glu 


Pro 


Pro 


Ala 


Pro 


Glu 


Gly Pro 

















145 150 

<210> 3217 

<211> 2S70 

<212> DNA 

<213> Homo sapiens 

<400> 3217 
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9999 ^ Ctiddg 




60 




gacctcgcaa 


Aft ft ^ ft ft^f ^Tft A 

agccgcggga 


120 




aCCCa caeca. 


ggcacxatga 


« A afl 

1B0 




gatgtgggcc 


cagaaaacaa 


240 




gagtcccatg 


gtgaaegtea 


300 




gtaaaggaga 


aagaagecat 


360 




caccttaaga 


gacttcacca 


420 




gaagaagaaa 


taattgcttt 


460 




tcctttctgg 


caacaggcag 


540 




ttgtaaaaca 


gaagttccag 


600 




aaaactagaa 


gtgtgctttg 


660 




acagccacag 


ttactgatat 


720 




ccagagtgaa 


tgatactaca 


780 




aw aw - _ » i_ 

ttcaaaatct 


gaatcttttt 


840 




gacacctttg 


ctttctgatg 


900 




gtataaat ta 


ctttcaggct 


960 




gagtegggtc 


ccgttgtgta 


1020 




tccctagcat 


fc» aW aW <aaa» ah * -a- 

tttggataag 


1080 




gc eg t tagaa 


aegtc taagc 


1140 




A Afe ^Bt A BIB aW 

aagctactg t 


cactgeagtg 


1200 




gaacccatta 


atatcgtggc 


1260 




tatatgetaa 


aaattttggg 


1320 




ctcttaatag 


ttttatagaa 


1360 




tcttaagctt 


ttgtgtcaga 


1440 




atggctgacg 


tattactgtg 


1500 




ataagctatt 


ttttcctaag 


1560 




taggaaaact 


tttcattaca 


1620 





cccttggggt gctgtacaag 
aatgetcatt tgtacaaata 
gctetacagg cgctgcaaac 
gecagtcagt gttcaagaga 
gaggaaggaa gaagaaatga 
attgaaagaa gctgagagag 
agaagagaga atgaagcttg 
ctctaaaaag aaagctacct 
caacccgagt aaggacaagg 
agcacagaag gtcatcatca 
attttgetgt tatttgtttt 
ttatggaaaa gtactttcaa 
agttgagcat ctetaattca 
gagcactgac ttgaccccac 
gttcagttta aacagatttt 
atatgtataa ggtggatgtg 
tatgeagata ttccaaacct 
ggatactcag cttgtaccta 
tgctgttctg tgatgaatct 
caccacacca aagagcgaag 
tatctgatta catttatatt 
gaatatgttt tgggatgtat 
cttaaaaatt ttttatacaa 
ttatttaata tgatgacttc 
gtgaaacaaa atacctttaa 
gataaagtac ctttgagcat 
tacttgttta aactctgtct 

t 

2424 



tggaaaatga aaaccactgt 
tggaggacct gcgagagcag 
tggaggaaat gggctttaca 
cctatgaagc caaaagacat 
aacagatgtt tgtgcagcga 
agctacaggc caaacttgag 
aagaacaaag aagacttttg 
ccgagatatt tcacagccag 
accataagaa ctccaatttt 
caagcaaact ttattaaaaa 
atcacttcta tatttggtga 
gtacaaggtc aatacataag 
aaaatctgaa atccagaagc 
aagtggaaaa ttccccaccc 
gtttcttgea caaaattttt 
aaacatgaat tatgtaatta 
gaaacccaaa acacttctgg 
tatattcata tatattcact 
aaatcttttc tcttgctacc 
tcagtgccac tgaaaataca 
ccaagatgaa ccttttttta 
tatggageca aaactctaac 
ctacccaatt ggtgatatga 
atgetttatt atgecttatt 
aagttaaaac atccagatat 
gagtgtatca cagctttcat 
tccagggtaa aaataataag 
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gttgaatcat tttattaaaa atacttttta agaaaataac tatgaacatc tgaatattaa 
1660 

agatataaaa atgcacataa ttcatatttc aggtggtatt tgcattcagt gccttactgg 
1740 

tattctcaga acattttaat gatttctaac acttcttaac agtcatagat atatacattt 
1800 

tcattttttg tacttgaata ttctaaataa aactgacatt tactcttgac aaataaaaca 
1660 

tatatttact aaaaaaaaaa aaaaaaaacc tcgtgccgaa ttcggagagt ctaggaatac 
1920 

tgttaaagga aaaaaaagag gggggaagat caggtcatac tatctactct cctcatctct 
1980 

aacagctcag gatctcttag cattttaatt agatgtaatt gtttgtcttt aactgtcaaa 
2040 

aagtttggtt ctgtgtctgt gttttaataa gacgagagga cgagcgattg aggtgtatgg 
2100 

agagaaaaca gacctaatgc tccttgttcc tagagtagag tggagggagg gtggcctaag 
2160 

agttgagctc tcggaactgc atgctgctgg acagtatcac tgtctttcct agatggcagt 
2220 

cactgaattc cattttttca aggtaatttc ttgtgcctct aatagcccaa gaatgggagg 
2280 

ttgatcagat ctgacatgat tccttcctgt tctgaactgt ggggtgtgca catctctgct 
2340 

tgagtcaggt ttgagtagag gcttagagac agttgggtga gaacaaccaa aatcttatca 
2400 

tggtctcagt cataatcatt agggggaact ccagccaaat ggtttaactt ctgcctgtgg 
2460 

aactggggat tgggtgggca ggaaaaggtg atatccattc tttctgataa ctagatggtg 
2520 

ctgagaagct tttgaataaa aactttgcta aatgaaaaaa aaaaaaaaaa 
2570 

<210> 3218 

<211> 181 

<212> PRT 

<213> Homo sapiens 



<400> 3218 



Gly Val 


Lys 


Ala 


Arg 


Gin 


Tyr 


Pro 


Trp 


Gly Val Val Gin Val Glu Asn 


1 






5 










10 15 


Glu Asn 


His 


Cys 


Asp 


Phe 


Val 


Lys 


Leu 


Arg Glu Met Leu He Cys Thr 






20 










25 


30 


Asn Met 


Glu 


Asp 


Leu 


Arg 


Glu 


Gin 


Thr 


His Thr Arg His Tyr Glu Leu 




35 










40 




45 


Tyr Arg 


Arg 


Cys 


Lys 


Leu 


Glu 


Glu 


Met 


Gly Phe Thr Asp Val Gly Pro 


50 










55 






60 


Glu Asn 


Lys 


Pro 


Val 


Ser 


Val 


Gin 


Glu 


Thr Tyr Glu Ala Lys Arg His 


65 








70 








75 80 


Glu Phe 


His 


Gly 


Glu 


Arg 


Gin 


Arg 


Lys 


Glu Glu Glu Met Lys Gin Met 








85 










90 95 


Phe Val 


Gin 


Arg 


Val 


Lys 


Glu 


Lys 


Glu 


Ala lie Leu Lys Glu Ala Glu 






100 










105 


110 


Arg Glu 


Leu 


Gin 


Ala 


Lys 


Phe 


Glu 


His 


Leu Lys Arg Leu His Gin Glu 
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Leu Glu Glu 
135 

Lys Lys Lys 

150 
Thr Gly Ser 
165 
Leu 



120 

Gin Arg Arg 

Ala Thr Ser 

Asn Leu Ser 
170 



125 

Leu Leu Glu 

140 
Glu He Phe 
155 

Lys Asp Lys 



Glu Glu He 

Kis Ser Gin 
160 

Asp His Lys 
175 



115 

Glu Arg Met Lys 
130 

He Ala Phe Ser 
145 

Ser Phe Leu Ala 

Asn Ser Asn Phe 
180 

<210> 3219 
<211> 1241 
<212> DNA 
<213> Homo sapiens 

<400> 3219 

gcgcgccatg taccacaccc agcacctcag 
60 

tcctctggac gccacgttgt cccagcccag 
120 

gagcgggaga cagacatcct ggacgatgaa 
180 

agcatgggca cactctcttc tctggacggg 
240 

gaggccctgt ccccactgac caacggtctg 
300 

aatggaggag gctaccccta cgagtctgcc 
360 

acggccccca tgcggccctc ctactctgca 
420 

gggccccacc cagcctggcc acagccagtg 
480 

ggtatgttcc gctctcaatc cttttcggaa 
540 

cgagggggaa gcagccggga ggctgtgcaa 
600 

cagcagcagc agcagcctcg cccacctcca 
660 

cttgtagcca gcaggcccag ccctcagcca 
720 

gagttcccgc gagcagcctc ccagcaggag 
780 

ctgatgctgg acctggagcc agcctccgct 
840 

cccggggcct ggccaggggc ttctccactc 
900 

cagtcccatc cactgaccca gtccagatct 
960 

acccctgagc cagccccacg ggcctctctg 
1020 

ccttatgact atcagccatg tttggctggg 
1080 

gcctcttcct ccttgcctgc cttccttccg 
1140 



gtcccgccca gcagggggct cggctgtgcc 
gttcatgtca atggtgggng cgttacatct 
ttgccaaacc aggatggtca cagtgcgggc 
gtcaccaaca tcagtgaggg gggctaccca 
gacaagtcct accccatgga gcctatggtc 
agccgggcgg ggcctgccca tgctggccac 
caggagggtt tagctggcta ccagagggag 
accacctccc actatgccca tgaccccagc 
gctgaacccc agctgccccc agctccggtc 
aggggactga attcgtggca gcagcagcag 
cgccagcagg aaagagccca cttggagagt 
ttggcagaga cccccatccc cagtctccct 
attgaacagt ccatcgaaac actcaatatg 
gctgccccac tacacaagtc ccagagtgtc 
tcctcccagc ccctctctgg atcctcccgt 
ggctatatcc ccagtgggca ttcgttggga 
gagtctgtcc ctcctggcag gtcttactca 
cctaaccagg atttccattc aaagagccca 
accacccaca gccctccagg gcctcagcaa 
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cccccagcct ctctccctgg cctcactgct cagcctctgc tctcaccaaa ggaagcgact 
1200 

tcagacccct cccggactcc agaggaggag ccattgaatt c 
1241 

<210> 3220 
<211> 413 
<212> PRT 

<213> Homo sapiens 



<400> 3220 




















Ala Arg 


His 


Val 


Pro 


His Pro Ala 


Pro 


Gin 


Val 


Pro 


Pro Ser Arg Gly 


1 






5 






10 








15 


Leu Gly 


Cys 


Ala 


Ser Ser Gly Arg 


His 


Val 


Val 


Pro 


Ala 


Gin Val His 






20 






25 

mm m+ 










30 


val Asn 


Gly 


Gly Xaa Val Thr Ser 


Glu 

W m* U 




Glu 


Thr 


Asp 


He Leu Asp 




35 






40 










45 




Asp Glu 


Leu 


Pro Asn Gin Asp Gly 


His 


Ser 


Ala Gly Ser Met Gly Thr 


50 








55 








60 






Leu Ser 


Ser 


Leu Asp Gly Val Thr 




lie 

mm- C 


Ser Glu Gly Gly Tyr Pro 


65 








70 






75 






80 


Glu Ala 


Leu 


Ser 


Pro 


Leu Thr Asn 


Glv 


Leu 


Asp Lys 


Ser Tyr Pro Met 


• 






8S 






90 








95 


Glu Pro 


Met 


Val 


Asn Gly Gly Gly 


Tvr 


Pro 


Tyr Glu Ser Ala Ser Arg 






100 






105 










110 


Ala Gly 


Pro 


Ala 


His Ala Gly His 


Thr 


Ala 


Pro 


Met 


Arg 


Pro Ser Tyr 




115 






120 










125 




Ser Ala 


Gin 


Glu Gly Leu Ala Gly 


Tyr 


Gin 


Arg Glu Gly Pro His Pro 


130 








135 








140 






Ala Trp 


Pro 


Gin 


Pro 


Val Thr Thr 


Ser 


His 


Tyr Ala His Asp Pro Ser 


14 5 








150 






155 






160 


Gly Met 


Phe 


Arg 


Ser 


Gin Ser Phe 


Ser 


Glu 


Ala 


Glu 


Pro 


Gin Leu Pro 








165 






170 








175 


Pro Ala 


Pro 


Val 


Arg Gly Gly Ser 


Ser 


Arg 


Glu 


Ala 


val 


Gin Arg Gly 






160 






185 










190 


Leu Asn 


Ser 


Trp 


Gin 


Gin Gin Gin 


Gin 


Gin 


Gin 


Gin 


Gin 


Pro Arg Pro 




195 






200 










205 




Pro Pro 


Arg 


Gin 


Gin 


Glu Arg Ala 


His 


Leu 


Glu 


Ser 


Leu 


Val Ala Ser 


210 








215 








220 






Arg Pro 


Ser 


Pro 


Gin 


Pro Leu Ala 


Glu 


Thr 


Pro 


lie 


Pro 


Ser Leu Pro 


225 








230 






235 






240 


Glu Phe 


Pro 


Arg 


Ala 


Ala Ser Gin 


Gin 


Glu 


lie 


Glu 


Gin 


Ser He Glu 








245 






250 








255 


Thr Leu 


Asn 


Met 


Leu 


Met Leu Asp 


Leu 


Glu 


Pro 


Ala 


Ser 


Ala Ala Ala 






260 






265 










270 


Pro Leu 


His 


Lys 


Ser 


Gin Ser Val 


Pro 


Gly 


Ala 


Trp 


Pro Gly Ala Ser 




275 






280 










285 




Pro Leu 


Ser 


Ser 


Gin 


Pro Leu Ser 


Gly 


Ser 


Ser 


Arg 


Gin 


Ser His Pro 


290 








295 








300 






Leu Thr 


Gin 


Ser Arg Ser Gly Tyr 


lie 


Pro 


Ser Gly His 


Ser Leu Gly 


305 








310 






315 






320 


Thr Pro 


Glu 


Pro 


Ala 


Pro Arg Ala 


Ser 


Leu 


Glu 


Ser 


Val 


Pro Pro Gly 








325 






330 








335 


Arg Ser 


Tyr 


Ser 


Pro 


Tyr Asp Tyr 


Gin 


Pro 


Cys 


Leu Ala Gly Pro Asn 
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340 

Gin Asp Phe His 
355 

Leu Pro Thr Thr 
370 

Leu Pro Gly Leu 
385 

Ser Asp Pro Ser 



Ser Lys Ser Pro 
360 

His Ser Pro Pro 
375 

Thr Ala Gin Pro 
390 

Arg Thr Pro Glu 
405 



345 

Ala Ser Ser Ser 

Gly Pro Gin Gin 
380 

Leu Leu Ser Pro 
395 

Glu Glu Pro Leu 
410 



350 

Leu Pro Ala Phe 
365 

Pro Pro Ala Ser 

Lys Glu Ala Thr 
400 

Asn 



<210> 3221 

<211> 1585 

<212> DNA 

<213> Homo sapiens 



<400> 3221 
ctcctggctg 
60 

ccccaacgct 
120 

gcaggctgga 
180 

tttgaggtct 
240 

cccctccagc 
300 

ctctgccggg 
360 

tgggacaaac 
420 

aaatgcgcag 
480 

acgggcttcg 
540 

acccttgggg 
600 

ccgcagagaa 
660 

gaacaagaca 
720 

atgtctaccc 
780 

agcgtgattt 
640 

tcctctgccg 
900 

atgacagtac 
960 

aaggagtcta 
1020 

cagtttgcac 
1080 

gcagagggtg 
1140 



tcctccgacc 
cctgcaccgc 
aggagatgcg 
tgcgtcctgc 
tgcacagcgc 
gacagctccc 
tctcgggcga 
agctccctaa 
agctggggaa 
ggaccggggt 
catggccaat 
attcagtaac 
ttcaaatgtc 
ccaagttcaa 
tggtcttcat 
ttgggcttgt 
tgggcccgcc 
attgcacaaa 
ccttgctgcg 



ccggcggtct 
gcggagatgg 
atgccacctg 
gccgcgcccc 
cgctctggac 
gatctcagtt 
tgtgttgtgt 
ctgcctagac 
ggacggccgc 
gcccaccagg 
cagggtcgac 
atctattcct 
ccttcaagcc 
ttctacgact 
atttgtgagc 
caagctctgc 
gggctgtgat 
caatggggtg 
gagtccccgt 



cgaaagcgac 
cacatccagg 
cgcgccaacg 
ggggccgcct 
ttcagtccac 
acttgcatcg 
ccctgccccg 
gacttgggag 
tcttgtgtga 
cgcccgccgg 
gagaagctgg 
gagattcctc 
gagtcaaagg 
tcctctgcca 
acagcagtag 
tttcacgaaa 
gagtgatcct 
aaagtcgggg 
ctttgggctc 



acgtgcagtg 
ccaccggtgg 
gctacctgtg 
ctaacttgag 
ctgggaccga 
cggacgaaat 
ggaggtacct 
gctttgcctg 
ccagtgggga 
ccactgcaac 
gagagacacc 
gatggggatc 
ccactatcac 
ctcctcaggc 
tagtgttggt 
gcccctcttc 
gagcccgctg 
actgtgatct 
tagtgatgca 



ggtggaggag 
ggtcgagccc 
caagtaccag 
ctatcgcgcg 
ggtgagtgcg 
cggcgctcgc 
ccgtgctggc 
cgaatgtgct 
aggacagccg 
cagccccgtg 
acttgtccct 
acagagcacg 
cccatcaggg 
tttcgactcc 
gatcttgacc 
ccagccaagg 
ctttgggctc 
gcgggacaga 
tagggaaaca 
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ggggacatgg gcactcctgt gaacagtttt 
1200 

aacttacttg tgtaactgac aatttctgca 
1260 

tccactgagg agctaaatca gaactgcaca 
1320 

tgcctttagg atggtgatac tgggggaccg 
1360 

tttactcgga gaatttggag aagtgattga 
1440 

acaatataat ttacattaaa aaataatttc 
1500 

gttcaggcta ggagtatatt ggttcgaaat 
1560 

aaaggattgt tgataaaaaa aaaaa 
1585 

<210> 3222 

<211> 331 

<212> PRT 

<213> Homo sapiens 



tcactcttga tgaaacgggg aaccaagagg 
gaaatccccc ttcctctaaa ttccctttac 
ctccctccct gatgatagag gaagtggaag 
ggtagtgctg gggagagata ttttcttatg 
acttttcaag acattggaaa caaatagaac 
taccaaaatg gaaaggaaat gttctatgtt 
cccagggaaa aaaaataaaa acaaaaaatt 



<400> 3222 

Leu Leu Ala Val Leu Arg Pro Arg Arg Ser Arg Lys Arg His Val Gin 

15 10 15 

Trp Val Glu Glu Pro Gin Arg Ser Cys Thr Ala Arg Arg Trp His lie 

20 25 30 

Gin Ala Thr Gly Gly Val Glu Pro Ala Gly Trp Lys Glu Met Arg Cys 

35 40 45 

His Leu Arg Ala Asn Gly Tyr Leu Cys Lys Tyr Gin Phe Glu Val Leu 

50 55 60 

Cys Pro Ala Pro Arg Pro Gly Ala Ala Ser Asn Leu Ser Tyr Arg Ala 
65 70 75 80 

Pro Phe Gin Leu His Ser Ala Ala Leu Asp Phe Ser Pro Pro Gly Thr 

85 90 95 

Glu Val Ser Ala Leu Cys Arg Gly Gin Leu Pro lie Ser Val Thr Cys 

100 105 110 

lie Ala Asp Glu lie Gly Ala Arg Trp Asp Lys Leu Ser Gly Asp Val 

115 120 125 

Leu Cys Pro Cys Pro Gly Arg Tyr Leu Arg Ala Gly Lys Cys Ala Glu 

130 135 140 

Leu Pro Asn Cys Leu Asp Asp Leu Gly Gly Phe Ala Cys Glu Cys Ala 
145 150 155 160 

Thr Gly Phe Glu Leu Gly Lys Asp Gly Arg Ser Cys Val Thr Ser Gly 

165 170 175 

Glu Gly Gin Pro Thr Leu Gly Gly Thr Gly Val Pro Thr Arg Arg Pro 

180 185 190 

Pro Ala Thr Ala Thr Ser Pro Val Pro Gin Arg Thr Trp Pro lie Arg 

195 200 20S 

Val Asp Glu Lys Leu Gly Glu Thr Pro Leu Val Pro Glu Gin Asp Asn 

210 215 220 

Ser Val Thr Ser lie Pro Glu He Pro Arg Trp Gly Ser Gin Ser Thr 
225 230 235 240 

Met Ser Thr Leu Gin Met Ser Leu Gin Ala Glu Ser Lys Ala Thr He 
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245 


250 










255 




Thr Pro Ser Gly 


Ser 


Val lie Ser Lys Phe 


Asn 


Ser 


Thr 


Thr 


Ser 


Ser 


260 




265 








270 






Ala Thr Pro Gin 


Ala 


phe Asp Ser Ser Ser 


Ala 


Val 


val 


Phe 


He 


Phe 


275 




280 






285 








Val Ser Thr Ala 


Val 


Val Val Leu Val He 


Leu 


Thr 


Met 


Thr 


Val 


Leu 


290 




295 




300 










Gly Leu Val Lys 


Leu 


Cys Phe His Glu Ser 


Pro 


Ser 


Ser 


Gin 


Pro Arg 


305 




310 


315 










320 


Lys Glu Ser Met 


Gly 


Pro Pro Gly Cys Asp Glu 














325 


330 















<2X0> 3223 
<211> 985 
<212> ONA 

<213> Homo sapiens 
<400> 3223 

nnacgcgtgg ttcacgggct gcagcctccc tgcttccagg agccgtgcag caaccccgac 
60 

agcctgattt ttggggcact gaccatcatg accggcgtca ttggggtcat cttgggggca 
120 

gaagcttcga ggaggtacaa gaaagtcatt ccaggagccg agcccctcat ctgcgcctcc 
1B0 

agcctgcttg ccacagcccc ctgcctctac ctggctctcg tcctggcccc gaccaccctg 
240 

ctggcctcct atgtgttcct gggccttggg gagctgcttc tgtcctgcaa ctgggcagtg 
300 

gttgccgaca tcctgctgtc tgtggtggtg cccagatgcc gggggacggc agaggcacct 
360 

cagatcacgg tgggccacat cctgggagac gctggcagcc cctatctcac aggacttatc 
420 

tctagtgtcc tgcggccagg cgccctgact cctctgcagc gcttccgcag cctgcagcag 
460 

agcttcctgt gctgcgcctt tgtcatcgcc ctggggggcg gctgcttcct gctgactgcg 
540 

ctgtacccgg agagagacga gacccgggcc tggcagcctg tcacagggac cccagacagc 
600 

aatgatgtgg acagcaacga cctggagaga caaggcctac tttcgggcgc tggcgcctct 
660 

acagaggagc cctgaggtcc ctgcccacac tcgtcctgcc tgcaagcctc ccgttggtcc 
720 

ccacagcagc agtgcctcgg ttcctctttg gctgtcctcg gggactccgg ctgaggcaca 
780 

tctgccactt ttgaattccc ggctggagag ctggcaggac cctgtggctg ggctgggaat 
840 

ggagctgtca gcactctgcg tgggaggcct gggcctgtgc ctgcatcccg ctcaaggctg 
900 

ccccagcctg gggtccccag cctggctgct gctgggccct gaataaagag aggccagtac 
960 

aaagcccatg gattttgggc ctgta 
985 

<210> 3224 
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<211> 224 
<212> PRT 

<213> Homo sapiens 
<400> 3224 

Xaa Arg Val Val His Gly Leu Gin Pro Pro Cys Phe Gin Glu Pro Cys 

15 10 15 

Ser Asn Pro Asp Ser Leu He Phe Gly Ala Leu Thr He Met Thr Gly 

20 25 30 

Val lie Gly Val He Leu Gly Ala Glu Ala Ser Arg Arg Tyr Lys Lys 

35 40 45 

Val He Pro Gly Ala Glu Pro Leu He Cys Ala Ser Ser Leu Leu Ala 

SO 55 60 

Thr Ala Pro Cys Leu Tyr Leu Ala Leu Val Leu Ala Pro Thr Thr Leu 
65 70 75 80 

Leu Ala Ser Tyr Val Phe Leu Gly Leu Gly Glu Leu Leu Leu Ser Cys 

85 90 95 

Asn Trp Ala Val Val Ala Asp He Leu Leu Ser Val Val Val Pro Arg 

100 105 110 

Cys Arg Gly Thr Ala Glu Ala Leu Gin He Thr Val Gly His He Leu 

115 120 125 

Gly Asp Ala Gly Ser Pro Tyr Leu Thr Gly Leu He Ser Ser Val Leu 

130 135 14 0 

Arg Pro Gly Ala Leu Thr Pro Leu Gin Arg Phe Arg Ser Leu Gin Gin 
145 150 155 160 

Ser Phe Leu Cys Cys Ala Phe Val He Ala Leu Gly Gly Gly Cys Phe 

165 170 175 

Leu Leu Thr Ala Leu Tyr Leu Glu Arg Asp Glu Thr Arg Ala Trp Gin 

180 185 190 

Pro Val Thr Gly Thr Pro Asp Ser Asn Asp Val Asp Ser Asn Asp Leu 

195 200 205 

Glu Arg Gin Gly Leu Leu Ser Gly Ala Gly Ala Ser Thr Glu Glu Pro 
210 215 220 

<210> 3225 
<211> 506 
<212> DNA 

<213> Homo sapiens 
<400> 3225 

cgcctgcccc agtccatctg tgacaggcgg gcgtgagtgt agaggaatag ctaggctgta 
60 

gcagtcgaaa ttctttctga accccatata ggatgaaggt tatatttcca aaattaaaac 
120 

agaggaacat tttaaatggc ctacgtccat gcaccttctt tattcaagaa gctaccaaga 
1B0 

attctgcctg cttcccagtc cctaaaatgc ctgtgccatg tgccctgggt gaagaactag 
240 

tcccatgcca caggggtaca ggccccgctg tagtttggcc agcccaaccg cagcaagggg 
300 

aagtggaacc acagcctcaa cccacacaga ggatggaacc accttctgca gctaaaaata 
360 

accacaccgc ccctgaggtg agccacccaa gatgcaggtg gggctgtatg aaactccacg 
420 
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aacatgggat gagtctcacc ttcagggttc cgaggggcca tgagtggtac caagatccct 
480 

ggaggtgccc ttggtttccc atgtag 
506 

<210> 3226 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 3226 



Met 


Lys 


Val 


He 


Phe 


Pro 


Lys Leu Lys Gin Arg 


Asn 


He 


Leu 


Asn 


Gly 


1 






5 




10 








15 




Leu Arg 


Pro 


Cys 


Thr 


Phe 


Phe He Gin Glu Ala Thr Lys 


Asn 


Ser 


Ala 








20 






25 






30 






Cys 


Phe 


Pro 


Val 


Pro 


Lys 


Met Pro Val Pro Cys 


Ala 


Leu 


Gly 


Glu 


Glu 




35 








40 




45 








Leu 


Val 


Pro 


Cys 


His 


Arg 


Gly Thr Gly Pro Ala 


Val 


Val 


Trp 


Pro 


Ala 




50 










55 


60 










Gin 


Pro 


Gin 


Gin 


Gly Glu 


Val Glu Pro Gin Pro 


Gin 


Pro 


Thr 


Gin 


Arg 


65 










70 


75 










80 


Met 


Glu 


Pro 


Pro 


Ser 


Ala 


Ala Lys Asn Asn His 


Thr 


Ala 


Phe 


Glu 


Val 




■ 






65 




90 








95 




Ser 


His 


Pro 


Arg 


Cys 


Arg 


Trp Gly Cys Met Lys 


Leu 


His 


Glu 


His 


Gly 








100 






105 






110 






Met 


Ser 


Phe 


He 


Phe 


Arg 


Val Pro Arg Gly His Glu Trp 


Tyr 


Gin 


Asp 






115 








120 




125 








Pro 


Trp 


Arg 


Cys 


Pro Trp 


Phe Pro Met 













130 135 



<210> 3227 

<211> 1623 

<212> DNA 

<213> Homo sapiens 

<400> 3227 

nngtgtaggg gtagattttc gctgcagtgt tccccgagcc tgttagacgc agcggccggg 
60 

agactgagag aggaaaggat agaggaagtg ctgccctagg ctgcatgagt cgaagcaagc 
120 

gtgtttcctt cccgccaggc aagtgccctt agaaaccggg ccccgccccc ttcctggcct 
180 

gcattcccat cccctctccc ggggcggagg tgaggacctc cttggttcct ttggttctgt 
240 

cagtgagccc cttccttggc catgaagctc gtgaggaaga acatcgagaa ggacaatgcg 
300 

ggccaggtga ccctggtccc cgaggagcct gaggacatgt ggcacactta caacctcgtg 
360 

caggtgggcg acagcctgcg cgcctccacc atccgcaagg tacagacaga gtcctccacg 
420 

ggcagcgtgg gcagcaaccg ggtccgcact accctcactc tctgcgtgga ggccatcgac 
460 

ttcgactctc aagcctgcca gctgcgggct aaggggacca acatccaaga gaatgagtat 
540 
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gtcaagatgg gggcttacca caccatcgag 
600 

aagaagcagc gggatagtgt ggtactggag 
660 

agcgctgatg tggcggctgt ggtcatgcag 
720 

cccagcatga ccctcactcg ggccaaggtg 
780 

aattgctctc agcatgaccg ggccttggag 
640 

cagcgccaca tacactttga tgttgtaaag 
900 

agggagcagt tctgcgacta catgtttcaa 
960 

ctggaaaacc ggtccaaatt tcttcaggta 
1020 

aaagaggccc tttgtgaccc tactgtggct 
1080 

gaagccaaag ccttggatga cttctataaa 
1140 

tatggactca agcaggtgga gaaggccaac 

1200 

agcgatgagc tcttcaggca tcaggatgta 
1260 

gacagcgtga aagagaatgc aggcaccgtt 
1320 

gaacagctca gccagttgac tggggtagct 
1380 

tctgaccaag agggtgattc cagttctgaa 

1440 

acaatcttgt gtttcctaaa ctgttacagt 
1S00 

tgcaagaatg gcactttttg attcatacag 
1560 

attttgtgat tggcaagaca tgtatttaaa 

1620 

aaa 

1623 



ctggagccca accgccagtt caccctggcc 
cgcatcgagc aggcctgtga cccagcctgg 
gaaggcctcg cccatatctg cttagtcact 
gaggtgaaca tccctaggaa aaggaaaggc 
cggttctatg aacaggtggt ccaggctatc 
tgcatcctgg tggccagccc aggatttgtg 
caagcagtga agaccgacaa caaactgcCc 
catgcctcct ccggacacaa gtactccctg 
agccgccttt cagacactaa agctgctggg 
atgttacagc acgaaccgga tcgagctttc 
gaagccatgg caattgacac attgctcatc 
gccacacgga gccggtatgt gaggctggtg 
aggatactct ctagtcttca cgtttctggg 
gccattctcc gcttccctgt tcccgaactt 
gaggattaat gattgaaact taaaattgag 
acatttctca gcatccttgt gacagaaagc 
ggacttctta tgtctttggc tacactagat 
caataaacta aaaggaaata aaaaaaaaaa 



<210> 3228 

<211> 385 

c212> PRT 

<213> Homo sapiens 

c400> 3228 

Met Lys Leu Val Arg Lys Asn He 

1 5 
Thr Leu Val Pro Glu Glu Pro Glu 
20 

Val Gin Val Gly Asp Ser Leu Arg 

35 40 
Thr Glu Ser Ser Thr Gly Ser Val 

50 55 
Leu Thr Leu Cys Val Glu Ala lie 



Glu Lys Asp Asn Ala Gly Gin Val 

10 15 
Asp Met Trp His Thr Tyr Asn Leu 
25 30 
Ala Ser Thr He Arg Lys Val Gin 

45 

Gly Ser Asn Arg Val Arg Thr Thr 
60 

Asp Phe Asp Ser Gin Ala Cys Gin 
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65 






70 






75 


80 


Leu 


Arq 


Val 


Lys Gly Thr Asn 


He 


Gin Glu Asn 


Glu Tyr Val Lys Met 








85 






90 


95 


Gly 


Ala 


Tyr 


His Thr He 


Glu 


Leu 


Glu Pro Asn 


Arg Gin Phe Thr Leu 








100 






105 


110 


Ala 


Lvs 


Lys 


Gin Trp Asp 


Ser 


Val 


Val Leu Glu 


Arg He Glu Gin Ala 






115 






120 




125 


Cvs 


Asd 


Pro 


Ala Trp Ser 


Ala 


Asp 


Val Ala Ala 


Val Val Met Gin Glu 




130 

4^ V 






13S 






140 


Gly 


Leu 


Ala 


His He Cys 


Leu 


Val 


Thr Pro Ser 


Met Thr Leu Thr Arg 


14S 






150 






155 


160 


Ala 


Lvs 


Val 


Glu Val Asn 


He 


Pro Arg Lys Arg 


Lys Gly Asn Cys Ser 








165 






170 


175 


Gin 


His 


Asp Arg Ala Leu Glu 


Arg 


Phe Tyr Glu 


Gin Val Val Gin Ala 








180 






185 


190 


lie 


Gin 


Arg 


His He His 


Phe 


Asp 


Val Val Lys 


Cvs He Leu Val Ala 

*w T A A \m+ mm\m* » mm- mm • • +m* 






195 






200 




205 


Ser 


Pro 


Gly Phe Val Arg 


Glu 


Gin 


Phe Cys Asp 


Tvr Met Phe Gin Gin 

I ■ r m im mtt ™ ■ m ^m* ^m mm ■ • mm 




210 

• X V 






215 






220 

mr m» V 


Ala 


Val 


Lys Thr Asp Asn 


Lys 


Leu 


Leu Leu Glu 


Asn Ara Ser Lvs Phe 

* ■ *J m • r*m> mmr mm* ^ J mf m mmmm 


225 
a * j 






230 






235 


240 

mm W \J 


Leu 


Gin 


Val 


His Ala Ser 


Ser 


Gly His Lys Tyr 


Ser Leu Lvs Glu Al a 

W W *■ mm* W ** mmt J m m0 mm mm 0<i> fc* 
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250 


255 






Asp 


Pro Thr Val 


Ala 


Ser 


Arg Leu Ser 


Asd Thr Lvs Ala Ala 








260 






265 


m> I U 


Gly 


Glu 


Val 


Lys Ala Leu Asp 


Asp 


Phe Tyr Lys 


Met Leu Gin His Glu 






275 






280 




285 


Pro 


Asp 


Arg 


Ala Phe Tyr 


Gly 


Leu 


Lys Gin Val 


Glu Lys Ala Asn Glu 




290 






295 






300 


Ala 


Met 


Ala 


He Asp Thr 


Leu 


Leu 


He Ser Asp 


Glu Leu Phe Arg His 


305 






310 






315 


320 


Gin 


Asp 


Val Ala Thr Arg 


Ser 


Arg Tyr Val Arg 


Leu Val Asp Ser Val 








325 






330 


335 


Lys 


Glu 


Asn Ala Gly Thr Val 


Arg 


He Phe Ser 


Ser Leu His Val Ser 








340 






34 5 


350 


Gly 


Glu 


Gin 


Leu Ser Gin 


Leu 


Thr Gly Val Ala 


Ala He Leu Arg Phe 






355 






360 




365 


Pro 


Val 


Pro 


Glu Leu Ser 


Asp 


Gin Glu Gly Asp 


Ser Ser Ser Glu Glu 




370 






375 






380 



Asp 
385 



<210> 3229 

c211> 1008 

<212> DNA 

<213> Homo sapiens 

<400> 3229 

nngcgcgcct cgcgctccag ggagccccgc cctcccgcgg cacctccgca gcaaccgccg 
60 

cctgcactgg gcgcgcgaga gctgctaggg cggtttctct gcctcgggcc tgttgggcag 
120 

ggccggctaa ggtgcgcgtg ctcgctggtt ctaacccttc tgttgggcgt ttctgctgag 
180 
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aggcgggagg cgctgagagt ctgtgcggag gtccgtggac agactgcttt gctcgttgtt 
240 

gctcttcgga ggcggcgatc cccgaaggcg agctgaaata cggctgcagg ctacaatttg 
300 

cagccgacca ttatggaaga cggcaagcgg gagaggtggc ccaccctcat ggagcgcttg 
360 

tgctcggatg gcttcgcatt tccccaatac cceattaaac cgtatcatct gaagaggatc 
420 

cacagagctg tcttacgtgg taatctggag gaactgaagt accttctgct cacgtattat 
4B0 

gacatcaata agagagacag gaaggaaagg accgcectac atttggcctg tgccactggc 
540 

caaccggaaa tggtacatct cctggtgtcc agaagatgtg agcttaacct ctgcgaccgt 
600 

gaagacagga cacctctgat caaggctgta caactgaggc aggaggcttg tgcaactctt 
660 

ctgctgcaaa atggcgccga tccaaatatt acggatgtct ttggaaggac tgctctgcac 
720 

tacgctgtgt ataatgaaga tacatccatg atagaaaaac ttctttcaca tggtacaaat 
780 

actgaagaac gcagcaagaa tgaatatcag ccactgttac ttgctgtgag tcgaagaaaa 
840 

gtgaaaatgg tggaattttt attaaagaaa aaagcaaatg taaatgccat tgattatctt 
900 

ggcagatcag ccctcatact tgctgttact cttggagaaa aagatatagt cattcttctt 
960 

ctgcagcaca atattgatgt gttttctcga gatgtgtatg gaaagctt 
1008 

<210> 3230 
<211> 232 
<212> PRT 

<213> Homo sapiens 



<400> 3230 



Met Glu 


Asp 


Gly 


Lys 


Arg 


Glu 


Arg 


Trp 


Pro 


Thr Leu Met Glu Arg Leu 


1 






5 










10 


15 


Cys Ser 


Asp 


Gly 


Phe 


Ala 


Phe 


Pro 


Gin 


Tyr 


Pro He Lys Pro Tyr His 






20 










25 




30 


Leu Lys 


Arg 


He 


His 


Arg 


Ala 


Val 


Leu 


Arg 


Gly Asn Leu Glu Glu Leu 




35 










40 






45 


Lys Tyr 


Leu 


Leu 


Leu 


Thr 


Tyr 


Tyr 


Asp 


He 


Asn Lys Arg Asp Arg Lys 


SO 










55 








60 


Glu Arg 


Thr 


Ala 


Leu 


His 


Leu 


Ala 


Cya 


Ala 


Thr Gly Gin Pro Glu Met 


65 








70 










75 80 


Val His 


Leu 


Leu 


val 


Ser 


Arg 


Arg 


Cys 


Glu 


Leu Asn Leu Cys Asp Arg 








85 










90 


95 


Glu Asp 


Arg 


Thr 


Pro 


Leu 


He 


Lys 


Ala 


val 


Gin Leu Arg Gin Glu Ala 






100 










105 




110 


Cys Ala 


Thr 


Leu 


Leu 


Leu 


Gin 


Asn 


Gly 


Ala 


Asp Pro Asn He Thr Asp 




115 










120 






125 


Val Phe 


Gly 


Arg 


Thr 


Ala 


Leu 


His 


Tyr 


Ala 


Val Tyr Asn Glu Asp Thr 


130 










135 








140 


Ser Met 


He 


Glu 


Lys 


Leu 


Leu 


Ser 


His 


Gly 


Thr Asn He Glu Glu Cys 
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145 150 
Ser Lys Asn Glu Tyr Gin Pro Leu 

165 

Val Lys Met Val Glu Phe Leu Leu 
1B0 

lie Asp Tyr Leu Gly Arg Ser Ala 
195 200 
Glu Lys Asp lie Val lie Leu Leu 

210 215 
Ser Arg Asp Val Tyr Gly Lys Leu 
225 230 



155 160 
Leu Leu Ala Val Ser Arg Arg Lys 

170 175 
Lys Lys Lys Ala Asn Val Asn Ala 
185 190 
Leu He Leu Ala Val Thr Leu Gly 

205 

Leu Gin His Asn He Asp Val Phe 
220 



<210> 3231 

<211> 1367 

<212> DNA 

<213> Homo sapiens 



<400> 3231 
nnacgcgtga 
60 

gccacgtccg 
120 

taacagtcgc 
180 

tgcatcttgg 
240 

ccggcgatca 
300 

ggcctcatca 
360 

atttggaggc 
420 

tatctggtca 
480 

gatgggaggc 
540 

actggcttag 
600 

gtctgggccc 
660 

gcctgctatc 
720 

aatgagctta 
780 

atggacttgg 
840 

agtaggagag 
900 

gatcagaatg 
960 

tgaaggggcg 
1020 

cacttaacaa 
1080 



aggggaagtt 
cccgtctccg 
ggagccggcc 
ctacctgtgg 
cgcgctatcg 
gcccggccta 
caatcactgc 
atttatattt 
cagcagacta 
caatggatat 
agctgaacag 
taccctgggt 
ttggaaatct 
gaggaagaaa 
gaggagtatc 
gcggaggcgg 
gcctcgggca 
ctgcgttctg 



tcgcctcaga 
ccttctgcat 
gcgtcgtgag 
gtcgaagatg 
gttcgccgcc 
cctcttcctc 
caccttttat 
cttatatcag 
tttattcatg 
gcagttgctg 
agacatgatt 
tatccttgga 
ggttggacat 
ttttctatcc 
aggatttggt 
gagacacaac 
gccgctcctc 
gctaacactg 



aggctgcctc 
cgcggcttcg 
ggggtcggca 
tcggacatcg 
accgtcgccg 
tggcccgaag 
ttccctgtgg 
tattctacgc 
ctcctcttta 
atgattcctc 
gtatcatttt 
ttcaactata 
ctttattttt 
acacctcagt 
gtgccccctg 
cggggccagg 
tcaagccaca 
ttggacctga 



gctggtccga 
gcggcttcca 
cggggagtcg 
gagactggtt 
tgcccttggt 
ccttccttta 
gtccaggaac 
gacttgaaac 
actggacttg 
tgatcacgtc 
ggtttggaac 
tcatcggagg 
tcctaatgtt 
ttttgtaccg 
ctagcatgag 
gctttcgact 
tctcctccca 
cccacactga 



attcggtggc 
cctagacacc 
ggcggtcttg 
caggagcatc 
cggcaaactc 
tcgctttcag 
tggatttctt 
aggagctttt 
catcgtgatt 
agtactttat 
acgatttaag 
ctcggtaatc 
cagataccca 
ctggctgccc 

i 

gcgagctgct 
tggagaccag 
gtgctgggtg 
atgtagtctt 
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tcagtacgag acaaagcttc ttaaatcccg aagaaaaata taagtgttcc acaagtttca 
1140 

cgattctcat tcaagtcctt actgctgtga agaacaaata ccaactgtgc aaattgcaaa 
1200 

actgactaca ttttttggtg tttttttctt tcccctttcc gttctgaata atgggtttta 
1260 

gcgggcccta gtctgctggc attgagctgg ggctgggtca ccaaaccctt cccaaaagga 
1320 

cccttatctc tttcttgcac acatgcctct ctcccccctt cacgcgt 
1367 

<210> 3232 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 3232 

Met Ser Asp He Gly Asp Trp Phe Arg Ser He Pro Ala He Thr Arg 

15 10 15 

Tyr Trp Phe Ala Ala Thr Val Ala Val Pro Leu Val Gly Lys Leu Gly 

20 25 30 

Leu lie Ser Pro Ala Tyr Leu Phe Leu Trp Pro Glu Ala Phe Leu Tyr 

' 35 40 45 

Arg Phe Gin He Trp Arg Pro He Thr Ala Thr Phe Tyr Phe Pro Val 

SO 55 60 

Gly Pro Gly Thr Gly Phe Leu Tyr Leu Val Asn Leu Tyr Phe Leu Tyr 
65 ' 70 75 80 

Gin Tyr Ser Thr Arg Leu Glu Thr Gly Ala Phe Asp Gly Arg Pro Ala 

85 90 95 

Asp Tyr Leu Phe Met Leu Leu Phe Asn Trp He Cys He Val He Thr 

100 105 HO 

Gly Leu Ala Met Asp Met Gin Leu Leu Met He Pro Leu He Met ser 

115 120 125 

Val Leu Tyr Val Trp Ala Gin Leu Asn Arg Asp Met He Val Ser Phe 

130 135 140 

Trp Phe Gly Thr Arg Phe Lys Ala Cys Tyr Leu Pro Trp Val He Leu 
145 * ISO 155 160 

Gly Phe Asn Tyr He He Gly Gly Ser val He Asn Glu Leu He Gly 

165 170 175 

Asn Leu val Gly His Leu Tyr Phe Phe Leu Met Phe Arg Tyr Pro Met 

180 185 190 

Asp Leu Gly Gly Arg Asn Phe Leu Ser Thr Pro Gin Phe Leu Tyr Arg 

195 200 205 

Trp Leu Pro Ser Arg Arg Gly Gly Val Ser Gly Phe Gly Val Pro Pro 

210 215 220 

Ala Ser Met Arg Arg Ala Ala Asp Gin Asn Gly Gly Gly Gly Arg His 
225 230 235 240 

Asn Trp Gly Gin Gly Phe Arg Leu Gly Asp Gin 

245 250 

<210> 3233 
<211> 975 
<212> DNA 

<213> Homo sapiens 
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<400> 3233 
nacgcgtacg 
60 

accgttgttt 
120 

atgacaattt 
180 

aaggaacgtt 
240 

gcaagagctt 
300 

tgtcagctga 
360 

aagatggatc 
420 

ttcctgctgt 
460 

agtacttaaa 
540 

ttttttcttt 
600 

cactgctggc 
660 

tctccgtgtt 
720 

gctgtctggc 
780 

aaggatcagc 
640 

tgtctttctc 
900 

gtgccttctg 
960 

cttcaaggct 
975 



tggtggagct 
accttgtggc 
tcacatctcc 
acgaaaaaga 
tacctatcta 
ttaaacctga 
atccctgtcc 
ttttattgta 
aaattttgga 
tctttgtgtc 
tttaaacagc 
cctgtgaaga 
tagcccctcc 
acggtctggg 
aaggcttttt 
gggcactgag 
gcccc 



ctgcgtgttt 
tttccatctg 
cgcttccccc 
attcagccaa 
taccacatca 
tcgggcgcat 
ttgggtgaat 
ttccctatta 
cgaaagaacc 
tgcaatgttc 
attgtccaca 
gccttcattg 
acaagtcggt 
gcccaggtgg 
cttgtgcagt 
ctcaggaact 



actatttttg 
ttctttgtta 
tccaaagagt 
gaaagacaac 
gcttcaaaaa 
cactgctcag 
aactgtgtgg 
tattgccttt 
gaccaaaacc 
ttcatcagcg 
gctccgtctg 
gaatcatccc 
cactctgcac 
ggtggaacac 
atgaaatcct 
ccaaaaagac 



gaaatgaaga 
tgtttgtatg 
tctacttgtc 
aagaaatttt 
ctatcagata 
cctgtgactc 
gattttctaa 
tcgtggccgc 
cgggccaaaa 
tcctctcact 
cagggtcagg 
gggacataca 
aaggaatccg 
gcacggtcca 
tcacatttca 
cccttcgggc 



aaatggaaag 
gtcctattgg 
caattctgaa 
gagaagagca 
ttgtgaaaaa 
atgtattctt 
ttacaaattc 
acagctttag 
ttccaegtac 
tttcagctac 
gcatggcctc 
gcttgaacgt 
agagctcatc 
caagcaattc 
tatgaagtat 
cggatcccgg 



<210> 3234 
<211> 159 
<212> PRT 

<213> Homo sapiens 



<400> 3234 

Xaa Ala Tyr Val Val Glu Leu Cys Val Phe Thr He Phe Gly Asn Glu 

15 10 15 

Glu Asn Gly Lys Thr Val Val Tyr Leu Val Ala Phe His Leu Phe Phe 

20 25 30 

Val Met Phe Val Trp Ser Tyr Trp Met Thr He Phe Thr Ser Pro Ala 

35 40 4S 

Ser Pro Ser Lys Glu Phe Tyr Leu Ser Asn Ser Glu Lys Glu Arg Tyr 

50 55 60 

Glu Lys Glu Phe Ser Gin Glu Arg Gin Gin Glu He Leu Arg Arg Ala 
65 70 75 80 

Ala Arg Ala Leu Pro He Tyr Thr Thr Ser Ala Ser Lys Thr He Arg 
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85 90 95 

Tyr Cys Glu Lys Cys Gin Leu He Lys Pro Asp Arg Ala His His Cys 

100 105 HO 

Ser Ala Cys Asp Ser Cys He Leu Lys Met Asp His Pro Cys Pro Trp 

11S 120 125 

Val Asn Asn Cys Val Gly Phe Ser Asn Tyr Lys Phe Phe Leu Leu Phe 

130 135 140 

Leu Leu Tyr Ser Leu Leu Tyr Cys Leu Phe Val Ala Ala Gin Phe 
145 ISO 15S 

<210> 3235 
<211> 551 
<212> DNA 

<213> Homo sapiens 
<400> 3235 

ntggaaaccg agcttcaaac atataagcat tctcgtcagg ggctagatga aatgtacaat 
60 

gaagccagaa ggcagcttcg agatgaatct cagttacgac aggatgtaga gaatgagcta 
120 

gcagtacaag ttagtatgaa gcatgagatt gaacttgcca tgaagttgct ggagaaagat 
180 

atccatgaga aacaagatac tctgataggc cttcgacaac aactagagga agttaaagca 

240 

attaacatag agatgtatca aaagttgcag ggttctgaag atggcttgaa agaaaaaaat 
300 

gaaataattg cccgactaga agaaaaaacc aataaaatta ctgcagccat gaggcagctg 
360 

gaacaaagat tgcagcaagc agagaaggcg caaatggaag ctgaagatga ggatgagaaa 
420 

tatctacaag aatgtctcag taaatctgat agtctgcaga aacaaatctc ccaaaaggag 
480 

aaacagctgg tgcaactgga aaccgacttg aagattgaga aggaatggag gcagactttg 
540 

caggaagatc t 
551 

<210> 3236 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 3236 

Xaa Glu Thr Glu Leu Gin Thr Tyr Lys His Ser Arg Gin Gly Leu Asp 

15 10 15 

Glu Met Tyr Asn Glu Ala Arg Arg Gin Leu Arg Asp Glu Ser Gin Leu 

20 25 30 

Arg Gin Asp Val Glu Asn Glu Leu Ala Val Gin Val Ser Met Lys His 

35 40 45 

Glu He Glu Leu Ala Met Lys Leu Leu Glu Lys Asp He His Glu Lys 

50 55 60 

Gin Asp Thr Leu He Gly Leu Arg Gin Gin Leu Glu Glu Val Lys Ala 
65 70 75 80 

He Asn He Glu Met Tyr Gin Lys Leu Gin Gly Ser Glu Asp Gly Leu 
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85 90 95 

Lys Glu Lys Asn Glu He He Ala Arg Leu Glu Glu Lys Thr Asn Lys 

100 105 HO 

He Thr Ala Ala Met Arg Gin Leu Glu Gin Arg Leu Gin Gin Ala Glu 

115 120 125 

Lys Ala Gin Met Glu Ala Glu Asp Glu Asp Glu Lys Tyr Leu Gin Glu 

130 135 140 

Cys Leu Ser Lys Ser Asp Ser Leu Gin Lys Gin He Ser Gin Lys Glu 
145 150 15S 160 

Lys Gin Leu Val Gin Leu Glu Thr Asp Leu Lys He Glu Lys Glu Trp 

165 170 175 

Arg Gin Thr Leu Gin Glu Asp 
180 

<210> 3237 

<211> 1323 

<212> DNA 

<213> Homo sapiens 

<400> 3237 

nctctgggct gcgacctacc tcgcagaggg gtttgcacta aggcgctggg cgccgggctc 
60 

cgggcgctgt ggaccatggc tccgcccgcg gcgcctggcc gggaccgtgt gggccgtgag 
120 

gatgaggacc gttgggaagt acggggggac cgcaaggccc ggaagcccct ggtggagaag 
180 

aagcgacgcg cgcggatcaa cgagagtctt caggagttgc ggctgctgct ggcgggcgcc 
240 

gaggcgcagg ccaagctgga gaacgccgaa gtgctggagc tgacggtgcg gcgggtccag 
300 

ggtgtgctgc ggggccgggc gcgcgagcgc gagcagctgc aggcggaagc gagcgagcgc 
360 

ttcgctgccg gctacatcca gtgcatgcac gaggtgcaca cgttcgtgtc cacgtgccag 
420 

gccatcgacg ctaccgtcgc tgccgagctc ctgaaccatc tgctcgagtc catgccgctg 
480 

cgtgagggca gcagcttcca ggatctgctg ggggacgccc tggcggggcc acctagagcc 
540 

cctggacgga gtggctggcc tgcggggggc gctccgggat ccccaatacc cagccccccg 
600 

ggtcctgggg acgacctgtg ctccgacctg gaggaggccc ctgaggccga actgagtcag 
660 

gctcctgctg aggggcccga cttggtgccc gcagccctgg gcagcctgac cacagcccaa 
720 

attgcccgga gtgtctggag gccttggtga ccaatgccag ccagagtcct gcgggggtgg 
780 

gcccggccct ccctggatct cctccctcct cccaggggtt cagatgtggt ggggtagggc 
840 

cctggaagtc tcccaggtct tccctccctc ctctgatgga tggcttgcag ggcagcccct 
900 

ggtaaccagc ccagtcaggc cccagccccg tttcttaaga aacttttagg gaccctgcag 
960 

ctctggagtg ggtggaggga gggagctacg ggcaggagga agaattttgt agagctgcca 
1020 
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gcgctccccc aggttcaccc acccaggctt caccagccct gtgcgggctc tgggggcaga 
1080 

ggtggcagaa atggtgctgg gcactagtgt tccaggcagc cctgggctaa acaaaagctt 
1140 

gaacttgcca cttcagcggg gagatgagag gcaggtgcac tcagctgcac tgcccagagc 
1200 

tgtgatgctc tgtacatctt gtttgtagca cacttgagct tgtgtattcc attgacatca 
1260 

aatgtgacaa ttttactaaa taaagaattt tggagttagt tacccttgaa aaaaaagtcg 

1320 

a eg 

1323 

c210> 3238 

<211> 249 

<212> PRT 

<213> Homo sapiens 

<400> 3238 

Xaa Leu Gly Cys Asp Leu Pro Arg Arg Gly Val Cys Thr Lys Ala Leu 

15 10 15 

Gly Ala Gly Leu Arg Ala Leu Trp Thr Met Ala Pro Pro Ala Ala Pro 

20 25 30 

Gly Arg Asp Arg Val Gly Arg Glu Asp Glu Asp Arg Trp Glu Val Arg 

35 40 45 

Gly Asp Arg Lys Ala Arg Lys Pro Leu Val Glu Lys Lys Arg Arg Ala 

SO 55 60 

Arg lie Asn Glu Ser Leu Gin Glu Leu Arg Leu Leu Leu Ala Gly Ala 
65 70 75 80 

Glu Val Gin Ala Lys Leu Glu Asn Ala Glu Val Leu Glu Leu Thr Val 

85 90 95 

Arg Arg Val Gin Gly Val Leu Arg Gly Arg Ala Arg Glu Arg Glu Gin 

100 105 110 

Leu Gin Ala Glu Ala Ser Glu Arg Phe Ala Ala Gly Tyr lie Gin Cys 

115 120 125 

Met His Glu Val His Thr Phe Val Ser Thr Cys Gin Ala He Asp Ala 

130 135 140 

Thr Val Ala Ala Glu Leu Leu Asn His Leu Leu Glu Ser Met Pro Leu 
145 150 155 160 

Arg Glu Gly Ser Ser Phe Gin Asp Leu Leu Gly Asp Ala Leu Ala Gly 

165 170 175 

Pro Pro Arg Ala Pro Gly Arg Ser Gly Trp Pro Ala Gly Gly Ala Pro 

180 185 190 

Gly Ser Pro He Pro Ser Pro Pro Gly Pro Gly Asp Asp Leu Cys Ser 

195 200 205 

Asp Leu Glu Glu Ala Pro Glu Ala Glu Leu Ser Gin Ala Pro Ala Glu 

210 215 220 

Gly Pro Asp Leu Val Pro Ala Ala Leu Gly Ser Leu Thr Thr Ala Gin 
225 230 235 240 

He Ala Arg Ser Val Trp Arg Pro Trp 

245 

<210> 3239 
<211> 432 
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<212> DNA 

<213> Homo sapiens 
<400> 3239 

aaaaccaaag attctcctgg agttttctct aaactgggtg ttctcctgag gagagtgaca 
60 

agaaacttgg tgagaaataa gctggcagtg attacgcgtc tccttcagaa tctgatcatg 
120 

ggtttgttcc tccttttctt cgttctgcgg gtccgaagca atgtgctaaa gggtgctatc 
180 

caggaccgcg taggtctcct ttaccagttt gtgggcgcca ccccgtacac aggcatgctg 
240 

aacgctgtga atctgtttcc cgtgctgcga gctgtcagcg accaggagag tcaggacggc 
300 

ctctaccaga agtggcagat gatgctggcc tatgcaccgc acgtcctccc cttcagcgtt 
360 

gttgccacca tgattttcag cagtgtgtgc tactggacgc tgggcttaca tcctgaggtt 
420 

gcccgattgg gt 
432 

<210> 3240 

<211> 144 

<212> PRT 

<213> Homo sapiens 



<400> 3240 



Lys 


Thr 


Lys Asp Ser Pro 


Gly 


Val 


Phe 


Ser 


Lys 


Leu 


Gly 


Val 


Leu 


Leu 


1 




5 








10 










15 




Arg 


Arg 


Val Thr Arg Asn 


Leu 


val 


Arg 


Asn 


Lys 


Leu 


Ala 


val 


He 


Thr 




20 






25 










30 






Arg 


Leu 


Leu Gin Asn Leu 


He 


Met 


Gly 


Leu 


Phe 


Leu 


Leu 


Phe 


Phe 


val 




35 




40 










45 








Leu 


Arg 


Val Arg Ser Asn 


Val 


Leu 


Lys 


Gly 


Ala 


He 


Gin 


Asp 


Arg 


val 




50 




55 










60 










Gly 


Leu 


Leu Tyr Gin Phe 


Val 


Gly 


Ala 


Thr 


Pro 


Tyr 


Thr 


Gly 


Met 


Leu 


65 




70 










75 










80 


Asn 


Ala 


Val Asn Leu Phe 


Pro 


Val 


Leu 


Arg 


Ala 


Val 


Ser 


Asp 


Gin 


Glu 






85 








90 










95 




Ser 


Gin 


Asp Gly Leu Tyr Gin 


Lys 


Trp 


Gin 


Met 


Met 


Leu 


Ala 


Tyr 


Ala 






100 






105 










110 






Leu 


His 


Val Leu Pro Phe 


Ser 


Val 


Val 


Ala 


Thr 


Met 


He 


Phe 


Ser 


Ser 






115 




120 










125 








val 


Cys 


Tyr Trp Thr Leu Gly 


Leu 


His 


Pro 


Glu 


Val 


Ala 


Arg 


Leu 


Gly 



130 135 140 



<210> 3241 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 3241 

gtggaatttt tttagacaaa gtctcaaaaa acaaacaaac aaacaaaagg taagataaat 
60 
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acgaaataca aaataagagg caggaagagc ccaaagcatc agaaatgtgc cagttataat 



120 



gggccaaaat cccctcttgt gtctccagaa gtatttgaaa aatacgttag gatctgcctc 



180 



acagacatgc tcccaggaca ctcgacagca aggaggtacg gcgggcccag ccagccaagg 



240 



cagaggagga catcactgcc acagcagggg gcctgactgg cagcaaaagg gacgactccg 



300 



gcgaaaagtc agcaggaaac aggacagggg ctggaccaat ggcctccctc agccccacac 



360 

cccacccagg caggagcggt gcctggcccg gggcaggcgg gtgggagagc tcactgagtg 
420 

ggcagcaggg catggcccct gatgctgcag gtacccaggc tgcagctgca gaaacctcag 
480 

tgggaaccca gg 
4 92 

<210> 3242 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 3242 
Met Gly Gli 
1 



35 

Ser Arg Gl: 
50 

Ser Arg Lys 
65 



Asn 


Pro Leu Leu 


Cys Leu Gin Lys Tyr Leu 


Lys Asn 


Thr 




5 


10 


IS 




Ala 


Ser Gin Thr 


Cys Ser Gin Asp Thr Arg 


Gin Gin 


Gly 


20 




25 


30 


His 


Gly 


Pro Ala Ser 


Gin Gly Arg Gly Gly His 


His Cys 




40 45 






Pro 


Asp Trp Gin 


Gin Lys Gly Arg Leu Arg 


Arg Lys 


Val 




55 


60 






Gin 


Asp Arg Gly 


Trp Thr Asn Gly Leu Pro 


Gin Pro 


His 




70 


75 




80 


Arg 


Gin Glu Arg 


Cys Leu Ala Arg Gly Arg 


Arg Val 


Gly 


85 


90 


95 




Glu 


Trp Ala Ala 


Gly His Gly Pro 






100 




105 


• 





<210> 3243 

<211> 944 

<212> DNA 

<213> Homo sapiens 

<400> 3243 

gatctgcatt ttcaagtgag caaagaccgc tatggagggc agccactttt ctcagagaag 
60 

ttccccaccc tttggtccgg ggcaaggagt acttacggag tgacaaaggg aaaagcctgc 
120 

tttgaggcaa aggtaaccca gaatctccca atgaaagaag gctgcacaga ggtctctctc 
180 

cttcgagttg ggtggtctgt tgatttttcc cgtccacagc ttggtgaaga tgaattctct 
240 

tacggtttcg atggacgagg actcaaggca gaaaatggac aatttgagga atctggccag 
300 
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acctttgggg agaatgatgt tattggctgc tttgctaatt ttgagactga agaagtagaa 
360 

ctttccttct ccaagaatgg agaagaccta ggtgtggcat tctggatcag caaggattcc 
420 

ctggcagacc gggcccttct accccatgtc ctctgcaaaa attgtgttgt agaattaaac 
480 

ttcggtcaga aggaggagcc cttcttccca ccaccagaag agtttgtgtt cattcatgct 
540 

gtgcctgttg aggagcgtgt acgcactgca gtccctccca agaccataga ggaatgtgag 
600 

gtgattctga tggtgggact acccggatct ggaaagaccc agtgggcact gaaatatgca 
660 

aaagaaaacc ctgagaaaag atacaatgtc ctgggagctg agactgtgct caatcaaatg 
720 

aggatgaagg gtctcgagga gccagagatg gaccccaaaa gccgagacct tttagttcag 
780 

caagcctccc agtgccttag taagctggtc cagattgctt cccggacaaa gaggaacttt 
840 

attcttgatc agtgtaatgt gtacaattct ggccaacggc ggaagctatt gctgttcaag 
900 

accttctctc ggaaagtggt ggtggttgtc cctaatgagg aaga 
944 

<210> 3244 

<211> 3X4 

<212> PRT 

<213> Homo sapiens 



<400> 3244 



Asp 


Leu His Phe 


Gin val Ser 


Lys Asp 


Arg 


Tyr 


Gly 


Gly Gin Pro 


Leu 


1 




5 






10 






15 




Phe 


Ser Glu Lys 


Phe Pro Thr 


Leu Trp 


Ser 


Gly 


Ala 


Arg Ser Thr 


Tyr 




20 






25 








30 




Gly 


Val Thr Lys 


Gly Lys Val 


Cys 


Phe 


Glu 


Ala 


Lys 


Val Thr Gin 


Asn 




35 




40 










45 




Leu 


Pro Met Lys 


Glu Gly cys 


Thr 


Glu 


Val 


Ser 


Leu 


Leu Arg Val 


Gly 




50 


55 










60 






Trp 


Ser Val Asp 


Phe Ser Arg 


Pro 


Gin 


Leu 


Gly 


Glu 


Asp Glu Phe 


Ser 


65 




70 








75 






80 


Tyr 


Gly Phe Asp 


Gly Arg Gly 


Leu 


Lys 


Ala 


Glu 


Asn 


Gly Gin Phe 


Glu 






85 






90 






95 




GXu 


Phe Gly Gin 


Thr Phe Gly 


Glu 


Asn 


Asp 


val 


He 


Gly Cys Phe 


Ala 




100 






105 








110 




Asn 


Phe Glu Thr 


Glu Glu Val 


Glu 


Leu 


Ser 


Phe 


Ser 


Lys Asn Gly 


Glu 




115 




120 










125 




Asp 


Leu Gly Val 


Ala Phe Trp 


He 


Ser 


Lys 


Asp 


Ser 


Leu Ala Asp 


Arg 




130 


135 










140 






Ala 


Leu Leu Pro 


His Val Leu 


Cys 


Lys 


Asn 


Cys 


Val 


Val Glu Leu 


Asn 


145 




150 








155 






160 


Phe 


Gly Gin Lys 


Glu Glu Pro 


Phe 


Phe 


Pro 


Pro 


Pro 


Glu Glu Phe 


Val 




165 






170 






175 




Phe 


He His Ala 


Val Pro Val 


Glu 


Glu 


Arg 


Val 


Arg 


Thr Ala Val 


Pro 




160 






185 








190 




Pro 


Lys Thr He 


Glu Glu Cys 


Glu 


Val 


He 


Leu 


Met 


Val Gly Leu 


Pro 
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195 










200 








205 


Gly 


Ser 


Gly 


Lys 


Thr 


Gin 


Trp 


Ala 


Leu 


Lys 


Tyr 


Ala Lys Glu Asn Pro 




210 










215 










220 


Glu 


Lys 


Arg 


Tyr 


Asn 


val 


Leu 


Gly 


Ala 


Glu 


Thr 


Val Leu Asn Gin Met 


225 










230 










235 


240 


Arg 


Met 


Lys 


Gly 


Leu 


Glu 


Glu 


Pro 


Glu 


Met 


ASp 


Pro Lys Ser Arg Asp 










245 










250 




255 


Leu 


Leu 


Val 


Gin 


Gin 


Ala 


Ser 


Gin 


Cys 


Leu 


Ser 


Lys Leu Val Gin He 








260 










265 






270 


Ala 


Ser 


Arg 


Thr 


Lys 


Arg 


Asn 


Phe 


He 


Leu Asp 


Gin Cys Asn Val Tyr 






275 










280 








285 


Asn 


Ser 


Gly 


Gin 


Arg 


Arg 


Lys 


Leu 


Leu 


Leu 


Phe 


Lys Thr Phe Ser Arg 




290 










295 










300 


Lys 


Val 


Val 


Val 


Val 


Val 


Pro 


Asn 


Glu 


Glu 







305 310 

<210> 3245 
<211> 980 
<212> DNA 

<213> Homo sapiens 
<400> 3245 

tggtatgagg gttctccctc caggccggga ctgacaccac tggccaggaa gtggctgaag 
60 

ctcagctgga tgaggatggg gatttggacg tggtgagaag accacgagcc gcctctgatt 
120 

ccaacccagc agggcctctg agagacaagg tacatcccat gattctagca caggaagaag 
180 

acgacgtcct gggagaggaa gcacaaggca gcccgcacga tatcatcaga ataggtgtgg 
240 

cggggcgccc tgctcctggc agactacatc ctgttccgac aggacctctt ccgaggatgt 
300 

acagcgctgg agctcggggc cggcacgggg ctcgctagca tcatcgcagc caccatggca 
360 

cggaccgttt attgtacaga tgtcggtgca gatcttttgt ccatgtgcca gcgaaacatt 
420 

gccctcaaca gccacctggc tgccactgga ggtggtatag ttagggtcaa agaactggac 
480 

tggctgaagg acgacctctg cacagatccc aaggtcccct tcagttggtc acaagaggaa 
540 

atttctgacc tgtacgatca caccaccatc ctgtttgcag ccgaagtgtt ttacgacgac 
600 

gacttgactg atgctgtgtt taaaacgctc tcccgactcg cccacagatt gaaaaatgcc 
660 

tgcacagcca tactgtcggc ggagaagagg ctcaacttca cactgagaca cttggacgtc 
720 

acatgtgaag cctacgatca cttccgctcc tgcctgcacg cgctggagca gctcacagat 
780 

ggcaagctgc gcttcgtggt ggagcccgtg gaggcctcct tcccacagct cctggtttac 
840 

gagcgcctcc agcagctgga gctctggaag atcatcgcag aaccagtaac atgacccatc 
900 

gcctccacca ggcgcggcgt ctcgactgtt cttagagtgt atttctagta aaatcagaag 
960 
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ctcaccaaag caaaaaaaaa 
980 

<210> 3246 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3246 

Val Trp Arg Gly Ala Leu Leu Leu Ala Asp Tyr lie Leu Phe Arg Gin 

15 10 15 

Asp Leu Phe Arg Gly Cys Thr Ala Leu Glu Leu Gly Ala Gly Thr Gly 

20 25 30 

Leu Ala Ser lie He Ala Ala Thr Met Ala Arg Thr Val Tyr Cys Thr 
3S 40 45 



Asp 


Val 


Gly Ala Asp Leu Leu Ser Met 


Cys Gin Arg Asn 


He 


Ala 


Leu 




50 


55 


60 








Asn 


Ser 


His Leu Ala Ala Thr Gly Gly 


Gly He Val Arg 


Val 


Lys 


Glu 


65 




70 


7S 






80 


Leu 


Asp 


Trp Leu Lys Asp Asp Leu Cys 


Thr Asp Pro Lys 


Val 


Pro 


Phe 






85 


90 




95 




Ser 


Trp 


Ser Gin Glu Glu He Ser Asp 


Leu Tyr Asp His 


Thr 


Thr 


He 




• 


100 105 




110 






Leu 


Phe 


Ala Ala Glu Val Phe Tyr Asp 


Asp Asp Leu Thr 


Asp Ala Val 






115 120 


125 








Phe 


Lys 


Thr Leu Ser Arg Leu Ala His 


Arg Leu Lys Asn 


Ala 


Cys 


Thr 




130 


13S 


140 








Ala 


He 


Leu Ser Val Glu Lys Arg Leu 


Asn Phe Thr Leu 


Arg 


His 


Leu 


145 




150 


155 






160 


Asp 


Val 


Thr Cys Glu Ala Tyr Asp His 


Phe Arg Ser Cys 


Leu 


His 


Ala 






165 


170 




17S 




Leu 


Glu 


Gin Leu Thr Asp Gly Lys Leu 


Arg Phe Val Val 


Glu 


Pro 


Val 






180 185 




190 






Glu 


Ala 


Ser Phe Pro Gin Leu Leu Val 


Tyr Glu Arg Leu 


Gin 


Gin 


Leu 






195 200 


205 








Glu 


Leu 


Trp Lys He He Ala Glu Pro 


Val Thr 










210 


215 











<210> 3247 
<211> 977 
<212> DNA 

<213> Homo sapiens 
<400> 3247 

ncctagaacc cagccctgtg gaagtatgtg cggcccaggg gctgtgtgct ggagtgggta 
60 

cgcaacatcg tggccaaccg cctggcctcg gatggggcca cctgggcaga catcttcaag 
120 

aggttcaaca gcggcacgta taacaaccag tggatgatcg tggactacaa ggcgttcatc 
180 

ccgggtgggc ccagccccgg gagccgggtg cttaccatcc tggagcagat ccccggcatg 
240 

gtggtggcgg ctgacaagac ctcggagctc taccagaaga cctactgggc cagctacaac 
300 
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ataccgtcct tcgagactgt gttcaatgcc agtgggctgc aggccctagt ggcccagtat 
360 

ggggactggt tttcttatga cgggagcccc cgggcccaga tcttccggcg gaaccagtca 
420 

ctggtacaag acatggactc catggtcagg ctgatgaggt acaatgactt cctccatgac 
4B0 

cctctgtcac tgtgcaaagc ctgcaacccc cagcccaatg gggagaatgc tatctccgcc 
540 

cgctccgacc tcaacccggc caatggctcc taccccttcc aggccctacg tcagcgctcc 
600 

catgggggta tcgatgtgaa ggtgaccagc atgtcactgg ccaggatcct gagcctgctg 
660 

gcggccagcg gtcccacgtg ggaccaggtg cccccgttcc agtggagcac ctcgcccttc 
720 

agcggcctgc tgcacatggg ccagccagac ctctggaagt tcgcgcctgt caaggtttca 

780 

tgggactgaa gttctgtccc tgctccgctg ctttcgcccc tgctgaccct cgtcagggtc 
840 

acccccgtcc caaggccacc ggacttccaa ctccagcccc tcctgggggc ttcgttctct 
900 

gatccggggt ctgagtcatc ccctcctaga gtgggtcacg aacctgatgg ggctcagaac 
960 

tgaccccctc tctcccc 
977 

<210> 3248 
<211> 260 
<212> PRT 

<213> Hpmo sapiens 
<400> 3248 

Asn Pro AX a Leu Trp Lys Tyr Val Arg Pro Arg Gly Cys Val Leu Glu 

IS 10 15 

Trp Val Arg Asn lie Val Ala Asn Arg Leu Ala Ser Asp Gly Ala Thr 

20 25 30 

Trp Ala Asp lie Phe Lys Arg Phe Asn Ser Gly Thr Tyr Asn Asn Gin 

35 40 45 

Trp Met lie Val Asp Tyr Lys Ala Phe lie Pro Gly Gly Pro Ser Pro 

50 55 60 

Gly Ser Arg Val Leu Thr He Leu Glu Gin He Pro Gly Met Val Val 
65 70 75 80 

Val Ala Asp Lys Thr Ser Glu Leu Tyr Gin Lys Thr Tyr Trp Ala Ser 

85 90 95 

Tyr Asn He Pro Ser Phe Glu Thr Val Phe Asn Ala Ser Gly Leu Gin 

100 105 110 

Ala Leu Val Ala Gin Tyr Gly Asp Trp Phe Ser Tyr Asp Gly Ser Pro 

115 120 125 

Arg Ala Gin He Phe Arg Arg Asn Gin Ser Leu Val Gin Asp Met Asp 

130 135 140 

Ser Met Val Arg Leu Met Arg Tyr Asn Asp Phe Leu His Asp Pro Leu 
145 150 1S5 160 

Ser Leu Cys Lys Ala Cys- Asn Pro Gin Pro Asn Gly Glu Asn Ala He 

165 170 175 

Ser Ala Arg Ser Asp Leu Asn Pro Ala Asn Gly Ser Tyr Pro Phe Gin 
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180 18S 190 

Ala Leu Arg Gin Arg Ser His Gly Gly He Asp Val Lys Val Thr Ser 

195 200 205 

Met Ser Leu Ala Arg He Leu Ser Leu Leu Ala Ala Ser Gly Pro Thr 

210 215 220 

Trp Asp Gin Val Pro Pro Phe Gin Trp Ser Thr Ser Pro Phe Ser Gly 
225 230 235 240 

Leu Leu His Met Gly Gin Pro Asp Leu Trp Lys Phe Ala Pro Val Lys 

245 250 255 

Val Ser Trp Asp 
260 

<210> 3249 
<211> 4487 
<212> DNA 

<213> Homo sapiens 
<400> 3249 

nngaattctt tgcatttttc tggtggagaa actgaggctc agagattagg taacttgtct 
60 

taatcagcag atggcagcac tggtacttga acccaggctt gtgtgaaccg ccccacccct 
120 

gctcttcact tttatgcttt ccaccagagt aataatggaa atcctggaaa gccttctcct 
180 

ttcccatggg ttcccactga ttgcttttct ctctctctct ccccacccca ctccaggtgc 
240 

tctggggcca ggtgccaccg gccattgtcc aggcagctgt gtgcaagcca aagaagcatg 
300 

tggacactgg aagactcctc ggggacagtc ctgcaccgcc tcatccagga gcagctgcgc 
360 

tacggcaacc tgactgagac gcgcacgctg ctagccaccc agcagcaggc cctgaggggt 
420 

ggggctggaa ctgggggtac agggagcccc caggcctccc tggagatcct ggccccagag 
480 

gacagtcagg tgctgcagca ggccaccagg caggagcccc agggccagga gcaccagggc 
540 

ggtgagaacc acctggcaga gaacaccctc taccggctat gcccacagcc cagcaaggga 
600 

gaggagctgc ccacctatga ggaggccaaa gcccactcgc agtactatgc ggcccagcag 
660 

gcagggaccc ggccacatgc gggggaccga gatccccgtg gggccccggg aggcagtcgg 
720 

aggcaggacg aggccctgcg ggagctgagg catgggcacg tgcgctcgtt gagtgaacgg 
780 

ctccttcagt tgtccctgga gaggaacggc gcccgggccc ccagccacat gagctcctcc 
840 

cacagcttcc cacagctggc ccgcaaccag cagggccccc cactgagggg cccccctgct 
900 

gagggcccag agtcccgagg acccccacct cagtaccctc atgttgtact agctcatgag 
960 

accaccaccg ctgtcactga cccacggtac cgtgcccgcg gcagcccgca cttccagcat 
1020 

gctgaagtca ggatcctgca ggcccaggtg cctcctgtgt tcctccaaca gcagcagcag 
1060 
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taccagtacc tgcagcaatc tcaggagcac 
1140 

catggccccc tgagctccct cagtccacct 
1200 

tcctcagcca cctcgggcag tgcccacctg 
1260 

gccaggctgc agagagacaa cgagcggctg 
1320 

gctggccgca ttgagaagct ggaaagcgaa 
1380 

ctgaccagag cctcctccaa gcgtgaggcc 
1440 

agtgaaatga ggaggctgca agaettcaac 
1500 

aatcgccgcc tggcaagcaa gacacaggag 
1S60 

aagctgcttg ctcagagcta cgaacagcag 
1620 

gcactgctgc gcggcgccat cgaggaccag 
1680 

ctgggcaatg cgcagggccg ggcagctcga 

1740 

tatgtggaga aagtggagcg gctgcagcag 
1800 

aagcgggagc agctggagct gcgtctgcgg 
I860 

cgtgcacagc agagacaggc aggtgcccca 
1920 

gagctcagcg ccctgcgact gtcagaacaa 
1980 

ctggaggccg acatgaccaa gtgggagcag 
2040 

tttgccatgg atgcggctgc cacggctgct 
2100 

tccccccagc cctcacccag cagcagcttc 
2160 

catcaggaga tggaaagcag gttaaaggtg 
2220 

gtgatcaagg tccttcagca gcgctccagg 
2280 

ctgcggcctg ccaagtcggt gccatctgtt 
2340 

tggcaagggc tctcttctag tgagcgacaa 
2400 

gcagacagag cacccacaga ggagccagtg 
2460 

cacgggagca gagatgggag cacccagact 
2520 

ctgccaccgg agcctgacag ccttctgggg 
2580 

gactctgtag ctacatccag agtccaggac 
2640 

aggaggcggt gcttcaggac tctgagccat 
2700 



ccccctcccc cacatccagc tgctctcggc 
gctgtggagg ggccagtgag tgcccaggcc 
gcccagatgg aggccgtgct gagggagaat 
cagagggagc tggagagctc tgcggagaag 
atccagcggc tctctgaggc ccatgagagc 
ctggagaaga ccatgcggaa caagatggac 
cgggatctta gagagagatt ggaatctgca 
gcccaggccg gcagtcagga catggtggcc 
caggagcaag agaagctgga gcgagagatg 
cggcggcgtg ccgagctgct ggagcaggct 
gccgaagagg agctgcgcaa gaagcaggcc 
gcgctcgggc agctgcaggc agcctgtgag 
actcgcctgg agcaggaact caaggccctg 
ggtggtagca gtggcagtgg tgggtctcca 
ctgcgagaga aggaggagca gatcctggcg 
aagtatttgg aggaacgtgc catgaggcag 
gctcagcgtg acaccactct catccgacat 
aatgagggtc tgctcactgg tggccacagg 
ctccatgccc agatcctgga gaaggatgca 
agagaccctg gcaaggccat ccagggctcc 
ttcgcggctg cggcagcagg aacccagggc 
acagcagacg cccctgctcg gctgactaca 
gtcacagctc cccctgctgc ccatgccaaa 
gacggccccc cagacagcac ctccacctgc 
tgcagcagta gccagagagc agcctctctg 
ttgtcagaca tggtggagat actgatctga 
tctctcccct cctctgccct gtgccactct 
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cagccatttc agcagccccg tcaaccgctg 
2760 

tcccattgac catctggtcc caggagctca 
2820 

tgagagcacc ggcaccccca gaagactctg 
2880 

ggagaatgag gattcagcct tgacttcttg 
2940 

cagctcagaa aggagctgag ctccctctgc 
3000 

gtggctgtgt tggtttgggg aactaatttc 
3060 

actggttcac taatcaagtc agccatattg 
3120 

tcatctgccc ttcagttcct cactgccttc 
3180 

actattaagg gtgttagtcc tggagaagac 
3240 

aggggccatt taagtggact gggagacagt 
3300 

ggaacagaag actgaggcct gcaggttccg 
3360 

cctactgtca gtttctgaaa cttctgactg 
3420 

ctggcccgtg gatgttaaag ctgctcgatt 
3480 

ttgagcccta taaatgccca cgggaccccc 
3540 

tcctgtccct ggaacatccc gtcagtttgg 
3600 

accgtgaaca gacatctgcc atgcccccag 
3660 

ttctctctga gaaaccggag atgtcttgtt 
3720 

gtttgggaga ggagcaaagc agttgaaaac 
3780 

ctctgaatgg agcccccatc acaaaacagt 
3840 

tgcccagcgc cctaaagcag gaccagatgc 
3900 

agcctgctag cagcagtgac tttgacttct 
3960 

ggagctattg gtgggtttta gcagttttgt 
4020 

cgttttctcc ccttatcgtt tttaggtttg 
4080 

aagtttcctt tttaaacatt tgcatttgct 
4140 

cctacccctg tttaaagctg aaaaatacat 
4200 

aagaaaaaag aggaaaaaaa ggcaaaaaat 
4260 

ttttggatta atatttggca tttcctttaa 
4320 



ctccgtccct 


ttccccagcc 


agacactcat 


ggaggaggac 


cccaggggag 


aggagagctg 


cttcttagcc 


cacattcctc 


cgggccttat 


cccaaggcct 


gctactgggg 


tagcaactga 


cctgccagtt gtcagtcagg 


cagggaggga 


caaggacggc 


tgcccgtgga 


caccaggtgg 


ttctctggct 


aagtttggtt 


ccagccaacg 


ttgggatact 


aagacttgaa 


ttttttgggg 


acagcctcac 


cttcccactt 


gctgtgggtg 


gcgcagtttg 


tatataattc 


cctttcttgt 


atgtgtctcc 


atgggctgtg 


ctcccctctt 


gcctcccagt 


tatgcctcct 


cctcaagttc 


cccaggatct 


cggctgcctt 


ttcctctatc 


accaccagcc 


tcttgaagtg 


gctccacagc 


tcataaaccc 


tgagccagac 


gaaatgagcc 


gcgggcttcg 


gtggccctac 


ccggtaccag 


agcataagtg 


tcttcattcc 


cacctggagg 


tagttaatga gctacaagag 


tcaaatagtc 


gcccaggagg 


ctggctcctc 


aagctaccca 


tttggaattg gggtgaaaca 


cccacatggc 


ggtcttaaag 


agtccctcac 


ttcagcccca 


ctttaccgtt 


tttagttctc 


cttgattcct 


gcatgtgtcg 


ttttatttcc 


atggttcctc 


ggacaattgc 


aatttttttt 


aaaaaattcc 


ttggttcatg 


tgcattgttt 


acaaagcaaa 


attgtgaaag 


aaaaaaaaca 


acttaatata 


agtatttttt 


gtgctgtgaa 


cattttctgc 
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caaagaccat gatgtgtgtc tgtatgttta agttatcgta aatatttaaa atgtaaacat 
4360 

ggctgttttg ttatgccacc ctgtaccagg attgctgccg cactccactg ggtataacag 
4440 

tattttaatt aaaaaataat aattaaaagt gaaaaaaaaa aaaaaaa 
4487 

<210> 3250 

<211> 849 

<212> PRT 

<213> Homo sapiens 



<400> 3250 



Thr 


Gin 


Ala Cys Val Asn Arg Pro Thr 


Pro 


Ala 


Leu 


His 


Phe 


Tyr 


Ala 


1 




5 


10 










IS 




Phe 


His 


Gin Ser Asn Asn Gly Asn Pro 


Gly 


Lys 


Pro 


Ser 


Pro 


Phe 


Pro 






20 25 










30 






Trp 

* 


Val 


Pro Thr Asp Cys Phe Ser Leu 


Ser 


Leu 


Ser 


Pro 


Pro 


His 


Ser 






35 40 








45 








Arg 


Cys 


Ser Gly Ala Arg Cys His Arg 


Pro 


Leu 


Ser 


Arg 


Gin 


Leu 


Cys 




SO 


55 






60 










Ala 


Ser 


Gin Arg Ser Met Trp Thr Leu 


Glu 


Asp 


Ser 


Ser 


Gly 


Thr 


Val 


65 


4 


70 




75 










80 


Leu 


His 


Arg Leu lie Gin Glu Gin Leu 


Arg 


Tyr 


Gly 


Asn 


Leu 


Thr 


Glu 






85 


90 










95 




Thr 


Arg 


Thr- Leu Leu Ala He Gin Gin 


Gin 


Ala 


Leu 


Arg 


Gly 


Gly 


Ala 






100 105 










110 






Gly 


Thr Gly Gly Thr Gly Ser Pro Gin 


Ala 


Ser 


Leu 


Glu 


He 


Leu 


Ala 






11S 120 








125 








Pro 


Glu 


Asp Ser Gin Val Leu Gin Gin 


Ala 


Thr 


Arg 


Gin 


Glu 


Pro 


Gin 




130 


135 






140 










Gly 


Gin Glu His Gin Gly Gly Glu Asn 


His 


Leu 


Ala 


Glu 


Asn 


Thr 


Leu 


145 




ISO 




155 










160 


Tyr 


Arg 


Leu Cys Pro Gin Pro Ser Lys 


Gly 


Glu 


Glu 


Leu 


Pro 


Thr 


Tyr 






165 


170 










175 




Glu 


Glu Ala Lys Ala His Ser Gin Tyr 


Tyr 


Ala 


Ala 


Gin 


Gin 


Ala 


Gly 






180 185 










190 






Thr 


Arg 


Pro His Ala Gly Asp Arg Asp 


Pro 


Arg 


Gly 


Ala 


Pro 


Gly 


Gly 






19S 200 








205 








Ser 


Arg Arg Gin Asp Glu Ala Leu Arg 


Glu 


Leu 


Arg 


His 


Gly 


His 


Val 




210 


215 






220 










Arg 


Ser 


Leu Ser Glu Arg Leu Leu Gin 


Leu 


Ser 


Leu 


Glu 


Arg 


Asn 


Gly 


225 




230 




235 










240 


Ala 


Arg 


Ala Pro Ser His Met Ser Ser 


Ser 


His 


Ser 


Phe 


Pro 


Gin 


Leu 






245 


250 










255 




Ala 


Arg Asn Gin Gin Gly Pro Pro Leu 


Arg 


Gly 


Pro 


Pro 


Ala 


Glu 


Gly 






260 265 








Val 


270 






Pro 


Glu 


Ser Arg Gly Pro Pro Pro Gin 


Tyr 


Pro 


His 


Val 


Leu 


Ala 






275 280 








285 








His 


Glu 


Thr Thr Thr Ala Val Thr Asp 


Pro 


Arg 


Tyr 


Arg 


Ala 


Arg 


Gly 




290 


295 






300 










Ser 


Pro 


His Phe Gin His Ala Glu Val 


Arg 


He 


Leu 


Gin 


Ala 


Gin 


Val 


305 




310 




315 










320 


Pro 


Pro 


Val Phe Leu Gin Gin Gin Gin 


Gin 


Tyr 


Gin 


Tyr 


Leu 


Gin 


Gin 
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325 330 335 

Ser Gin Glu His Pro Pro Pro Pro His Pro Ala Ala Leu Gly His Gly 

340 345 350 

Pro Leu Ser Ser Leu Ser Pro Pro Ala Val Glu Gly Pro Val Ser Ala 

355 360 365 

Gin Ala Ser Ser Ala Thr Ser Gly Ser Ala His Leu Ala Gin Met Glu 

370 375 380 

Ala Val Leu Arg Glu Asn Ala Arg Leu Gin Arg Asp Asn Glu Arg Leu 
385 390 395 400 

Gin Arg Glu Leu Glu Ser Ser Ala Glu Lys Ala Gly Arg lie Glu Lys 

405 410 415 

Leu Glu Ser Glu He Gin Arg Leu Ser Glu Ala His Glu Ser Leu Thr 

420 425 430 

Arg Ala Ser Ser Lys Arg Glu Ala Leu Glu Lys Thr Met Arg Asn Lys 

435 440 445 

Met Asp Ser Glu Met Arg Arg Leu Gin Asp Phe Asn Arg Asp Leu Arg 

450 455 460 

Glu Arg Leu Glu Ser Ala Asn Arg Arg Leu Ala Ser Lys Thr Gin Glu 
465 470 475 480 

Ala Gin Ala Gly Ser Gin Asp Met Val Ala Lys Leu Leu Ala Gin Ser 

48S 490 495 

Tyr Glu Gin Gin Gin Glu Gin Glu Lys Leu Glu Arg Glu Met Ala Leu 

500 505 510 

Leu Arg Gly Ala He Glu Asp Gin Arg Arg Arg Ala Glu Leu Leu Glu 

515 520 525 

Gin Ala Leu Gly Asn Ala Gin Gly Arg Ala Ala Arg Ala Glu Glu Glu 

530 535 540 

Leu Arg Lys Lys Gin Ala Tyr Val Glu Lys Val Glu Arg Leu Gin Gin 
545 S50 555 S60 

Ala Leu Gly Gin Leu Gin Ala Ala Cys Glu Lys Arg Glu Gin Leu Glu 

565 S70 575 

Leu Arg Leu Arg Thr Arg Leu Glu Gin Glu Leu Lys Ala Leu Arg Ala 

580 585 590 

Gin Gin Arg Gin Ala Gly Ala Pro Gly Gly Ser Ser Gly Ser Gly Gly 

595 600 605 

Ser Pro Glu Leu Ser Ala Leu Arg Leu Ser Glu Gin Leu Arg Glu Lys 

610 615 620 

Glu Glu Gin He Leu Ala Leu Glu Ala Asp Met Thr Lys Trp Glu Gin 
62S 630 635 640 

Lys Tyr Leu Glu Glu Arg Ala Met Arg Gin Phe Ala Met Asp Ala Ala 

645 650 655 

Ala Thr Ala Ala Ala Gin Arg Asp Thr Thr Leu He Arg His Ser Pro 

660 665 670 

Gin Pro Ser Pro Ser Ser Ser Phe Asn Glu Gly Leu Leu Thr Gly Gly 

675 680 685 

His Arg His Gin Glu Met Glu Ser Arg Leu Lys Val Leu His Ala Gin 

690 695 700 

He Leu Glu Lys Asp Ala Val lie Lys Val Leu Gin Gin Arg Ser Arg 
705 710 71S 720 

Arg Asp Pro Gly Lys Ala He Gin Gly Ser Leu Arg Pro Ala Lys Ser 

72S 730 735 

Val Pro Ser Val Phe Ala Ala Ala Ala Ala Gly Thr Gin Gly Trp Gin 

740 745 750 

Gly Leu Ser Ser Ser Glu Arg Gin Thr Ala Asp Ala Pro Ala Arg Leu 
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755 760 765 

Thr Thr Ala Asp Arg Ala Pro Thr Glu Glu Pro Val Val Thr Ala Pro 

770 775 780 

Pro Ala Ala His Ala Lys His Gly Ser Arg Asp Gly Ser Thr Gin Thr 
785 790 795 600 

Asp Gly Pro Pro Asp Ser Thr Ser Thr Cys Leu Pro Pro Glu Pro Asp 

805 810 815 

Ser Leu Leu Gly Cys Ser Ser Ser Gin Arg Ala Ala Ser Leu Asp Ser 

820 825 830 

Val Ala Thr Ser Arg Val Gin Asp Leu Ser Asp Met Val Glu lie Leu 
835 840 845 

He 



<210> 3251 
<211> 2595 
<212> DNA 

<213> Homo sapiens 
<400> 3251 

acgcgtggaa cggcgtagag aagagcttta tcgccaatat tttgaggaaa tccagagacg 
60 

ctttgatgcc gaaaggccgt tgattgttct gtgattgtgg tcaacaaaca gacaaaagac 
120 

tatgctgagt ctgtggggcg gaaggtgcga gacctaggca tggtagtgga cttgatcttc 
180 

cttaacacag aagtgtcact gtcacaagcc ttggaggatg ttagcagggg aggttctcct 
240 

tttgctattg tcatcaccca gcaacaccag attcaccgct cctgcacagt caacatcatg 
300 

tttggaaccc cgcaagagca tcgcaacatg ccccaagcag atgccatggt gctggtggcc 
360 

agaaattatg agcgttacaa gaatgagtgc cgggagaagg aacgtgagga gattgccaga 
420 

caggcagcca agatggccga tgaagccatc ctgcaggaaa gagagagagg aggccctgag 
480 

gagggagtgc gtgggggcca ccctccagcc atccagagcc tcatcaacct gctggcagac 
540 

aacaggtacc tcactgctga agagactgac aagatcatca actacctgcg agagcggaag 
600 

gagcggctga tgaggagcag caccgactct ctgcctggtg agctacgtgg caggccgagg 
660 

cccgatttcc cgccaaccac tcggggcgac cccgggtgcc tcgctgaaga cacagccaag 
720 

ctcccaaccg ctccagagcg gccaagtgct cccctctgct acacccactc cacctgcacc 
780 

ccccaccccc cagcaagagc ttcaggccaa aaccctcagc ctctccaata gtggcacagt 
840 

gacggccaat agcagctctg catccccctc ggttgctgcc ggaaacaccc caaaccagaa 
900 

tttttccaca gcagcaaaca gccagcctca acaaagatca caggcttctg gcaatcagcc 
960 

tccaagcatt ttgggacagg gaggatctgc tcagaacatg ggccccagac ctggggctcc 
1020 
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ttcccaaggg ctttttggcc 
1080 

ccagaggcct gtgtctccca 
1140 

ggataccctg atccagagtg 
1200 

gatggggcag ccacaggccc 
1260 

tcaactctcc ccagtccccc 
1320 

ctgtttggag gatgttctct 
1380 

cctgctctct cttctgccca 

1440 

tggggctgta tctttttttg 
1S00 

caggtgtccg ggcttgtatt 
1560 

gccaggccca gctagccaag 
1620 

ctcattgtga acccaccaag 
1680 . 

tgcctgcaac tcctgcctag 
1740 

atcataccct eaccccatat 
1800 

gattgttgag gaatggccat 
1860 

ttgctttttg tttttttctc 
1920 

gactgaacag ctccagtcag 
1980 

ttccctgtta accagttctg 
2040 

tctgagactc tggccgtgaa 
2100 

aaaccccagg ctcttgtttt 
2160 

gggaccactt tgatgtcaga 
2220 

cgcgactttt gtaccagagt 
2280 

ggagccccag gaagctgccc 
2340 

agtctcgagg tcctctagca 
2400 

gtggttaagc aaacaatggt 
2460 

tgacctgttt gtgttatata 
2520 

taaaatgaaa tgattacttt 
2580 

aaaaaaaaaa aaaaa 
2595 



agccttccag tcgcctggca 
caggtatcaa ctttgacaat 
gccccgctct ctcccacctg 
ccatgggatc ttaccagagg 
catcccctgg cctcctccca 
gcgctcccag gccggcatcg 
aggctgtgtt gcttattcct 
ttttttgttt tgtagaaaat 
tgacggggtc tctccggtcc 
tttggaatgg catttgtcat 
gctttccagc ttcatacaca 
agttgaagaa aagcaaactg 
gtttggggtc tgcttgagga 
ggcagccaca gaaaaaagaa 
ttttcttttt tgttttcatt 
cagcagttac cacaaactgt 
tcagcatccc cctctccagc 
cacccgtctc ttcagtgatt 
tgtctagact cttattctgt 
cttctggcag ctggacatgt 
gaaattgtta gaaggagggt 
tctccccagg gtttgtgctc 
ggggtgaggg agagcagcga 
ttcaaaattc aaggtcccca 
gtggcttttt ttctcctctt 
ttaattaaaa tgaaaaaaaa 

2454 



cctgctagca acatgactag 
ccaagtgtac agaaggctct 
gttagccaga ccacagcaca 
cattactgaa gctaaatctt 
cttacttgtt ctaaatagag 
agtgtcatca atttctacca 
tacaaagttt atactgcatt 
aaatatctcc gggggcagta 
ctgtttctac tggatttgga 
gtcagtagcc accacctttg 
ttgaccagag ctcaagctcc 
gccttggcag gcacagtgtc 
ttcataaatc agccactctg 
tttttctctc tgagccaagg 
tcattggaag atctccaatg 
gaatctgggc cccaccactc 
agcacttcca tgaagttggt 
tgttttgggc ttttggctca 
ttcctgagca gcaggaggta 
tctcgagatg ggtggctgtt 
ttctggctgt ggttctaaat 
agtagagccc tgtggatcac 
cttcagctga gtccctgcca 
aatggcagca ttttatgttc 
tggaactctt gtgttgttaa 
aaaaaaaaaa aaaaaaaaaa 
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<210> 3252 

<211> 254 

<212> PRT 

<213> Homo sapiens 



<400> 3252 










Cys 


Arg 


Lys 


Ala 


Val Asp Cys Ser Val He 


Val 


val Asn Lys Gin Thr 


1 








5 10 




15 


Lys 


Asp 


Tyr 


Ala 


Glu Ser Val Gly Arg Lys Val 


Arg Asp Leu Gly Met 








20 


25 




30 


Val 


Val 


Asp 


Leu 


He Phe Leu Asn Thr Glu 


Val 


Ser Leu Ser Gin Ala 






35 




40 




45 


Leu 


Glu 


Asp 


Val 


Ser Arg Gly Gly Ser Pro 


Phe 


Ala He Val He Thr 




50 






55 




60 


Gin 


Gin 


His 


Gin 


He His Arg Ser Cys Thr 


Val 


Asn He Met Phe Gly 


65 








70 


75 


80 


Thr 


Pro 


Gin 


GlU 


His Arg Asn Met Pro Gin 


Ala 


Mop Ala net vol ucu 










85 90 




95 


Val 


Ala 


Arg 


Asn 


Tyr Glu Arg Tyr Lys Asn 


Glu 


Cys Arg Glu Lys Glu 








100 


105 




110 


Arg 


Glu 


Glu 


lie 


Ala Arg Gin Ala Ala Lys Met 


Ala Asp Glu Ala He 




• 


115 




120 




125 


Leu 


Gin 


Glu 


Arg 


Glu Arg Gly Gly Pro Glu Glu 


Gly Val Arg Gly Gly 




130 






135 




140 


His 


Pro 


Pro 


Ala 


He Gin Ser Leu He Asn 


Leu 


Leu Ala Asp Asn Arg 


145 








150 


155 


160 


Tyr 


Leu 


Thr 


Ala 


Glu Glu Thr Asp Lys He 


He 


Asn Tyr Leu Arg Glu 










165 170 




175 


Arg 


Lys 


Glu 


Arg 


Leu Met Arg Ser Ser Thr Asp 


Ser Leu Pro Gly Glu 








1B0 


165 




190 


Leu 


Arg 


Gly 


Arg 


Pro Arg Pro Asp Phe Pro 


Pro 


Thr Thr Arg Gly Asp 






195 




200 




205 


Leu 


Gly 


Cys 


Leu 


Ala Glu Asp Thr Ala Lys 


Leu 


Pro Thr Ala Pro Glu 




210 






215 




220 


Arg 


Pro 


Ser 


Ala 


Pro Leu Cys Tyr Thr His 


Ser 


He Cys Thr Pro His 


225 








230 


235 


240 


Leu 


Pro 


Ala 


Arg 


Ala Ser Gly Gin Asn Pro 


Gin 


Pro Leu Gin 



245 250 



<210> 3253 
<211> 686 
<212> DNA 

<213> Homo sapiens 
<400> 3253 

ttttgcagtt ggaacatctt tccagtttta ttttcagttc tcctctctgc actccaaggt 
60 

cataggattt ccacatgccc ttggaagagc ctttggaagg tattttcatc cttcctactg 
120 

gtaaaatggc atcaagggtc cccaccggtt caagatgggg accttgacta tatggcaatg 
180 

aagacaggga caccctggca gtagcaggta gcctttggcc atctctgcag caggctggtg 
240 
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tttgggatcc acgaggcacg gaaagtcagc actctggagg acctggttgg ggtcaccctg 
300 

ggccaggtgc agatcgtggg aagctggata tgtgaaatgg caggtgctgg tgaacttgcg 
360 

ctcgtcctcc ctcgtggcct catgttcctg tgatgggaag aagccgggga gtcccaggtc 
420 

tttggcagtc atgtggggtc ttttgaaagc agggtaccca tctgttagct tggggttggg 
480 

gttagggatg ggcctgtaaa actctttgtc ccggagttga gcatcgagct ttgcctgctc 
540 

ttgcggcgtg accctggagt atttgtgctt cctgtagggc tgatagtcga ccatgtggga 
600 

gctttggtat atgtctaaat ccacagggtc ctgtcccggg tatttcacac ctgccatggc 
660 

aaacgacaga cagcttctct cctagg 
666 

<210> 3254 
<211> 180 
<212> PRT 

<213> Homo sapiens 



<400> 3254 



Met 


Ala 


Gly 


val 


Lys 


Tyr Pro Gly Gin 


Asp 


Pro 


val 


Asp 


Leu Asp 


He 


1 








5 




10 








15 




Tyr 


Gin 


Ser 


Ser 


His 


Met Val Asp Tyr 


Gin 


Pro Tyr 


Arg 


Lys His 


Lys 








20 




25 










30 




Tyr 


Ser 


Arg 


Val 


Thr 


Pro Gin Glu Gin 


Ala 


Lys 


Leu 


Asp 


Ala Gin 


Leu 






35 






40 








45 






Arg 


Asp 


Lys 


Glu 


Phe 


Tyr Arg Pro lie 


Pro 


Asn 


Pro 


Asn 


Pro Lys 


Leu 




50 








55 






60 








Thr 


Asp 


Gly 


Tyr 


Pro 


Ala Phe Lys Arg 


Pro 


His 


Met 


Thr 


Ala Lys Asp 


65 










70 




75 








80 


Leu 


Gly 


Leu 


Pro 


Gly 


Phe Phe Pro Ser 


Gin 


Glu 


His 


Glu 


Ala Thr 


Arg 










85 




90 








95 




Glu 


Asp 


Glu 


Arg 


Lys 


Phe Thr Ser Thr 


Cys 


His 


Phe 


Thr 


Tyr Pro Ala 








100 




105 










110 




Ser 


His 


Asp 


Leu 


His 


Leu Ala Gin Gly 


Asp 


Pro 


Asn 


Gin 


Val Leu 


Gin 






115 






120 








125 






Ser 


Ala 


Asp 


Phe 


Pro 


Cys Leu Val Asp 


Pro 


Lys 


His 


Gin 


Pro Ala 


Ala 




130 








135 






140 








Glu 


Met 


Ala 


Lys 


Gly 


Tyr Leu Leu Leu 


Pro 


Gly Cys 


Pro 


Cys Leu 


His 


145 










150 




155 








160 


Cys 


His 


lie 


Val 


Lys 


Val Pro He Leu 


Asn 


Arg Trp 


Gly 


Pro Leu 


Met 










165 




170 








175 




Pro 


Phe 


Tyr 


Gin 



















160 

<210> 3255 
<211> 724 
<212> DNA 

<213> Homo sapiens 
<400> 3255 
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nntgtacatg cgtgtgcgtc tgtgattgtg tgggtgtgtg atagtgtagg ggagccagga 
60 

gcgagaggag aggacggcga tcgtagggga cacctgagag tcagaggccc gagggggctg 
120 

ggactcatgt cgaggtcggg gaaggatgta aaacccggac ggacatcact gtaggccgca 
180 

cctgctgaga ggccagagct gcctccttga gagtgaagtt gcttacagac aagagaagag 
240 

atcttggcgg acacatcaca gctagccgcg aatcccgaag ggtcagcaga gcctagaaag 
300 

gaatatgagg ggggtcggaa tgaggcaggc gaaaggcacg gacgtgggag ggcacggcta 
360 

cccaacgggg acacctacga agggagctac gaattcggta aaagacatgg ccaggggatc 
420 

tacaaattta aaaatggtgc tcgatatatc ggagaatatg ttagaaataa aaagcacggt 
480 

caaggcactt ttatatatcc agatggatcc agatatgaag gagagtgggc aaatgacctg 
540 

cggcacggcc atggcgtata ctactacatc aataatgaca cctacactgg agagtggttt 
600 

gctcatcaaa ggcatgggca aggcacctat ttatacgcag agacgggcag taagtatgtt 
660 

ggcacctggg tgaacggaca gcaggagggc acggccgagc tcattcacct gaaccacagg 

720 

tacc 

724 

<210> 3256 

<211> 169 

<212> PRT 

<213> Homo sapiens 



<400> 3256 



Ser 


Cys 


Leu 


Gin 


Thr Arg 


Glu Glu 


He 


Leu 


Ala 


Asp 


Thr 


Ser 


Gin 


Leu 


1 






S 






10 










15 




Ala 


Ala 


Asn 


Pro 


Glu Gly 


Ser Ala 


Glu 


Pro 


Arg 


Lys 


Glu 


Tyr 


Glu 


Gly 








20 






25 










30 






Gly 


Arg 


Asn 


Glu 


Ala Gly 


Glu Arg 


His 


Gly 


Arg 


Gly 


Arg 


Ala 


Arg 


Leu 






35 






40 










45 








Pro 


Asn 


Gly 


Asp 


Thr Tyr 


Glu Gly 


Ser 


Tyr 


Glu 


Phe 


Gly 


Lys 


Arg 


His 




50 








55 








60 










Gly 


Gin 


Gly 


He 


Tyr Lys 


Phe Lys 


Asn 


Gly 


Ala 


Arg 


Tyr 


He 


Gly 


Glu 


65 








70 








75 










80 


Tyr 


Val 


Arg 


Asn 


Lys Lys 


His Gly 


Gin 


Gly 


Thr 


Phe 


He 


Tyr 


Pro 


Asp 








85 






90 










95 




Gly 


Ser 


Arg 


Tyr 


Glu Gly 


Glu Trp 


Ala 


Asn 


Asp 


Leu 


Arg 


His 


Gly 


His 








100 






105 










110 






Gly 


Val 


Tyr 


Tyr 


Tyr He 


Asn Asn 


Asp 


Thr 


Tyr 


Thr 


Gly 


Glu 


Trp 


Phe 






115 






120 










125 








Ala 


His 


Gin 


Arg 


His Gly 


Gin Gly 


Thr 


Tyr 


Leu 


Tyr 


Ala 


Glu 


Thr 


Gly 




130 








135 








140 










Ser 


Lys 


Tyr 


val 


Gly Thr 


Trp Val 


Asn 


Gly 


Gin 


Gin 


Glu 


Gly 


Thr 


Ala 


145 








150 








155 










160 


Glu 


Leu 


lie 


His 


Leu Asn 


His Arg 


Tyr 
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165 

<210> 3257 
<211> 368 
<212> DNA 

<213> Homo sapiens 
<400> 3257 

nncccggggt acatagaccc ccccacctac agccggcagg gcatgtcccc caccttctcc 
60 

cgctcacctc accactacta ccgctctggt gatttgtcta cagcaaccaa gagcgaaaca 
120 

agtgaagaca tcagccagac ctccaagtac agtcccatct actcgccaga cccctactat 
180 

gcttcggagt ctgagtactg gacctaccat gggtccccca aagtgccccg agccagaagg 
240 

ttctcgtctg gaggagagga ggatgatttt gaccgcagca tgcacaagct ccaaagtgga 
300 

actggccggc tgattctgaa ggaagaaatg aaggcccggt cgagctccta tgcagatccc 
360 

tggcgcgc 
368 

• 

c210> 3258 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<400> 3258 



Xaa 


Pro 


Gly 


Tyr 


He Asp Ser Pro 


Thr 


Tyr 


Ser Arg 


Gin 


Gly 


Met 


Ser 


1 








5 




10 








15 




Pro 


Thr 


Phe 


Ser 


Arg Ser Pro His 


His 


Tyr 


Tyr Arg 


Ser 


Gly 


ASp 


Leu 








20 




25 








30 






Ser 


Thr 


Ala 


Thr 


Lys Ser Glu Thr 


Ser 


Glu 


Asp He 


Ser 


Gin 


Thr 


Ser 






35 




40 








45 








Lys 


Tyr 


Ser 


Pro 


He Tyr Ser Pro 


Asp 


Pro 


Tyr Tyr 


Ala 


Ser 


Glu 


Ser 




50 






55 






60 










Glu 


Tyr 


Trp 


Thr 


Tyr His Gly Ser 


Pro 


Lys 


Val Pro 


Arg 


Ala 


Arg 


Arg 


65 








70 






75 








80 


Phe 


Ser 


Ser 


Gly 


Gly Glu Glu Asp 


Asp 


Phe 


Asp Arg 


Ser 


Met 


His 


Lys 










85 




90 








95 




Leu 


Gin 


Ser 


Gly 


He Gly Arg Leu 


He 


Leu 


Lys Glu 


Glu 


Met 


Lys 


Ala 








100 




105 








110 






Arg 


Ser 


Ser 


Ser 


Tyr Ala Asp Pro 


Trp 


Arg 













115 120 



<210> 3259 
<211> 747 
<212> DNA 

<213> Homo sapiens 
<400> 3259 

acgcgtgaag ggcgcaccct ctgctgcagc actggccacc ccggacacgc tgcagggcca 
60 . 
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gtgctcagcc ttcgtacagc tctgggccgg cctgcagccc atcttgtgtg gcaacaaccg 
120 

caccattgaa cccggagcgc tgcggcgggg caacatgagc tccctgggct ttacgagcaa 
XBO 

ggagcagcgg aacctgggcc ttctcgtgca cctcatgacc agcaacccca aaatcctgta 
240 

cgcgcctgcg ggctctgagg tcgaccgcgt catcctcaag gccaacgaga cttttgcttt 
300 

tgtgggcaac gtgactcact atgcccaggt ctggctcaac atctcggcgg agatccgcag 
360 

cttcctggag cagggcaggc tgcagcaaca cctgcgctgg ctgcagcagt atgtagcaga 
420 

gctgcggctg caccccgagg cactgaacct gtcactggat gagctgccgc cggccctgag 
480 

acaggacaac ttctcgctgc ccagtggcat ggccctcctg cagcagctgg ataccattga 
540 

caacgcggcc tgcggctgga cccagttcat gtccaaggtg agcgtggaca tcttcaaggg 
600 

cttccccgac gaggagagca ttgtcaacta caccctcaac caggcctacc aggacaacgt 
660 

cactgttttt gccagtgtga tcttccagac ccggaaggac ggctcgtccc gcctcacgtg 
720 

cactacaaga tccgccagaa ctccagc 

747 

<210> 3260 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 3260 



Met 


Ser 


Ser 


Leu 


Gly 


Phe 


Thr 


Ser 


Lys 


Glu 


Gin Arg Asn Leu Gly Leu 


1 








5 










10 


15 




Leu 


val 


His 


Leu 


Met 


Thr 


Ser 


Asn 


Pro 


Lys 


He Leu Tyr Ala Pro 


Ala 








20 










25 




30 




Gly 


Ser 


Glu 


val 


Asp 


Arg 


val 


He 


Leu 


Lys 


Ala Asn Glu Thr Phe 


Ala 






35 










40 






45 




Phe 


Val 


Gly 


Asn 


Val 


Thr 


His 


Tyr Ala 


Gin 


Val Trp Leu Asn He 


Ser 




50 










55 








60 




Ala 


Glu 


He 


Arg 


Ser 


Phe 


Leu 


Glu 


Gin 


Gly 


Arg Leu Gin Gin His 


Leu 


65 










70 










75 


80 


Arg 


Trp 


Leu 


Gin 


Gin 


Tyr 


val 


Ala 


Glu 


Leu 


Arg Leu His Pro Glu 


Ala 






65 










90 


95 




Leu 


Asn 


Leu 


Ser 


Leu 


Asp 


Glu 


Leu 


Pro 


Pro 


Ala Leu Arg Gin Asp Asn 








100 










105 




110 




Phe 


Ser 


Leu 


Pro 


Ser 


Gly 


Met 


Ala 


Leu 


Leu 


Gin Gin Leu Asp Thr He 






115 










120 






125 




Asp 


Asn 


Ala 


Ala 


Cys 


Gly 


Trp 


He 


Gin 


Phe 


Met Ser Lys Val Ser 


Val 




130 










135 








140 




Asp 


lie 


Phe 


Lys 


Gly 


Phe 


Pro 


Asp Glu 


Glu 


Ser He Val Asn Tyr 


Thr 


145 










150 










155 


160 


Leu 


Asn 


Gin 


Ala 


Tyr 


Gin 


Asp 


Asn 


Val 


Thr 


Val Phe Ala Ser Val 


He 










165 










170 


175 




Phe 


Gin 


Thr 


Arg 


Lys 


Asp 


Gly 


Ser 


Ser 


Arg 


Leu Thr Cys Thr Thr 


Arg 
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180 1B5 190 

Ser Ala Arg Thr Pro 
195 

<210> 3261 
<211> 1323 
<212> DNA 

<213> Homo sapiens 
<400> 3261 

nnacgcgtac agccaccttc cttaccgccg gccctgccgg gagcctgctt cttatcattt 
60 

gcacctcatt gctttcctca cctgccatct cacacgtggc tgccctgtgt tgcccctgtg 
120 

tgctgtgcca attgtgtttt tttgctctgt gtacattttg gttttatttg gggttgctgt 
180 

tgatgatttc ctttgttccg gtgttctgtc tcccctcgct ggctgtgtgg gggctgcctg 
240 

gcccgctgct tgccgcctcc atagatcccc gttgcgcagc catctgtcat ggacgacatt 
300 

gaggtgtggc tcaggaccga cctgaagggt gatgatctgg aggagggtgt cacaagtgaa 
360 

gagtttgata aattccttga agaaagagcc aaagctgctg aaatggttcc cgacctcccc 
420 

tcgcccccca tggaggctcc tgccccagcc tcaaaccctt ctggccggaa gaagccagag 
480 

cggtcagagg atgccctctt cgccctgtga gcagctctgt ggtttgcctc cccagatggc 
540 

gggtccccgc ttgcaccccg tggacaccgg gcactggcca ctcctacatc cccagctcca 
600 

cacggcctgc acacctgtgt ttccatggaa atgccaccgt gcctgctccc aggcctccca 
660 

ctagtcagga ccagcttcag ccacttcttt tctctgagtg gtgggacaac tgcagccaga 
720 

gactctctcc cctcccacca tgggcccctc tgcccatgtt tcctcccagg aagagcgggc 
780 

agagtggccc agccccaggc agcgcttcct gagcagacca cccggactgt ctttcctcca 
840 

cccgcccatg gagaaagagc acgcccggcc ccgccctgtg ctcacccctg cctggctcag 
900 

tgaccttctc aggcattctg ccctcctggg cccctctctc cctgaagggg ctttgtggca 
960 

tctctggaag agcagggtgt gctgcactca tgggcctggt ctcactcctt ggacttgtca 
1020 

ccttgtgaca tttggcttac cagcatttga gaaggctctg ctgggtctcc atggtggggg 
1080 

tctctcacct tcttgaccct ctctccatca ttcagctgcc agcccaggct tcacacccaa 
1140 

gctggctcag cagccgagcc tggcaccgag ggtccctgca ggctccctgg gcagggagag 
1200 

ggccaaggac aattgggagg gcagcaggca gcccgcagat ggtggccatg tggcacgctg 
1260 

ctgagacgac actaccaata aaccaaactg ccacgcacaa aaaaaaaaaa aaaaaaaaaa 
1320 
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aaa 
1323 



<210> 3262 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 3262 

He Pro val Ala Gin Pro Ser Val Met Asp Asp He Glu Val Trp Leu 

IS 10 15 

Arg Thr Asp Leu Lys Gly Asp Asp Leu Glu Glu Gly Val Thr Ser Glu 

20 25 30 

Glu Phe Asp Lys Phe Leu Glu Glu Arg Ala Lys Ala Ala Glu Met Val 

35 40 45 

Pro Asp Leu Pro Ser Pro Pro Met Glu Ala Pro Ala Pro Ala Ser Asn 

50 SS 60 

Pro Ser Gly Arg Lys Lys Pro Glu Arg Ser Glu Asp Ala Leu Phe Ala 
65 70 7S 80 

Leu 



<210> .3263 
<211> 112B 
<212> DNA 

<213> Homo sapiens 



<400> 3263 

agccgctacc gccgcagcag 
60 

cggggacgca agggccgggg 
120 

gagctggaga gagaggccaa 
180 

gccaggaaac ctggccagaa 
240 

cccgtgaagg tggagcggac 
300 

gagaagaaga aagagccctc 
360 

tttgccctaa aggtcgacag 
420 

ggaaccctgc aggtgacctc 
480 

aagaagattc gccgttacaa 
540 

acccggctca agtcgcgggt 
600 

gctgggatgg agaaggagaa 
660 

gaggcccccc aggagaaggc 
720 

ggcgaggcca catcacagaa 
780 



cggggacgag ctcagggagg 
ccggggtccc ccgtcctcct 
gaaatcagcg aagaagccgc 
ggagaagaga gtgcggcccg 
ccggaagcgg tccgagggct 
cgtggaggag aagctgcaga 
cccggacgtg aaggggtgcc 
tcagatcctc cagaagaaca 
agcgaacaag gacgtaatgg 
cctcggccca aagatcgagg 
ggccgaggag aagctggccg 
ggaggacaag cccagcaccg 
gggggagagc gcagaggaca 



acgatgagcc cgtcaagaag 
ctgactccga gcccgaggcc 
agtcctcaag cacagagccc 
aggagaagca acaagccaag 
tctcgatgga caggaaggta 
agctgcacag tgagatcaag 
tgaatgccct agaggagctg 
cagacgtggt ggccaccttg 
agaaggcagc agaagtctat 
cggtgcagaa agtgaacaag 
gggaggagct ggccggggag 
atctctcagc cccagtgaat 
aggagcacga ggagggtcgg 
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gactcggagg aggggccaag gtgtggctcc tctgaagacc tgcacgacag cgtacgggag 
640 

ggtcccgacc tggacaggcc tgggagcgac cggcaggagc gcgagagggc acggggggac 
900 

tcggaggccc tggacgagga gagctgagcc gcgggcagcc aggcccagcc cccgcccgag 
960 

ctcaggctgc ccctctcctt ccccggctcg caggagagca gagcagagaa ctgtggggaa 
1020 

cgctgtgctg tttgtatttg ttcccttggg tttttctttc ctgcctaatt tctgtgattt 
1080 

ccaaccaaca tgaaatgact ataaatggtt tttttaatga aaaaaaaa 
1128 

<210> 3264 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<400> 3264 



Ser 


Arg 


Tyr 


Arg 


Arg 


Ser 


Ser 


Gly 


Asp 


Glu 


Leu 


Arg 


Glu 


Asp Asp Glu 


1 






5 










10 








15 




Pro 


Val 

• 


Lys 


Lys 


Arg 


Gly 


Arg 


Lys 


Gly 


Arg 


Gly 


Arg 


Gly 


Pro Pro 


Ser 






20 










25 










30 




Ser 


Ser Asp 


Ser 


Glu 


Pro 


Glu 


Ala 


Glu 


Leu 


Glu 


Arg 


Glu 


Ala Lys 


Lys 






35 










40 










45 






Ser 


Ala Lys 


Lys 


Pro 


Gin 


Ser 


Ser 


Ser 


Thr 


Glu 


Pro 


Ala 


Arg Lys 


Pro 




50 










55 










60 








Gly 


Gin Lys 


Glu 


Lys 


Arg 


Val 


Arg 


Pro 


Glu 


Glu 


Lys 


Gin 


Gin Ala 


Lys 


65 










70 










75 








80 


Pro 


Val 


Lys 


Val 


Glu 


Arg 


Thr 


Arg 


Lys 


Arg 


Ser 


Glu 


Gly 


Phe Ser 


Met 










85 










90 








95 




Asp 


Arg 


Lys 


Val 


Glu 


Lys 


Lys 


Lys 


Glu 


Pro 


Ser 


Val 


Glu 


Glu Lys 


Leu 








100 










105 










110 




Gin 


Lys 


Leu 


His 


Ser 


Glu 


He 


Lys 


Phe 


Ala 


Leu 


Lys 


Val 


Asp Ser 


Pro 




115 










120 










125 






Asp 


Val 


Lys 


Gly 


Cys 


Leu 


Asn 


Ala 


Leu 


Glu 


Glu 


Leu 


Gly 


Thr Leu 


Gin 




130 










135 










140 








Val 


Thr 


Ser 


Gin 


lie 


Leu 


Gin 


Lys 


Asn 


Thr 


Asp 


Val 


Val 


Ala Thr 


Leu 


145 










150 










155 








160 


Lys 


Lys 


lie 


Arg 


Arg 


Tyr 


Lys 


Ala 


Asn 


Lys 


Asp 


Val 


Met 


Glu Lys 


Ala 










165 










170 








175 




Ala 


Glu 


Val 


Tyr 


Thr 


Arg 


Leu 


Lys 


Ser 


Arg 


Val 


Leu 


Gly 


Pro Lys 


He 








180 










185 










190 




Glu 


Ala 


Val 


Gin 


Lys 


Val 


Asn 


Lys 


Ala 


Gly 


Met 


Glu 


Lys 


Glu Lys 


Ala 






195 










200 










205 






Glu 


Glu 


Lys 


Leu 


Ala 


Gly 


Glu 


Glu 


Leu 


Ala 


Gly 


Glu 


Glu 


Ala Pro 


Gin 




210 










215 










220 








Glu 


Lys Ala 


Glu 


Asp 


Lys 


Pro 


Ser 


Thr 


Asp 


Leu 


Ser 


Ala 


Pro Val 


Asn 


225 










230 










235 








240 


Gly 


Glu 


Ala 


Thr 


Ser 


Gin 


Lys 


Gly 


Glu 


Ser 


Ala 


Glu 


Asp 


Lys Glu 


His 










245 










250 








2S5 




Glu 


Glu Gly 


Arg 


Asp 


Ser 


Glu 


Glu 


Gly 


Pro 


Arg 


Cys 


Gly 


Ser Ser 


Glu 








260 










265 










270 




Asp 


Leu 


His 


Asp 


Ser 


Val 


Arg 


Glu 


Gly 


Pro 


Asp 


Leu 


Asp 


Arg Pro Gly 



2462 



WO 00/58473 PCT/USOO/08621 



275 280 285 

Ser Asp Arg Gin Glu Arg Glu Arg Ala Arg Gly Asp Ser Glu Ala Leu 

290 295 300 

Asp Glu Glu Ser 
305 

<210> 3265 
<211> 524 
<212> DNA 

<213> Homo sapiens 
<400> 3265 

tcatgacagt gtggtcctct gaagatttgt tcagactccc tggaactgtt ctttgtggtc 
60 

ctttttcgtg gttttcaaaa tgtttccatt gagggcgtat tacttttata atcaacaaaa 
120 

gagaaagtat aacttcattt tagaaattct cacctaaggc atttgaaaaa taatccaaaa 
180 

ggtacattat tgttgatttt tcttccttct agaaaggatc ttgttcgagt agaagccaca 
240 

gtcattgaaa agacagaatc atggccaaga atcattatga gattcaggaa aaggaaaaac 
300 

ttcaagaaga aaagaagtaa gttagagaaa gtaccgctgg gccctgttgc acggtgctgg 
360 

ttgcccaggc gcatgcggac ggagggtgtg gggcacgtgg gtctcgggac aggaagccca 
420 

ggcaggtctc aacctggctg ccactgccca cttgccaccc tcatcctaga gggagcaccc 

480 

agagggtcca gcctcgctcc ccttctcctc cacgctccac gcgt 
524 

<210> 3266 
<211> 82 
<212> PRT 

c2l3> Homo sapiens 
<400> 3266 

Met Arg Phe Arg Lys Arg Lys Asn Phe Lys Lys Lys Arg Ser Lys Leu 

15 10 15 

Glu Lys Val Pro Leu Gly Pro Val Ala Arg Cys Trp Leu Pro Arg Arg 

20 25 30 

Met Arg Thr Glu Gly Val Gly His Val Gly Leu Gly Thr Gly Ser Pro 

35 40 45 

Gly Arg Ser Gin Pro Gly Cys His Cys Pro Leu Ala Thr Leu He Leu 

50 55 60 

Glu Gly Ala Pro Arg Gly Ser Ser Leu Ala Pro Leu Leu Leu His Ala 
65 70 75 80 

Pro Arg 



<210> 3267 

<211> 393 

<212> DNA 

<213> Homo sapiens 



2463 



i 



WO 00/58473 



PCT/USOO/0862I 



<400> 3267 

gtcgaatatg catgcagagt acagggttta gaacatgaca tggaagagat caatgctcga 
60 

tggaatacat tgaataaaaa ggtcgcacaa agaattgcac agctacagga agctttgttg 
120 

cattgtggga agtttcaaga tgccttggag ccattgctca gctggttggc agataccgag 
180 

gagctcatag ccaatcagaa acctccatct gctgagtata aagtggtgaa agcacagatc 
240 

caagaacaga agttgctcca gcggctccta gatgatcgaa aggccacagt agacatgctt 
300 

caagcagaag gaggcagaat agcccagtca gcagagctgg ctgatagaga gaaaatcact 
360 

ggacagctgg agagtcttga aagtagatgg act 
393 

<210> 326B 

<211> 131 

<212> PRT 

<213> Homo sapiens 

<400> 3268 



Val 


Glu 


Tyr 


Ala 


Cys Arg Val Gin Gly Leu Glu His Asp 


Met 


Glu 


Glu 


l 








5 10 




15 




He 


Asn 


Ala 


Arg 


Trp Asn Thr Leu Asn Lys Lys Val Ala 


Gin Arg 


He 








20 


25 


30 






Ala 


Gin 


Leu 


Gin 


Glu Ala Leu Leu His Cys Gly Lys Phe 


Gin 


Asp 


Ala 






35 




40 45 








Leu 


Glu 


Pro 


Leu 


Leu Ser Trp Leu Ala Asp Thr Glu Glu 


Leu 


He 


Ala 




50 






55 60 








Asn 


Gin 


Lys 


Pro 


Pro Ser Ala Glu Tyr Lys Val Val Lys 


Ala 


Gin 


He 


65 








70 75 






80 


Gin 


Glu 


Gin 


Lys 


Leu Leu Gin Arg Leu Leu Asp Asp Arg 


Lys 


Ala 


Thr 










85 90 




95 




Val 


Asp 


Met 


Leu 


Gin Ala Glu Gly Gly Arg lie Ala Gin 


Ser 


Ala 


Glu 








100 


105 


110 






Leu 


Ala 


Asp 


Arg 


Glu Lys lie Thr Gly Gin Leu Glu Ser 


Leu 


Glu 


Ser 






115 




120 125 








Arg 


Trp 


Thr 













130 



<210> 3269 

<211> 1423 

<212> DNA 

<213> Homo sapiens 

<400> 3269 

ctgtatcaaa aataatagta actttttgaa tatacacaat ttatctagaa tctattttcc 
60 

tttgaagctg taactttatg agcgattatt tactaccttt gagaaatgtg ttttagtata 
120 

aaatatagga tgtggaagcg aaaaaatatc tgggtagcaa gtgaggtgta ctcaaaaata 
180 
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agcaaaagtc acgtgggtct gattttatac cctcgctgga aagcttgttc tcagacacac 
240 

tgttactgca agtgtgtgtg agggggaaac tctcacacac tttgcagctg aggacagggc 
300 

tagactttga ggtggaccct ggctcccagg gctgtgtact cccagcccgt gtttctcttt 
360 

tgctcagact gaacaagtgg aacgaaatta cattaaagaa aagaaggcag cagtgaaaga 
420 

atctgaagac aagaaggttg agctgaaaga gaacctgatt gctgagctag aagaaaagaa 
480 

gaaaatgatt gaaaacgaaa tgctgacaat ggaactgaat ggagattcta tggaggtgaa 
540 

acctatcatg accagaaagt tgcggaggcg accaaatgat cccgtcccca tcccagacaa 
600 

gaggaggaaa cctgctccag cccagctaaa ctatttgtta acagatgaac agatcatgga 
660 

ggatctgaga acattaaata agcttaagtc acccaagaga ccagcatctc catcctctcc 
720 

tgagcacttg cctgcaacac ccgcggaatc tccagcacag agatttgagg cgcggataga 
780 

agatggcaaa ctgtattatg acaaaagatg gtaccacaag agccaggcca tctatctgga 

840 

gtcaaaggac aaccagaaac tgagctgcgt gatcagttct gtaggagcca atgagatctg 
900 

ggtgaggaag acaagtgaca gcaccaagat gaggatctac ctgggtcagc ttcagcgcgg 
960 

gctcttcgtg atccgccggc gctcagctgc ttgactttct acagtgctcc tctcttgacc 
1020 

ctttttctgg agtgggtttt atttttgttt tgtttcgttt tctccttaat agaaaaatgt 
1080 

taacttactg ggaatagcta ctcagccttg gaaatggaga gcactgcagt gaattcttta 
1140 

gggcacttct gtggccggat gcttccaacc ttgtcagtct tttctgcctc aacttcttcc 
1200 

agacatcagt caccatgaga ctgttttact ttcaggcgta ttggggggtt tgatttactt 
1260 

tccttttatt tctttatttt ttgcttatac ttgtttttga aaacctcctc tgagtttgaa 
1320 

gggacagcta tttttattga ttatctttaa gtctctctac catggagaag agcaggaagg 
1380 

gatacactct ccagtgcatt ttcatgtttt gaatcggatt agt 
1423 

<210> 3270 
<211> 169 
<212> PRT 

<213> Homo sapiens 
<400> 3270 

Met lie Glu Asn Glu Met Leu Thr Met Glu Leu Asn Gly Asp Ser Met 

15 10 15 

Glu Val Lys Pro He Met Thr Arg Lys Leu Arg Arg Arg Pro Asn Asp 

20 25 30 

Pro Val Pro He Pro Asp Lys Arg Arg Lys Pro Ala Pro Ala Gin Leu 
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35 40 45 

Asn Tyr Leu Leu Thr Asp Glu Gin He Met Glu Asp Leu Arg Thr Leu 

50 55 60 

Asn Lys Leu Lys Ser Pro Lys Arg Pro Ala Ser Pro Ser Ser Pro Glu 
65 70 75 B0 

His Leu Pro Ala Thr Pro Ala Glu Ser Pro Ala Gin Arg Phe Glu Ala 

85 90 95 

Arg lie Glu Asp Gly Lys Leu Tyr Tyr Asp Lys Arg Trp Tyr His Lys 

100 105 110 

Ser Gin Ala He Tyr Leu Glu Ser Lys Asp Asn Gin Lys Leu Ser Cys 

115 120 125 

Val He Ser Ser Val Gly Ala Asn Glu He Trp Val Arg Lys Thr Ser 

130 135 140 

Asp Ser Thr Lys Met Arg lie Tyr Leu Gly Gin Leu Gin Arg Gly Leu 
145 150 155 160 

Phe Val He Arg Arg Arg Ser Ala Ala 

165 

<210> 3271 
<211> 464 
<212> DNA 

<213> Homo sapiens 
<400> 3271 

tcatgagcag ggcccaattc tggcttctct gtggtcgcca tccatgtgct gggcgtcace 
60 

gaaggcactg gggatacagc cgagcacaag atggacagag atccctggcc cctcggagca 
120 

ggcagtctgt ggctctggcc cctccagttc cttgtcacca ggagataggc aatgcagctg 
180 

atgagaaggg ccccggcagc aagagatcca atgatggtgg ccgccaggat cccagcgttg 
240 

gtgggcaggt gtgtactggg cagctcctta ttcttttcag ctacctggac ctcagtcttg 
300 

gccttcatag tccattcaga gttgatggta atggctactt ggtaggtgcc actgtctgta 
360 

ggctgggcgc ggcgcagcag catggaacca ttggggaagc ccacgatgtc tcgctgtccc 
420 

atggcactgc catccctctg aggccgttgt atccccaggg atgt 
464 

<210> 3272 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 3272 

Met Gly Gin Arg Asp He Val Gly Phe Pro Asn Gly Ser Met Leu Leu 

15 10 15 

Arg Arg Ala Gin Pro Thr Asp Ser Gly Thr Tyr Gin Val Ala He Thr 

20 25 30 

He Asn Ser Glu Trp Thr Met Lys Ala Lys Thr Glu Val Gin Val Ala 

35 40 45 

Glu Lys Asn Lys Glu Leu Pro Ser Thr His Leu Pro Thr Asn Ala Gly 



2466 



WO 00/58473 PCT/USOO/08621 



50 55 60 

He Leu Ala Ala Thr He He Gly Ser Leu Ala Ala Gly Ala Leu Leu 
65 70 75 80 

He Ser Cys He Ala Tyr Leu Leu Val Thr Arg Asn Tip Arg Gly Gin 

05 90 95 

Ser His Arg Leu Pro Ala Pro Arg Gly Gin Gly Ser Leu Ser He Leu 

100 105 110 

Cys Ser Ala Val Ser Pro Val Pro Ser Val Thr Pro Ser Thr Trp Met 

115 120 125 

Ala Thr Thr Glu Lys Pro Glu Leu Gly Pro Ala His 
130 135 140 

r 

<210> 3273 
<211> 387 
<212> DNA 

<213> Homo sapiens 
<400> 3273 

ngcgcgccag ggatggaaaa ctttattctg tatgaggaga tcggaagagg aagcaagact 
60 

gttgtctata aagggcgacg gaagggaaca atcaattttg tagccattct ttgtactgat 
120 

aagtgcagaa ggcctgaaat aaccaactgg gtccgtctca cccgtgaaat aaaacacaag 
180 

aatattgtaa cttttcatga atggtatgaa acaagcaacc acctctggct agtggtggaa 
240 

ctccgcacag gtggttcctt aaaaacagtt attgctcaag atgaaaacct cccagaagat 
300 

gttgtgagag aatttggaat tgacctgatt agtggattac atcatcttca taaacttggc 
360 

attctctttg tgacatttct cctagga 
387 

<210> 3274 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 3274 

Xaa Ala Pro Gly Met Glu Asn Phe He Leu Tyr Glu Glu He Gly Arg 

15 10 IS 

Gly Ser Lys Thr Val Val Tyr Lys Gly Arg Arg Lys Gly Thr lie Asn 

20 25 30 

Phe Val Ala He Leu Cys Thr Asp Lys Cys Arg Arg Pro Glu He Thr 

35 40 45 

Asn Trp Val Arg Leu Thr Arg Glu He Lys His Lys Asn He Val Thr 

50 55 60 

Phe His Glu Trp Tyr Glu Thr Ser Aan His Leu Trp Leu Val Val Glu 
65 70 75 80 

Leu Arg Thr Gly Gly Ser Leu Lys Thr Val He Ala Gin Asp Glu Asn 

85 90 95 

Leu Pro Glu Asp Val Val Arg Glu Phe Gly He Asp Leu He Ser Gly 

100 105 110 

Leu His His Leu His Lys Leu Gly He Leu Phe Val Thr Phe Leu Leu 
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115 120 125 

Gly 



<210> 3275 

<211> 1266 

<212> DMA. 

<213> Homo sapiens 

<400> 3275 

ttttttttaa tcagctaaga ttcttgttga cacaaattgt tttacatcaa ctgttgctat 
60 

agaacacatg aaaggaatac atggggaaga aataaagtag aacccaagag ttcttttaag 
120 

ttttctttta tagagacatg aataacagat acaetgaagt ataaacaaaa attggcctga 
160 

agcgtccggt ggccggctta gttaggagct atggctaaac atcatcctga tttgatcttt 
240 

tgccgcaagc aggctggtgt tgccatcgga agactgtgtg aaaaatgtga tggcaagtgt 
300 

gtgatttgtg actcctatgt gcgtccctgc actctggtgc gcatatgtga tgagtgtaac 
360 

tatggatictt accaggggcg ctgtgtgatc tgtggaggac ctggggtctc tgatgcctat 
420 

tattgtaagg agtgcaccat ccaggagaag gacagagatg gctgcccaaa gattgtcaat 
480 

ctggggagct ctaagacaga cctcttctat gaacgcaaaa aatacggctt caagaagagg 
540 

tgattggtgg gtggcccctt cctcccccca acatcagtct gctgcagctg ccagaaaaca 
600 

tgcctactac taccagcaga aagggagcag agcccagagc atcaccagga gtgcctgcta 
660 

gtgtactggc agcttgccac cccctcctct cccttcaccc agacacgtgg tagggatgga 
720 

aaaggattct tcacagagca ctctggcaca ccatatcgga gaaaaattga tagattagtt 
780 

aatggttttt cttgaattcg agaagcatag atctgttctc catattggta tgttctccct 
840 

caaccaagat cttctaaaaa gaaataatat tttagtcttc tgcttgagga actgactgtg 
900 

aagcgacgcc cagtgaaaaa catgatcttg cagcagctct ggtggcagct gcccttgagg 
960 

aacctttggt gtgtggtggg aagctatcag aacaagaaat gtaggcattt cccgtttttt 
1020 

ttgggggggg ggtggggggg cagggctctg ccctcttgaa aggcatttac ttgtttaaca 
1080 

cttgtccagc tacagtgggg tacagtagct ggctattcac aggcatcatc atagcccact 
1140 

agtctcatat tattttcctt ttgagaaatt ggaaactctt tctgttgcta ttacattaat 
1200 

aaagttggtg tttattttct ggtaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1260 

aaaaaa 

1266 
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<210> 3276 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 3276 








Gin Ala Gly 


Met Ala 


Lys 


His 


His Pro Asp 


Leu He Phe Cys Arg Lys 


1 




5 


10 


15 


Val Ala 


He 


Gly 


Arg Leu Cys 


Glu Lys Cys Asp Gly Lys 


Cys Val He 






20 




25 


30 


Cys Asp 


Ser 


Tyr 


Val Arg Pro 


Cys Thr Leu Val Arg He 


Cys Asp Glu 


35 






40 45 




Cys Asn 


Tyr 


Gly 


Ser Tyr Gin 


Gly Arg Cys Val He Cys 


Gly Gly Pro 


50 






55 


60 




Gly Val 


Ser 


Asp 


Ala Tyr Tyr 


Cys Lys Glu Cys Thr He 


Gin Glu Lys 


65 






70 


75 


80 


Asp Arg 


Asp 


Gly 


Cys Pro Lys 


He Val Asn Leu Gly Ser 


Ser Lys Thr 






85 


90 


95 


Asp Leu 


Phe 


Tyr 


Glu Arg Lys 


Lys Tyr Gly Phe Lys Lys 


Arg 




100 




105 


110 



<210> 3277 

<211> 1435 

<212> DNA 

<213> Homo sapiens 



<400> 3277 

ncctccgtct ccgagaacaa caacaacagc aacaagaaaa caacaataaa aaaaataagg 
60 

ctgcgtggga ggcagaaaga gctaacgcgg ccacgcttgt ccctcggcca ccgtcccacc 
120 

cagactcccg tctccttaaa atgttcatgc gtaagtgcgt ggcagaagcg gctcaagcgc 
180 

actcgcgcgt cattgctgtc agggccgagg gagcggtgca aggccgccgc gtgacgtcag 
240 

gacgccgcgg tcaggacgtc gaagccaaag aagaccagag ccagccgggt ggcacagcgg 
300 

tgtcgtggcc gtgttgctga tcgcctgggt ggttgttggc gtgtccctgc agcgaaggat 
360 

cctggttggc agtgaaaaag cagtctggct cccgaggtcc accccttata ccccaaggtc 
420 

cagatggcgg ccaacgtggg tgatcaacgt agcacagatt ggtcttctca gtacagcatg 
480 

gtggctgggg caggccgaga gaatggcacg gagacgccga tgcacgagaa cccggagtgg 
540 

gagaaggccc gtcaggccct ggccagcatc agcaagtcag gagctgccgg cggctctgcc 
600 

aagtccagca gcaatgggcc tgtggccagt gcaagtacgc gtcccaggca gaagcctcag 
660 

ctttgcagca gcagcagtac taccagtggt accagcagta caactatgcc tacccctaca 
720 

gctaccacta tcccatgagc atgtaccaga gctatggctc cccctcccag tatgggatgg 
780 
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ccggctccta tggctagcca caccccagca 
940 

gaaccagccc ccagtccccg gcatggatga 
900 

gctgccgtcg gctcagcccc ctcagccctc 
960 

cagtggccct cagcctggga cagccccagc 
1020 

acgggccagg cctatgggcc acacacctac 
1080 

cagctgtgga accgcatgaa acccgcccct 
1140 

agcgaccctt tgctgttacc acccagagct 
1200 

gttctggccc ccagcccaac cctgagaaag 
1260 

ggaacctgtc tgggaagccc gatgactggc 
1320 

gcttcaccgc ctgtgagtcg gaggaggaca 
1380 

tgctgcaggc gcggctgcag gacggctcgg 
1435 

<210> 3278 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 3278 



Met 


Ala 


Ala 


Asn 


Val 


Gly. Asp Gin 


Arg 


Ser Thr Asp Trp Ser Ser Gin 


l 








5 






10 15 


Tyr 


Ser 


Met 


Val 


Ala 


Gly Ala Gly 


Arg 


Glu Asn Gly Met Glu Thr Pro 








20 






25 


30 


Met 


His 


Glu 


Asn 


Pro 


Glu Trp Glu 


Lys 


Ala Arg Gin Ala Leu Ala Ser 






35 






40 




45 


lie 


Ser 


Lys 


Ser 


Gly 


Ala Ala Gly 


Gly 


Ser Ala Lys Ser Ser Ser Asn 




50 








5S 




60 


Gly Pro Val 


Ala 


Ser 


Ala Ser Thr 


Cys 


Pro Arg Gin Lys Pro Gin Leu 


65 










70 




75 80 


Cys 


Ser 


Ser 


Ser 


Ser 


Thr Thr Ser 


Gly 


Thr Ser Ser Thr Thr Met Pro 










85 






90 95 


Thr 


Pro 


Thr 


Ala 


Thr 


Thr He Pro 












100 











<210> 3279 
<211> 1130 
<212> DNA 

<213> Homo sapiens 
<400> 3279 

nngcgcgccc accgcgccgc atccatgttc gacaccacac cccactctgg ccggagcacg 
60 

ccaagcagct ccccatcgct ccggaaacgg ctgcagctcc tgcccccaag ccggccccca 
120 

2470 



gccatccgca 
gagcatgtcc 
aaatccccca 
cacacagcan 
accgaacctg 
gggactggag 
ttggctccaa 
ttcagaacca 
cccaggacat 
aggaccgcac 
cctataccat 



ccccaacacc 
taccaggctc 
catggggctc 
ncagccaggc 
ccaagcccaa 
gttcaagttc 
cgcagagggc 
cagcgggtcc 
gaaagagtat 
ggaaaagctg 
tgactggagc 



aagggactct 
cccctcagca 
acacgctgaa 
ggggcccgcc 
gaagggccaa 
aacatccaga 
cagcacagtg 
tctgcccggg 
gtggagcgct 
ctcaaggagg 
cggga 
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cctgagccag aaccaggcac catggtggag 
180 

ggggtgcctg ggacccccag cacccagagc 
240 

aagaagacgc agagctggta cagtatgctg 
300 

ttccggaaac tgtteagcaa actccccgaa 
360 

gccccgcagc gtgagatcct gctccagggc 
420 

ttctacagca acatcttccg ctgggagacc 
480 

tgtccgaaga aggaaaagac ggccaagctg 
540 

agcgagaagc atttcttcac ttcctttggg 
600 

cgcctctggc agaatgcact gcttgaaaag 
660 

gtgcatcagt gctacggctc agagctgggc 
720 

cccttgcagc tgaacggtct ggggaccccc 
780 

gacatca.cct cctcgggggc agctgaccgc 
840 

cgtggccatg tcacgcccaa cctttcccga 
900 

gaggacaagg aggagcaggt agacagccag 
960 

ccggtggctg aacccccgag cacagagccc 
1020 

cccttggatc tgctgcccag tgaggagcta 
1080 

actggggagg aagcggactt ggctgccccg 
1130 



aagggatcag atagctcctc agagaagggt 
ctaggcagcc ggaacttcat ccgcaacagc 
agccccacct ataagcagcg taatgaggac 
gcagaacgcc tcattgtgga ttactcctgc 
cgcctctacc tctctgagaa ctggatctgc 
acgatctcca tccagctgaa ggaagtgaca 
atccccaacg ccatccagat ctgcacggag 
gcccgtgacc gctgcttcct cctcatcttc 
acgctgagtc cccgcgagct ctggcacctg 
ctcaccagtg aggatgagga ctatgtctcc 
aaggaagtgg gagatgtgat cgccctgagc 
agccaggagc caagcccagt gggttcgcgc 
gccagcagcg acgcagacca tggggcagag 
ccagacgcct cctccagcca gacagtgacc 
acccagcctg acgggcccac caccctgggc 
ttgacagaca caagcaactc ctcttcatcc 
ctccccgacc tctccggccg 



<210> 3280 
<211> 376 
<212> PRT 

<213> Homo sapiens 



<400> 3280 
Xaa Arg Ala His 
l 

Gly Arg Ser Thr 
20 

Leu Leu Pro Pro 
35 

Val Glu Lys Gly 
50 

Thr Pro Ser Thr 
65 

Lys Lys Met Gin 
Arg Asn Glu Asp 



Arg Ala Ala 
5 

Pro Ser Ser 

Ser Arg Pro 

Ser Asp Ser 
55 

Gin Ser Leu 
70 

Ser Trp Tyr 
85 

Phe Arg Lys 



Ser Met 

Ser Pro 

25 
Pro Pro 
40 

Ser Ser 
Gly Ser 
Ser Met 
Leu Phe 



Phe Asp Thr 
10 

Ser Leu Arg 

Glu Pro Glu 

Glu Lys Gly 
60 

Arg Asn Phe 
75 

Leu Ser Pro 
90 

Ser Lys Leu 



Thr Pro His Ser 
15 

Lys Arg Leu Gin 
30 

Pro Gly Thr Met 
45 

Gly Val Pro Gly 

lie Arg Asn Ser 
60 

Thr Tyr Lys Gin 
95 

Pro Glu Ala Glu 
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100 105 110 

Arg Leu He Val Asp Tyr Ser Cys Ala Leu Gin Arg Glu He Leu Leu 

115 120 125 

Gin Gly Arg Leu Tyr Leu Ser Glu Asn Trp He Cys Phe Tyr Ser Asn 

130 135 140 

He Phe Arg Trp Glu Thr Thr He Ser He Gin Leu Lys Glu Val Thr 
145 ISO 155 160 

Cys Leu Lys Lys Glu Lys Thr Ala Lys Leu He Pro Asn Ala He Gin 

165 170 17S 

He Cys Thr Glu Ser Glu Lys His Phe Phe Thr Ser Phe Gly Ala Arg 

180 IBS 190 

Asp Arg Cys Phe Leu Leu He Phe Arg Leu Trp Gin Asn Ala Leu Leu 

195 200 205 

Glu Lys Thr Leu Ser Pro Arg Glu Leu Trp His Leu Val His Gin Cys 

210 215 220 

Tyr Gly Ser Glu Leu Gly Leu Thr Ser Glu Asp Glu Asp Tyr Val Ser 
225 230 235 240 

Pro Leu Gin Leu Asn Gly Leu Gly Thr Pro Lys Glu Val Gly Asp Val 

24S 250 255 

He Ala Leu Ser Asp He Thr Ser Ser Gly Ala Ala Asp Arg Ser Gin 

260 265 270 

Glu Pro Ser Pro Val Gly Ser Arg Arg Gly His Val Thr Pro Asn Leu 

. 275 2B0 265 

Ser Arg Ala Ser Ser Asp Ala Asp His Gly Ala Glu Glu Asp Lys Glu 

290 295 300 

Glu Gin Val Asp Ser Gin Pro Asp Ala Ser Ser Ser Gin Thr Val Thr 
305 310 315 320 

Pro Val Ala Glu Pro Pro Ser Thr Glu Pro Thr Gin Pro Asp Gly Pro 

325 330 335 

Thr Thr Leu Gly Pro Leu Asp Leu Leu Pro Ser Glu Glu Leu Leu Thr 

340 345 350 

Asp Thr Ser Asn Ser Ser Ser Ser Thr Gly Glu Glu Ala Asp Leu Ala 

355 360 365 

Ala Leu Leu Pro Asp Leu Ser Gly 
370 375 

<210> 3281 
<211> 842 
<212> DNA 

<213> Homo sapiens 
<400> 3281 

gaattctgcc ttgccgtgtg cctcattggc caaaggaaag caacagagtc tgcagccagg 
60 

gcaggacccg caggaggggc ctggacccgg ggggctcctg gcagcgctgc gcctttctga 
120 

ggcaaggagg tagagccagc ggctgaggac ctgtcagggc cagtcccagc tctgcagctt 
180 

gctgtgtgac ccggcacaca tcctctccct gcctccccca gtctcttccc ctgcaagacg 
240 

gggtcctgac acggatctca tgggattgct ctgaggccca ggcagtccca ggctcaacca 
300 

ctggttcaca aagtgtgttg tttccaggaa gaacagatgg gggcgcctga gggcaaaggg 
360 
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cctgagcgtg ggtcgaggat atgccggctg ctcgctcagg ggctgggttt tcatcttgtg 
420 

tgtcttgaca gggtgtgaca cttggcacca cactgttccc tgtcccttca tggatgtggc 
460 

ccacatgatg ttcctttcct cttgcaaaag aagttgctgg aaggcccact gtccagcagc 
540 

ccccaggttg cctgggccac ggtgccttcg tgggcccagc tacaaggagg acttgcaggc 
600 

tcgtgtctgg gacagatact ggcgccaggg ccaagtgaag cccgggattg gtgggcatct 
660 

ctagctggcc cctgagagag ggtggagggt gctgacaggc cttggcgctt tcatctgtca 
720 

actccagagg cccttgtgct tgcagcaggg aggtcaaggc cagggcgtct gaccccggcc 
780 

gctcctccac actgagcctc ctgcacgtgc tcacaggtag agaagcggcg ggtcaatctg 

840 

tc 

842 

<210> 3282 
<211> 146 
«212> PRT 

<213>-Homo sapiens 
<400> 3282 



Met 


Pro 


Thr Asn Pro Gly Leu His Leu 


Ala Leu Ala 


Pro 


Val 


Ser 


Val 


1 




S 




10 






15 




Pro 


Asp 


Thr Ser Leu Gin 


Val Leu Leu 


Val Ala Gly 


Pro 


Thr 


Lys 


Ala 






20 


25 






30 






Pro 


Trp 


Pro Arg Gin Pro 


Gly Gly Cys 


Trp Thr Val 


Gly 


Leu 


Pro 


Ala 






35 


40 




45 








Thr 


Ser 


Phe Ala Arg Gly Lys Glu His 


His Val Gly 


His 


He 


His 


Glu 




50 




55 


60 










Gly Thr 


Gly Asn Ser Val 


Val Pro Ser 


Val Thr Pro 


Cys 


Gin Asp 


Thr 


65 




70 




75 








80 


Gin 


Asp 


Glu Asn Pro Ala 


Pro Glu Arg 


Ala Ala Gly 


He 


Ser 


Ser 


Thr 






85 




90 






95 




His 


Thr 


Gin Ala Leu Cys 


Pro Gin Ala 


Pro Pro Ser 


Val 


Leu 


Pro 


Gly 






100 


105 






110 






Asn 


Asn 


Thr Leu Cys Glu 


Pro Val Val 


Glu Pro Gly 


Thr 


Ala 


Trp 


Ala 






115 


120 




125 








Ser 


Glu 


Gin Ser His Glu 


He Arg Val 


Arg Thr Pro 


Ser 


Cys Arg 


Gly 




130 




135 


140 











Arg Asp 
145 

<210> 3283 

<211> 3268 

<212> DNA 

<213> Homo sapiens 

<400> 3283 

nggatcagag cggctgtggt gctccagaaa cattaccgca tgcagagggc ccgccaggcc 
60 . 
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caccagaggg 


tccgcagagc 


tgccgttgtt 


120 






gcggagaacc 


taccgccagt 


cctcatggag 


180 






cggggctgga 


tggcacgcag gcacttccag 


240 






tgcgccttcc 


ggatgctcaa 


ggccaggcgg 


300 






tcagcagagc 


atctgaaacg 


tctcaacgtg 


360 






cggaagatcg 


atgagcagaa 


caaagagttc 


420 






acctcaacat 


acaccatgga 


ggtagagcgg 


480 






agcccaggtg 


aggacaccag 


cctcaggctg 


540 






ctgcagaggg 


cccactcgga gcgcaagatc 


600 






gagctgagga 


agcgagttgc agacctggag 


660 






gaacagctca 


acaaccaaat 


cctgtgccag 


720 






aaggaaaacc 


tcctcatgaa 


gaaagaactg 


780 






gtgaaggaat 


attcacagtt 


ggagcagaga 


840 






ataaagcaaa 


ctccaggtca 


taggcggaac 


900 






tccaactacc 


cctccatctc 


cacatctgag 


960 






gtggaggaaa 


ttggcctgga 


gaaggcagcc 


1020 






aagagagcac 


gggagctgga 


gcaggagagg 


1080 






gaacagcagg 


acagcaagaa 


agtccaggcg 


1140 






ccgaatgcag 


atctggccta 


caatagtctg 


1200 






aagctgaaga 


atgacctgaa 


tgagctgagg 


1260 






aactccagcc 


acggctcccc 


agatagctac 


1320 






cacgaggagc 


tcgaggcgcg 


caaggaggag 


1380 






gccgaccagc 


ggcgactcgc 


cggcaggaac 


1440 






tggcctaaca 


gtgaaaggca 


tgttgaccag 


1500 






tgccagacaa 


acaggctgcc 


ggaggctcag 


1S60 






gaggtggagc 


atcccaaggc 


tcagctcgag 


1620 






cagaccttct 


gccagacgcc 


actgctctcc 


1680 







atccaggcct tcacccggng ccatgtttgt 
cacaaggcca ccaccatcca gaagcacgtg 
cggctgcggg atgcagccat tgtcatccag 
gagctgaagg ccctcaggat tgaggcccgc 
ggcacggaga acaaggtggt ccagctgcag 
aagacacttt cagagcagtt gtccgtgacc 
ctgaagaagg agctggtgca ctaccagcag 
caggaggagg tggagagcct gcgcacagag 
ttggaggacg cccacagcag ggagaaagat 
caagaaaatg ctctcttgaa agatgagaaa 
tctaaagatg aatttgccca gaactctgtg 

gaggaggagc gatcccggta ccagaacctt 

j 

tacgacaacc. ttcgggatga aatgaccatc 
ccatcaaacc aaagtagctt agaatctgac 
atcggagaca ctgaggatgc cctccagcag 
atggacacga cggtcttcct gaagctgcag 
aaaaagctgc aagtgcagct ggagaagaga 
gaaccaccac agactgacat agatttggac 
aagaggcaag agctggagtc agagaacaaa 
aaagccgcgg ccgaccaagc cacgcagaat 
agcctcctgc tgaaccagct caagctggcc 
gtgctcatcc tcaggaccca gatcgtgagc 
gcggagccga acattaatgc cagatcaagt 
gaggatgcca ttgaggccta tcacggggtc 
ctgcaggccc agagcctgga gcatgaggag 
gccctgaagg aggagatgga caaacagcag 
ccagaggccc aggtggaatt cggcgttcag 



2474 



WO 00/58473 



PCT/US00/08621 



caggaaatat cccggctgac 
1740 

gaaaagaatg agaggaagcc 
1800 

ctagaagctg cccaggcatt 
I860 

gtcacggtcc agcggaaaga 
1920 

gaggccctcc tcatccggaa 
1980 

gtgccctgtc tccccgccta 
2040 

gacgacctca aggtgcactc 
2100 

aaaaagcaca atgatgactt 
2160 

cttcactgtc tgaagcagta 
2220 

cagaatgaac actgtcttaa 
2280 

ctttccattc agatccacca 
2340 

atagtttctg ccatgttgga 
2400 

ggctaccgga agcgctcctc 
2460 

atcatccgcc agatgaatgc 
2520 

atcatcctgc aggtattcaa 
2580 

ctgctcttgc ggaaggacgt 
2640 

agtcagcctg aggagtggct 
2700 

atggaacctc tgatccaagc 
2760 

gcagaggcta tctgctccct 
2820 

aacctttata ctcccctgaa 
2880 

atccaggcac aactacaaga 
2940 

atgtttcctg ttttgtttce 
3000 

ccagcgtgtc tcaatctgga 
3060 

gtttgactcc caatgtgagc 
3120 

ttaaatctgg caaaagtaga 
3180 

tacagaatta gacacaacta 
3240 

ttgaaatatg aaaaaaaaaa 
3268 



caacgagaat ctggacctta 
caaaaagcaa ctgaagattt 
ggcccagagc gagaggaagc 
gaaggatttc cagggcatgc 
cctggtgaca gacttgaagc 
catcccctac atgtgcatcc 
cctgctgacc tccaccatca 
tgagatgacg tcattctggt 
cagcggggat gagggcttca 
gaattttgac ctcaccgaat 
gcagctcatt aaaattgccg 
aaatgagagc attcagggtc 
cagcatggca gatggggata 
ctttcataca gtcatgtgtg 
acagctcttc tacatgatca 
ctgctcttgg agcacaggca 
tcggggaaga aaccttcacc 
agcccagctc ctgcaattaa 
gtgtacctcc ctcagcaccc 
tgaatttgaa gaacgggtaa 
gcggaatgac cctcagcaac 
atttaatcca tcttctctaa 
attcctcaat gaagtctgaa 
aagaaggaag tatatacagt 
tcaaaccaga gattgacagc 
tgtcattatt ttttgtacct 
aaaaaaaa 



aagaactggt agaaaagctg 
acatgaagaa agcccaggac 
gccatgagct caacaggcag 
tggagtacca caaagaggac 
cccagatgct gtcgggcaca 
ggcacgcgga ctacaccaac 
acggcattaa gaaagtcctg 
catccaacac ctgccgcctt 
cgactcagaa cactgcaaag 
accgtcaggt gctgagtgac 
agggcgtgtt acagccgatg 
tatctggtgt gaagcccacc 
actcatactg cctggaagct 
accagggcct ggaccctgag 
acgcagcgac tcttaacaac 
tgcaactcag gtacaatata 
agagcggagc agttcagacc 
agaagaaaac ccaggaggac 
agcagattgt caaaatttta 
cagtggcctt tatacgaaca 
tgctattaga tgccaagcac 
ccatggaccc aatccacacc 
gatgcatgtt tccagcatta 
aaagtaaatt caaggatctg 
ctgtggaggg tgctgaacta 
actgctcaga ataaaaacac 
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<210> 3284 

<211> 1012 

<212> PRT 

<213> Homo sapiens 



<400> 32B4 



Xaa 


lie' 


ArQ 


Ala 


Ala 


Val 


Val 


Leu Gin Lys His Tyr Arg Met Gin Arg 


1 






5 






10 




15 


Ala Arg 


Gin 


Ala 


Tyr Gin Arg 


Val Arg Arg Ala Ala Val 


val 


He Gin 








20 








25 


30 




Ala 


Phe 


Thr 


Arg 


Xaa 


His 


val 


Cys Ala Glu Asn Leu Pro 


Pro 


Val Leu 






35 








40 45 






Met 


Glu 


His 


Lys 


Ala 


Thr 


Thr 


He Gin Lys His Val Arg Gly Trp Met 




50 










55 


60 






Ala 


Arg 


ArQ 


His 


Phe 


Gin 


Arg 


Leu Arg Asp Ala Ala He 


Val 


He Gin 


65 






70 




75 




80 


Cys Ala 


Phe 


Arg 


Met Leu Lys 


Ala Arg Arg Glu Leu Lys Ala Leu Arg 










85 






90 




95 


lie 


Glu 


Ala 


Arc? 


Ser 


Ala 


Glu 


His Leu Lys Arg Leu Asn Val Gly Met 








100 








105 


110 




Glu 


Asn 


Lvs 
115 


Val 


Val 


Gin 


Leu 


Gin Arg Lys He Asp Glu 
120 125 


Gin 


Asn Lys 


GlU 


Phe 


Lvs 


Thr 


Leu 


Ser 


Glu 


Gin Leu Ser Val Thr Thr 


Ser 


Thr Tyr 




130 








135 


140 






Thr 


Met 


Glu 


val 


Glu 


Arg 


Leu 


Lys Lys Glu Leu Val His 


Tyr 


Gin Gin 


145 










150 




155 




160 


Ser 


Pro 


Gly 

J 


Glu 


Asp Thr Ser 


Leu Arg Leu Gin Glu Glu 


val 


Glu Ser 








165 






170 




175 


Leu Arg 


Thr 


GlU 


Leu Gin Arg 


Ala His Ser Glu Arg Lys 


He 


Leu Glu 








180 








185 


190 




Asp 


Ala 


His 


Ser 


Arg 


Glu 


Lys 


Asp Glu Leu Arg Lys Arg 


Val 


Ala Asp 




195 










200 205 






Leu 


Glu 
210 


Gin 


Glu 


Asn 


Ala 


Leu 
215 


Leu Lys Asp Glu Lys Glu 

220 


Gin 


Leu Asn 


Asn 


Gin 


He 


Leu 


Cys 


Gin 


Ser 


Lys Asp Glu Phe Ala Gin 


Asn 


Ser Val 


225 










230 




235 




240 


Lys 


Glu 


Asn 


Leu 


Leu 


Met 


Lys 


Lys Glu Leu Glu Glu Glu Arg Ser Arg 








245 






250 




255 


Tyr Gin 


Asn 


Leu 


Val 


Lys 


Glu 


Tyr Ser Gin Leu Glu Gin Arg 


Tyr Asp 








260 








265 


270 




Asn 


Leu 


Arg 


Asp 


Glu 


Met 


Thr 


He He Lys Gin Thr Pro Gly His Arg 






275 










280 285 






Arg 


Asn 


Pro 


Ser 


Asn 


Gin 


Ser 


Ser Leu Glu Ser Asp Ser Asn Tyr Pro 


290 










295 


300 






Ser 


He 


Ser 


Thr 


Ser 


Glu 


He 


Gly Asp Thr Glu Asp Ala 


Leu 


Gin Gin 


305 










310 




315 




320 


Val 


Glu 


Glu 


He 


Gly Leu Glu 


Lys Ala Ala Met Asp Met 


Thr 


Val Phe 










325 






330 




335 


Leu 


Lys 


Leu 


Gin 


Lys 


Arg 


val 


Arg Glu Leu Glu Gin Glu Arg Lys Lys 






340 








345 


350 




Leu 


Gin 


Val 
355 


Gin 


Leu 


Glu 


Lys 


Arg Glu Gin Gin Asp Ser 
360 365 


Lys 


Lys Val 


Gin 


Ala 


Glu 


Pro 


Pro 


Gin 


Thr 


Asp He Asp Leu Asp Pro 


Asn 


Ala Asp 
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370 375 380 



T Alt 

Leu 


Ala 

Mia 


Tvr 


&r n 

no 1 1 


Se t 


Leu Lvs Artr Gin 


Glu 


Leu 


Glu 


Ser 


Glu 


Asn 


Lys 


IRC 










390 




395 










400 


Lys 


T .At i 






&en 

Aw W 


Leu Asn Glu Leu 


Arg 


Lys 


Ala 


Val Ala Asp 


Gin 






405 




410 










415 




a 1 a 


Thy 


Ulll 


Mall 


Ann 

nail 


Car Spit His Glv 


Ser 


Pro 


Asp 


Ser 


Tyr 


Ser 


Leu 








4*3 n 




425 










430 






UCU 


T All 


/vail 


Gin 


T.AII 

XJCV1 


Lv«i Leu Ala His 


Glu 


Glu 


Leu 


Glu 


Val 


Arg 


Lys 






1 J 3 






440 








445 








ftl n 
uiu 


Ul u 


Vdi 


T Dl 1 

LcU 


Tie 
X X c 


T.#mi Ara Thr Gin 


He 


Val 


Ser 


Ala Asp Gin 


Arq 




4 C, A 








455 






460 










Arg 


Leu 


Ala 


uiy 


2i rn 

Axy 


Hen til a Gil) Pro 
Man MX d uxu riv 


Asn 


He 


Asn 


Ala 


Arg 


Ser 


Ser 












470 




475 










480 


Trp 


Fro 


as n 


C a r 


ii 


& r-i-T Hie V a 1 Iqn 

Arg nxB v&x Map 


Gin 


Glu Asp 


Ala 


He 


Glu 


Ala 








O a 




490 










495 




Tyr 


MIS 


wiy 


Veil 


v»ys 


C5l n Thr Hen Al*CT 
uin lux Man mi y 




Leu 


Glu 


Ala 


Gin 


Leu 


Gin 








3VU 




505 

«J W oaf 










510 






ax a 


bin 


Cat* 
2)61 


T A ■ t 

Leu 


UlU 


U-i «s f3l filtl Glu 
nia uxu uxu uxu 


Val 

v ax 


Glu 


His 


Leu Lys 


Ala 


Gin 












520 








525 








Leu 




Ala 


T All 

Leu 


Lys 


r 1 •< Pl ii Mar Ken 
ulu ulu net Ma ty 


ivy a 


Gin 


Gin 


Gin 


Thr 


Phe 


Cvs 




3 J U 








515 






540 










uin 


i nr 


T Al < 

Leu 


T an 
LcU 


T Al 1 

LcU 


Car Orri fll ii Al a 

OCX flU UXU MXO 


Gin 

V1U 


Val 


Glu 


Phe Gly val 


Gin 


5 


• 








550 




555 










560 


uin 


ulu 


T 1 A 

i le 


Cor 
OCX 


Mi y 


Leu Thr Asn Glu 


Asn 


Leu Asp 


Leu 


Lys 


Glu 


Leu 










5 ec 

3 O 3 




570 










575 




Vdl 




Lys 


T A1 1 

LcU 


ulu 


Lys Asn Glu Arg 


Lys 


Leu 


Lys 


Lys 


Gin 


Leu 


Lvs 








CQft 
SOU 




585 










590 






lie 


Tyr 


net. 


T trr 

L»ys 


Lys 


Ala Gin Asp Leu 


Glu 


Ala 


Ala 


Gin 


Ala 


Leu 


Ala 












600 








605 








Vjlli 


SCl 


ulU 


Arg 


T \/ c 
Lye 


Arg His Glu Leu 


Asn 


Arg Gin 


val 


Thr 


Val 


Gin 




CI ft 
Q X w 








615 






620 










n /*r 


Lya 


ft! it 

ulu 


T \f o 

•uy o 


Ion 


Phe Gin Gly Met 


Leu 


Glu 


Tyr 


His 


Lys 


Glu 


ASD 


D X 3 










630 




635 










640 




Rl a 

MX a 


T .011 




Tie 
lie 


Arg Asn Leu Val 


Thr 


Asp 


Leu 


Lys 


Pro 


Gin 


Met 










£45 




650 










655 




T All 


Cor 

OCX 


Glv 


Thr 


Val 
v ax 


Pro Cys Leu Pro 


Ala 


Tyr 


He 


Leu 


Tyr 


Met 


Cys 








£60 

V V w 




665 










670 








Arg 


His 


Ala 

MX O 


Ti c r^ 

MS p 


Tyr Thr Asn Asp Asp 


Leu 


Lys 


val 


His 


Ser 


Leu 






67S 






680 








685 








Leu 


Thr 


Ser 


Thr 


He 


Asn Gly He Lys 


Lys 


val 


Leu 


Lys 


Lys 


His 


Asn 




690 








695 






700 










Asp 


Asp 


Phe 


Glu 


Met 


Thr Ser Phe Trp 


Leu 


Ser 


Asn 


Thr 


Cys 


Arg 


Leu 


705 










710 




715 










720 


Leu 


His 


Cys 


Leu 


Lys 


Gin Tyr Ser Gly Asp 


Glu Gly 


Phe 


Met 


Thr 


Gin 










725 




730 










735 




Asn 


Thr 


Ala 


Lys 


Gin 


Asn Glu His Cys 


Leu 


Lys Asn 


Phe Asp Leu 


Thr 








740 




745 










750 






Glu 


Tyr 


Arg 


Gin 


Val 


Leu Ser Asp Leu 


Ser 


He 


Gin 


He Tyr Gin 


Gin 






755 






760 








765 








Leu 


lie 


Lys 


He 


Ala 


Glu Gly Val Leu Gin 


Pro 


Met 


He 


val 


Ser 


Ala 




770 








775 






780 










Met 


Leu 


Glu 


Asn 


Glu 


Ser He Gin Gly Leu 


Ser Gly 


Val 


Lys 


Pro 


Thr 


785 










790 




795 










800 


Gly 


Tyr 


Arg 


Lys 


Arg 


Ser Ser Ser Met 


Ala 


Asp Gly 


Asp Asn Ser 


Tyr 
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805 810 615 

Cys Leu Glu Ala He He Arg Gin Met Asn Ala Phe His Thr Val Met 

820 825 830 

Cys Asp Gin Gly Leu Asp Pro Glu He He Leu Gin Val Phe Lys Gin 

835 840 845 

Leu Phe Tyr Met He Asn Ala Val Thr Leu Asn Asn Leu Leu Leu Arg 

850 855 860 

Lys Asp Val Cys Ser Trp Ser Thr Gly Met Gin Leu Arg Tyr Asn He 
865 870 875 880 

Ser Gin Leu Glu Glu Trp Leu Arg Gly Arg Asn Leu His Gin Ser Gly 

685 890 895 

Ala Val Gin Thr Met Glu Pro Leu He Gin Ala Ala Gin Leu Leu Gin 

900 905 910 

Leu Lys Lys Lys Thr Gin Glu Asp Ala Glu Ala He Cys Ser Leu Cys 

915 920 925 

Thr Ser Leu Ser Thr Gin Gin He Val Lys He Leu Asn Leu Tyr Thr 

930 935 940 

Pro Leu Asn Glu Phe Glu Glu Arg Val Thr Val Ala Phe He Arg Thr 
945 950 955 960 

He Gin Ala Gin Leu Gin Glu Arg Asn Asp Pro Gin Gin Leu Leu Leu 

965 970 97S 

Asp Ala Lys His Met Phe Pro Val Leu Phe Pro Phe Asn Pro Ser Ser 

980 985 990 

Leu Thr Met Asp Ser lie His He Pro Ala Cys Leu Asn Leu Glu Phe 

995 1000 1005 

Leu Asn Glu Val 
1010 

<210> 3285 

<211> 1518 

<212> DNA 

<213> Homo sapiens 



<400> 3285 
ctggcactaa 
60 

aaccegatga 
120 

ggtttcacca 
180 

gcaaagatag 
240 

atcatttcat 
300 

caacagctgg 
360 

atctaacttt 
420 

tgctctttaa 
480 

tgctgaagag 
540 

tccgaggcca 
600 



actgttagct 
caccaccact 
ctgcctcctt 
gtcttttctc 
acattaacat 
ccttacttca 
acacatgtcc 
aatcaccatc 
agccagccac 
ccccttcgcc 



aatcatccgg 
ttattttgag 
tggcaacttg 
gtatttatgt 
acatgacaca 
aaagaacact 
taaatcattt 
tgtatcaccc 
caccccacct 
acggcagtct 



tgctccatgt 
ctaaatcctc 
agtggtggtg 
ataaacaggt 
tcaaaatgag 
atattcatat 
tccagcactt 
ctagtagacg 
aaagacatcc 
cgattccaag 



gaatgacaga 
atttaagtga 
ttcccaccga 
accagttttg 
aaatgcacag 
taaacattta 
ctcacataga 
cgagggtttc 
aagcagctcc 
aactgattat 



acacggaata 
gaacaggaca 
gtttatggct 
attttattta 
tttaaccgtt 
cagtctttcc 
agtctagttt 
cccaattaca 
agagcctgcc 
ccgacactag 
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tgaaccagca ctaaaggctg taggatgtga 
660 

atggccaaga gaagccccaa atgacagaag 
720 

gaaacatcgt tagcaaggag ctactgcttt 
780 

cactctggaa gtggtgaact gttacacatt 
840 

ctgcgtgaaa cttgagaatg tctgattaaa 
900 

aatcgttgac cagcactttc ccagtatcat 
960 

ctttacaccc catcatagca cattatttgt 
1020 

atccccataa ccaagtcggt ctgtgttgag 
1080 

accacaggaa acatgaagtc acatectggt 
1140 

aaaaacccga gatacgaggc agcaactagc 
1200 

aacacccgcc cagccccacc cccaaaaagc 
1260 

acccacaccg tagctgataa aactcaagcc 
1320 

teacttgttc cagtgacctc ctatgttcag 
1380 

aggttgagga ctgaggacgc ccctttgctc 
1440 

aagacacgcc ggccagcgtt tccaaaaaca 
1500 

actgatcaaa actcaatt 
1518 



ctacaccaca gttccagaag gaaggggacc 
ctcatcaaaa ccaagtcccc caaacctcct 
cctttcttaa acatgttttg ggcatgacca 
tggtgtgtgt gtacataaca tcaaaaacta 
gatttcaatg tatatctaaa aactaactca 
aacaatgcgg ctgaccctct tctgccttca 
gcacaactag tgaggtctgt gcggctcatc 
tcatatcatt ctgtgctggt tttagaagtc 
caaaaaactg tccatttctc aaaaacagag 
gacacttaca ggaagggaaa gaacaatgac 
tgctgttgtg aattaaggct tcaaaagagg 
aggaggatgt ttgaaagcca atctgcacta 
ctgccaggac cgattccata cagtgattgt 
tcgctccatt ttgatttgct ttttccactg 
gcttggccat ggctttgcac tctattcaca 



<210> 3286 

<211> 142 

<212> PRT 

<213> Homo sapiens 



<400> 3286 












Met 


Lys 


Ser His Pro Gly Gin Lys 


Thr 


Val 


His 


Phe Ser 


Lys Thr Glu 


1 


5 




10 






15 


Lys 


Asn 


Leu Arg Tyr Glu Ala Ala 


Thr 


Ser 


Asp 


Thr Tyr Arg Lys Gly 






20 


25 








30 


Lys 


Asn 


Asn Asp Asn Thr Arg Pro 


Ala 


Pro 


Pro 


Pro Lys 


Ser Cys Cys 






35 40 








45 




Cys 


Glu 


Leu Arg Leu Gin Lys Arg 


Thr 


His 


Thr 


Val Ala 


Asp Lys Thr 




50 


55 








60 




Gin 


Ala 


Arg Arg Met Phe Glu Ser 


Gin 


Ser 


Ala 


Leu Ser 


Leu Val Pro 


65 




70 






75 




80 


val 


Thr 


Ser Tyr Val Gin Leu Pro Gly 


Pro 


lie 


Pro Tyr 


Ser Asp Cys 






85 




90 






95 


Arg 


Leu 


Arg Thr Glu Asp Ala Pro 


Leu 


Leu 


Ser 


Leu His 


Phe Asp Leu 




100 


105 








110 


Leu 


Phe 


Pro Leu Lys Thr Arg Arg 


Pro 


Ala 


Phe 


Pro Lys 


Thr Ala Trp 
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US 120 125 

Pro Trp Leu Cys Thr Leu Phe Thr Thr Asp Gin Asn Ser lie 
130 135 140 

<210> 3287 

<211> 921 

<212> DNA 

<213> Homo sapiens 

<400> 32B7 

gtcgactccc tcgagaagca gtgagacgtg gcggggtggg ggagggtccc cggggttggg 
60 

gagcgcgcgg cttggcggag tagggggcac ggccagcgca gccagagctg gcgccctcct 
120 

gcgtaagccc aatccgggaa actcgttgcc cctctcctgg gaaaggaacg tccctcccca 
ISO 

gggttgcgag tgactcgggc accatcaccc tgtgctgtaa agacctgcga gtgctgcagc 
240 

tggaaataga gggcgcggaa gcgacgctgg gcatcgcccg ctccatcgag gtgtgccgag 
300 

ggagctcccg agccctttaa gctctccctg tctcgcgtag aggggaataa aaaggtgctt 
360 

ctgttcaaag aggccccgca gccgcagcta aatggcaggg ggatgcaggg tggtccgggg 
420 

tacttggaga ggccgaagct gaagctacag gactgagggg ctggaaaggg cgcgggcgag 

480 

acaattccga ccctccccag agcccctgac ttccttctcc ggacgctgtc ctccctggaa 
540 

tcagtcatca cctccctccc tttattctac cgtcccaagg gcctgagatt gggcgactcc 
600 

tggcacttcc tcccgcccga actctactgc aagagagtag ctcgcgaagt gggcgcggtc 
660 

gtaggggccc gggaaggtgg aagcgccggg cctggaagag gcgcggggac agggcactcc 
720 

ctgggtgccc tagacctggc ctctctcctc cctgcgctgc agaccaacgc ggccggaaaa 
780 

aggctggagg gggcttggca gccaagctaa ttcgggcgaa tttctatgat tatgatcttt 
840 

ttattaaata gttataaaaa aatagggtat acaatttaaa ggactcttag tttaaaacaa 
900 

aatctattct gagaactctt c 
921 

<210> 3288 

<211> 14B 

<212> PRT 

<213> Homo sapiens 

<400> 3288 

Met Thr Asp Ser Arg Glu Asp Ser Val Arg Arg Arg Lys Ser Gly Ala 

15 10 15 

Leu Gly Arg Val Gly lie Val Ser Pro Ala Pro Phe Pro Ala Pro Gin 

20 25 30 

Ser Cys Ser Phe Ser Phe Gly Leu Ser Lys Tyr Pro Gly Pro Pro Cys 
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35 






40 


45 


lie Pro 


Leu Pro Phe 


Ser Cys 


Gly 


Cys Gly Ala Ser Leu Asn Arg Ser 


50 






55 




60 


Thr Phe 


Leu Phe Pro 


Ser 


Thr 


Arg 


Asp Arg Glu Ser Leu Lys Gly Ser 


65 




70 






75 80 


Gly Ala 


Pro Ser Ala 


His 


Leu Asp 


Gly Ala Gly Asp Ala Gin Arg Arg 


85 








90 9S 


Phe Arg 


Ala Leu Tyr 


Phe 


Gin 


Leu 


Gin His Ser Gin Val Phe Thr Ala 


100 








105 HO 


Gin Gly 


Asp Gly Ala 


Arg 


Val 


Thr 


Arg Asn Pro Gly Glu Gly Arg Ser 




115 






120 


125 


Phe Pro 


Arg Arg Gly 


Ala 


Thr 


Ser 


Phe Pro Asp Trp Ala Tyr Ala Gly 


130 






135 




140 


Gly Arg 


Gin Leu 










145 













<210> 3289 

<211> 554 

<212> DNA 

<213> Homo sapiens 



c400> 3289 

acgcgtagtg atctgtgcga ggtcacacag 
60 

cacagcatgg actcttccct gtgtcccgtt 
120 

cccagcctcc tagcccaata tcagggccgg 
180 

cctcccctcc cattcacaga gccctgccag 
240 

agatggggac agaggggacg ccttggattc 
300 

gaccaggcat ccacgtcggg cagcacatgc 
360 

tccgagagga agggaccgtg tccagggcgg 
420 

gccaagcaca tcaccccagc ccttggggag 
480 

gggaaaagca aagctccatg gaaggcaacc 
540 

acaagccgca attg 
554 



caaatctgtg ggaggctagg gttcaaacct 
cctgccttcg cctcctccca gctcttctct 
aggcactgga gaacttccgg ctaaggcagg 
ggtggctggc aatggtgaag tccagggcag 
gactctgtgg tgggtggacc acctccctga 
tacccagtcc acagaagagg aaacagaggc 
gacccaggcc cttctgcact gggtcaatga 
caggagccgg gccttgcagg gtgaggagct 
gggaatcatc acaaatagga cataactagt 



<210> 3290 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 3290 

Met lie Pro Gly Cys Leu Pro Trp Ser Phe Ala Phe Pro Ser Ser Ser 

15 10 IS 

Pro Cys Lys Ala Arg Leu Leu Leu Pro Lys Gly Trp Gly Asp Val Leu 

20 25 30 

Gly Ser Leu Thr Gin Cys Arg Arg Ala Trp Val Pro Pro Trp Thr Gin 
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35 40 
Ser Leu Pro Leu Gly Ala Ser Val 

50 55 
Cys Ala Ala Arg Arg Gly Cys Leu 
65 70 
His Arg Val Glu Ser Lye Ala Ser 

85 

Thr Ser Pro Leu Pro Ala Thr Leu 
100 

Arg Pro Ala Leu Ala Gly Ser Ser 
11S 120 

Gly 



45 

Ser Ser Ser Val Asp Trp Val Ala 
60 

Val Ser Gly Arg Trp Ser Thr His 

75 80 
Pro Leu Ser Pro Ser Leu Pro Trp 

90 95 
Ala Gly Leu Cys Glu Trp Glu Gly 
105 110 
Pro Val Pro Pro Ala Leu He Leu 

125 



<210> 3291 

<211> 1075 

<212> DNA 

<213> Homo sapiens 



<400> 3291 

nngcntatgg ggtgcgcttt acgcgactgc 
60 

ggctggaggc ccccgcgcgt gccttcgcct 
120 

tgggcccctt ctcccgccac gcctgcggtg 
180 

gcctctgtcc ctccgcactg gctgttcacc 
240 

agcgagtctn ggcgtcgacc gctgccgcca 
300 

cctccctagc ctacatagcc cttggccatg 
360 

ccccccacag gtggacagac gccttcgrmt 
420 

cgctcaccgc gtgcccgggg ccctggcgcg 
480 

ctgacagccg agctgatggc gcaccccggc 
540 

gtgaaggccc cgacgctttc tcttgctctt 
600 

ccgcgcccac gctgcgggcc cagcctgccc 
660 

acetggactc caagaggcca ggggaggagg 
720 

tggaaccctc ccnntactct gaccccctac 
780 

aagaaagggg agccaggatt tagtcctggc 
840 

ctgttgactt ccctgggtag gacactgcca 
900 

tggcatccag agtttgagca gccttcttgg 
960 

ctagggcccg cagagcattt ggtgcccctc 
1020 



cgctggagcg cggtgtgggt ggctgcactt 
gcgccgtgga gcgcgacgcc cgggccgccg 
aggctccccg ccccgtctcc taccatagct 
tggctagctg tgtccgtttc tcaacccgga 
ccccagtcac cccctcccac cccgccgtcc 
gcccggcctg gtcccacctc tgatgtcccg 
gggcctgagc acttgcggcc ggcacacgtc 
ggtcctggaa gtaccctagc gggccacacc 
taccccagtg tgcctccacc ggcggctgcg 
gggagcggct gcatgagctg cgcgtcctca 
aggatggcgt gcagctttgc gccctcgacg 
ccccctgcga gcccactctg gaacccttcc 
agacaaccaa gcactaatcc ccttagtacc 
ccagcccaga gctgggacct ggagcacgat 
cctctgggct caggtcctca tgcctccaaa 
ctgcaggcag gcctagcctg tggcagcggg 
catgttgcaa tgcaaacacc ttcaccactg 
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gggcagtggg gagagatggc tatattaata aaataacgtg tgtctttcaa aaaaa 
1075 



<210> 3292 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3292 



Xaa 


Xaa 


Met 


Gly 


Cys 


Ala 


Leu 


Arg 


Asp Cys Arg 


Trp 


Ser 


Ala 


Val 


Trp 


1 








5 








10 








15 




Val 


Ala 


Ala 


Leu 


Gly 


Trp 


Arg 


Pro 


Pro Arg Val 


Pro 


Ser 


Pro 


Ala 


Pro 








20 










25 






30 






Trp Ser 


Ala 


Thr 


Pro 


Gly 


Pro 


Pro 


Trp Ala Pro 


Ser 


Pro 


Ala 


Thr 


Pro 






35 










40 






45 








Ala 


Val 


Arg 


Leu 


Pro 


Ala 


Pro 


Ser 


Pro Thr He 


Ala 


Ala 


Ser 


Val 


Pro 




50 








55 






60 










Pro 


His 


Trp 


Leu 


Phe 


Thr 


Trp 


Leu 


Ala Val Ser 


Val 


Ser 


Gin 


Pro Gly 


65 










70 






75 










80 


Ser 


Glu 


Ser 


Xaa 


Arg 


Arg 


Pro 


Leu 


Pro Pro Pro 


Gin 


Leu 


Pro 


Pro 


Pro 










65 








90 








95 




Thr 


Pro 


Pro 


Ser 


Leu 


Pro 



















100 



<210> 3293 
<211> 2362 
<212> DNA 

<213> Homo sapiens 

i 

<400> 3293 

nnctcaccga agccggcgct ccccgccgga gatgaggaaa ctgaggctca gagaggtcac 
60 

atggcttgct cgaggccccc cagccagtgt gaacccacat ccctgccccc agggccacct 
120 

gcaggacgcc gacacctacc cctcagcaga cgccggagag aaatgagtag caacaaagag 
180 

cagcggtcag cagtgttcgc gatcctcttt gccctcatca ccatcctcat cctctacagc 
240 

tccaacagtg ccaatgaggt cttccattac ggctccccgc ggggccgtag ccgccgacct 
300 

gtcaacctca agaagtggag catcactgac ggctatgtcc ccattctcgg caacaagaca 
360 

ctgccccctc ggtgccacca gtgtgtgatt gtcagcagct ccagccacct gctgggcacc 
420 

aagctgggcc ctgagatcga gcgggctgag tgtacaatec gcatgaatga tgcacccacc 
480 

actggctact cagctgatgt gggcaacaag accacctacc gcgtcgtggc ccattccagt 
540 

gtgttccgcg tgctgaggag gccccaggag tttgtcaacc ggacccctga aaccgtgttc 
600 

atcttctggg ggcccccgag caagatgcag aagccccagg gcagcctcgc gcgtgtgatc 
660 

cagcgagcgg gcctggtgtt ccccaacatg gaagcatatg ccgtctctcc cggccgcatg 
720 
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cggcaatttg acgacctctt ccggggtgag acgggcaagg acagggagaa gtctcattcg 
780 

tggttgagca caggctggtt taccatggtg atcgcggtgg agttgtgtga ccacgtgcat 
840 

gtctatggca tggtcccccc caactactgc agccagcggc cccgcctcca gcgcatgccc 
900 

caccaccact acgagcccaa ggggccggac gaatgtgtca cctacatcca gaatgagcac 
960 

agtcgcaagg gcaaccacca ccgcttcatc accgagaaaa gggtcttctc atcgtgggcc 
1020 

cagctgtatg gcatcacctt ctcccacccc tcctggacct aggccaccca gcctgtggga 
1080 

cctcaggagg gtcagaggag aagcagcctc cgcccagccg ctaggccagg gaccatcttt 
1140 

ggccaatcaa ggcttgctgg agtgtctccc agccaatcag ggccttgagg aggatgtatc 
1200 

ctccagccaa tcagggcctg gggaatctgt tggcgaatca gggatttggg agtctatgtg 
1260 

gttaatcagg ggtgtctttc ttgtgcagtc agggtctgcg cacagtcaat cagggtagag 
1320 

ggggtacttc tgagtcaatc cgaggctaag gacatgtcct ttcccatgag gccttggttc 
1380 

agagccccag gaatggaccc cccaatcact ccccactctg ctgggataat ggggtcctgt 
1440 

cccaaggagc tgggaacttg gtgttgcccc ctcaatttcc agcaccagaa agagagattg 
1500 

tgtgggggta gaagctgtct ggaggcccgg ccagagaatt tgtggggctg tggaggttgt 
1560 

gggggcggtg gggaggtccc agaggtggga ggctggcatc caggtcttgg ctctgccctg 
1620 

agaccctgga caaacccttc cccctctctg ggcacccttc tgcccacacc agcttccagt 
1680 

gcggagtctg agaccctttc cacctcccct acaagtgccc tcgggtctgt cctccccgtc 
1740 

tggaccctcc cagccactat cccttgctgg aaggctcagc tctttggggg gtctggggtg 
1800 

acctccccac ctcctggaaa actttagggt atttttgcgc aaactccttc agggttgggg 
1860 

gactctgaag gaaacgggac aaaaccttaa gctgttttct tagcccctca gccagctgcc 
1920 

attagcttgg ctcttaaagg gccaggcctc cttttctgcc ctctagcagg gaggctttcc 
1980 

aactgttgga ggcgcctttg gggctgcccc tttgtctgga gtcactgggg gcttccgagg 
2040 

gtctccctcg accctctgtc gtcctgggat ggctgtcggg agctgtatca cctgggttct 
2100 

gtcccctggc tctgtatcag gcactttatt aaagctgggc ctcagtgggg tgtgtttgtc 
2160 

tcctgctctt ctggagcctg gaaggaaagg gcttcaggag gaggctgtga ggctggaggg 
2220 

accagatgga ggaggccagc agccagccat tgcacactgg ggtgatgggt gggggcggtg 
2280 

actgccccag acttggttct gtaatgattt gtacaggaat aaacacacct acgctccgaa 
2340 
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aaaaaaaaaa aaaaaaaaaa aa 
2362 

<210> 3294 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 3294 

Xaa Ser Pro Lys Pro Ala Leu Pro Ala Gly Asp Glu Glu Thr Glu Ala 

15 10 15 

Gin Arg Gly His Met Ala Cys Ser Arg Pro Pro Ser Gin Cys Glu Pro 

20 25 30 

Thr Ser Leu Pro Pro Gly Pro Pro Ala Gly Arg Arg His Leu Pro Leu 

35 40 45 

Ser Arg Arg Arg Arg Glu Met Ser Ser Asn Lys Glu Gin Arg Ser Ala 

50 55 60 

Val Phe Val lie Leu Phe Ala Leu He Thr He Leu He Leu Tyr Ser 
65 70 75 80 

Ser Asn Ser Ala Asn Glu Val Phe His Tyr Gly Ser Leu Arg Gly Arg 

85 . 90 95 

Ser Arg Arg Pro Val Asn Leu Lys Lys Trp Ser He Thr Asp Gly Tyr 

100 105 110 

val Pro He Leu Gly Asn Lys Thr Leu Pro Ser Arg Cys His Gin Cys 

115 120 125 

Val He Val Ser Ser Ser Ser His Leu Leu Gly Thr Lys Leu Gly Pro 

130 135 140 

Glu He Glu Arg Ala Glu Cys Thr He Arg Met Asn Asp Ala Pro Thr 
145 150 155 160 

Thr Gly Tyr Ser Ala Asp Val Gly Asn Lys Thr Thr Tyr Arg Val Val 

165 170 175 

Ala His Ser Ser Val Phe Arg Val Leu Arg Arg Pro Gin Glu Phe Val 

180 185 190 

Asn Arg Thr Pro Glu Thr Val Phe He Phe Trp Gly Pro Pro Ser Lys 

195 200 205 

Met Gin Lys Pro Gin Gly Ser Leu Val Arg Val lie Gin Arg Ala Gly 

210 215 220 

Leu Val Phe Pro Asn Met Glu Ala Tyr Ala Val Ser Pro Gly Arg Met 
225 230 235 240 

Arg Gin Phe Asp Asp Leu Phe Arg Gly Glu Thr Gly Lys Asp Arg Glu 

245 250 255 

Lys Ser His Ser Trp Leu Ser Thr Gly Trp Phe Thr Met Val He Ala 

260 265 270 

Val Glu Leu Cys Asp His Val His Val Tyr Gly Met Val Pro Pro Asn 

275 280 285 

Tyr Cys Ser Gin Arg Pro Arg Leu Gin Arg Met Pro Tyr His Tyr Tyr 

290 295 300 

Glu Pro Lys Gly Pro Asp Glu Cys Val Thr Tyr He Gin Asn Glu His 
305 310 315 320 

Ser Arg Lys Gly Asn His His Arg Phe He Thr Glu Lys Arg Val Phe 

325 330 335 

Ser Ser Trp Ala Gin Leu Tyr Gly He Thr Phe Ser His Pro Ser Trp 
340 345 350 

Thr 
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<210> 3295 
<211> 690 
<212> DNA 

<213> Homo sapiens 
<400> 3295 

cacagggaag agagatttga tcatctagtc ccggttttgc ctggatgtga gatgggctca 
60 

gggcagggag ggggtgatgc tgtcatcctt ctcggctgga gcaggaagat gaaggacgat 
120 

gtcagactca ttttcagcct cattaggcag cagacggaga tggagggagg agagcaggag 
180 

gctgggggat gggctctgca ctgcagagac cagcagggac taaagaagag aggacatggg 
240 

gaactggaaa aataagcctt ccaggattgt ggggagaaag acgctgtggg agaggccagg 
300 

atgctgcatt aggcacagga taacctggga acccaggcac atgggtcctg ctctccgaag 
360 

tctgcaagtc aagaagggaa cagagcacgc cgaccctctc cctttcccct ctgtctctct 
420 

tagtggcttt acagtgggta ccctgtcaga aaccagcact gggggccctg ccacccccac 
4 80 

atggaaggag tgtcctatct gtaaggagcg ctttcctgct gagagtgaca aggatgccct 
540 

ggaggaccac atggatggac acttcttttt cagcacccag ggaccccttc acctttgagt 
600 

gatcttactc cctcgtacat gcacaaatac acactcatgc acacacacac tcacacacat 
660 

gcatacactt aggtttcatg cccattttct 
690 

<210> 3296 
<211> 120 
<212> PRT 

<213> Homo sapiens 



<400> 3296 



Met Gly 


Asn 


Trp 


Lys 


Asn 


Lys 


Pro 


Ser 


Arg 


He 


Val Gly Arg 


Lys Thr 


1 






5 










10 








15 


Leu Trp 


Glu 


Arg 


Pro 


Gly 


Cys 


Cys 


He 


Arg 


His 


Arg He 


Thr 


Trp Glu 






20 










25 








30 




Pro Arg 


Ki$ 


Met 


Gly 


Pro 


Ala 


Leu 


Arg 


Ser 


Leu 


Gin Val 


Lys 


Lys Gly 




35 










40 








45 






Thr Glu 


His 


Ala 


Asp 


Pro 


Leu 


Pro 


Phe 


Pro 


Ser 


Val Ser 


Leu 


Ser Gly 


50 










55 










60 






Phe Thr 


Val 


Gly 


Thr 


Leu 


Ser 


Glu 


Thr 


Ser 


Thr 


Gly Gly 


Pro 


Ala Thr 


65 








70 










75 






80 


Pro Thr 


Trp 


Lys 


Glu 


Cys 


Pro 


He 


Cys 


Lys 


Glu 


Arg Phe 


Pro 


Ala Glu 








85 










90 








95 


Ser Asp 


Lys 


Asp 


Ala 


Leu 


Glu 


Asp 


His 


Met 


Asp 


Gly His 


Phe 


Phe Phe 






100 










105 








110 




Ser Thr 


Gin 


Gly 


Pro 


Leu 


His 


Leu 
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115 120 

<210> 3297 

<211> 3176 

<212> DNA 

<213> Homo sapiens 

<400> 3297 

ncgctttttt nttttttttt tttttttttg agacggagtc ttgcactgtt gcccaggctg 
60 

gagacagtgg tgtgatcttg gctcactgca gtctccacct ctcaaattca agtgattctc 
120 

ctgcctcagc ctcccaagta gctgggatta taggtgcccg ccaccctgcc tggctaattt 
180 

ttgtattttt agtaaagatg gggttttgta acattggcca ggctggtctc aaactcctga 
240 

cctcaactga actgccccca tcgggcttcc aaagtgttgg gattagaggt ctgagctact 
300 

gggcccgggc aaactcggaa acattttttt ccttcctagt gcctcagttt tctcaaatgt 
360 

aaaatgggaa taaaacatct accttgtaag acttttgtga gggtctaata actgttatat 
420 

acattatctc atttaatctt cacaacaacc tttaaaatag ggatacgatc atcctcaatt 
480 

tacagttgag tgaaagtgag gcagcccaga tggcttgact aaggttacct ggcatttgag 
540 

tggcagagcc aagatttaaa cccagctctg tctgatgcta gaccccttgc ctcaaccata 
600 

ttctgtaatg tctcatttct aggaatgaat gaaggaatgt tcacacatgt atcatccagc 
660 

ctctgaggtg cccctgacaa ccataattgc ctcctcatga aaccgagccc agttcctccc 
720 

gtggctcttc ctgctgcagc cgtgggcctt gctctcctgg ctggaagcgc tgttttcatc 
780 

ttatctgggg attctcaccg ctgacggtgc tggaggctgt ggggcacagt ggtttcaagc 

840 

acaggctttg gagtcaggca aacctgggtt tcaatatggc tcaggaagct gttgggcagg 
900 

aggacttttg gtgagcaggc actgcctgat aatggtgttt cccaggatcc caggtttctt 
960 

gggggcacac aagtaggcca aagacgatct gggaacctcc cagagaattg cctcatactg 
1020 

tactctcccc aagaggctgc agccaagaga ataggggcca cgtcacgggg gctcatgatg 
10B0 

gagtctgggc tttgtgggaa aggaagtggg gagggtctca gaaatgtttt tacaatgtaa 
1140 

aaccttccag ttagaacttt atatgcagga tttaatcaga aggaaatttg gacaggactc 
1200 

atttttctca ttgctgctct aagtggctgc tctaagcagt ctggactgcc tcccctgtgg 
1260 

ctttgctgag ttcagtaaac atttattgtg cacatactgt gtgcaggcac tttgctgggg 
1320 

atacagggat gaaataggga cagcgcccat gcctgagggc attgccctga agctggatgc 
1380 
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taaggccatc tgtgtgtgtg tctgtgtgtc tgcatgtatc tctgtgtctg cgtgtgtctc 

1440 

tgcgtctgtg ccctgtgtcc atgtgtatgt ctgtgtgagt gtctgtgggt ctctttttgt 
1500 

gtttgtgtgt gtatctgtgt gtgtgttnct ctgtgtgcct gtatgtgtct tgatgtgtgt 
1560 

ttctgtatgt gtctctgtgt gtgtctatat gtgtgtatct gtgtctatgt atgtgtgtgt 
1620 

cattttgttt gtttctgggt gtgtctatct gcgtgtctct gtatacctgt atctccgtgt 
1660 

gtgtgtctgt gtgtgtgtat ttgtnngtgt ctctgtatgt gcgtccgtgg gtgtgtgtct 
1740 

gtgtgtgtgt gtgtgtgtat tgagagggag ggagaaagaa agggagcgac agatgggtca 
1600 

gcatggaagg tgtatcctca ttcacagccc tgggaggaat cagtcaatcc acctactggt 
I860 

caagaccaac tctggtggtg cctggctgac agtgggaatg tgacttttca tttaagaatg 
1920 

ggtttgcatt tcctaggaaa agaatgtagg agttggagtc tcaaggagtg tttttttttt 
1980 

ccttttgcga ttgagagagc acagccttgt gtgcattggc tgacagttac caatctgcgt 
2040 

gttggggata gccacagaga agagacagag ggaaccgcag acagtgagca ggagtctggt 
2100 

ggaaccagtc tgcctttagg cccaaacccc caactatgaa tacctcacct tagggagctc 
2160 

agtcttttgt ttgttcataa aaaaccaatc tgggaaccag aggtggacag gaaagaggag 
2220 

gctgacctgc tgctcccagg ttaatgtgat cttggctggt gttgacaagt gtattatggt 
2280 

tcatagcata gcacaaaccc ttagagattc cccttgccct caccggggtc accacaccaa 
2340 

accaggtatc ttcaggagtg aggaccacaa aaaattggag atctcaccag ggtgggcaga 
2400 

gatttctttg ttaaagtctg aaggagagaa gactcagggg catctctctg gctccaaatc 
2460 

tctgaagggc caaaggcaga agtgctgggg gagtgtcaag ttttcattta caacagggac 
2520 

agcctgacag tggctgcctt atgtggcagt gagtttcagt caacagtcaa cagaggccca 
2580 

acgaccactc accaatggga ccaggtggcc atagagggct ggggagtgca gagcaaggac 
2640 

aaccccacca ccacccagta tgccagcctc atgcacagct tcatcctgaa ggcacggagc 
2700 

accgtgcgtg acatcgaccc ccagaacgat ctcaccttcc ttcgaattcg ctccaagaaa 
2760 

aatgaaatta tggttgcacc agataaagac tatttcctga ttgtgattca gaatccaacc 
2820 

gaataagcca ctctcttggc tccctgtgtc attccttaat ttaatgcccc ccaagaatgt 
2880 

taatgtcaat catgtcagtg gactagcaca tggcagtcgc tcggaaccca ctcacaccaa 
2940 

tccagcgacc gtgtgtgggc tggcggctct tctcccccac caacggaacc cctgtgtgca 
3000 
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ccaaccttcc ccagagctcc ggagcgccct ctcctcactt ccaggttttg gagcaagagc 
3060 

ttgcaggaag cccgcaccca gcttccttct gaccttcagt tcactttgtc gcccttggag 
3120 

aaagctgttt ttctttaact aaaaataacc aaaatgctaa aaaaaaaaaa aaaaaa 
3176 

<210> 3298 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 3298 

Gly His Leu Cys Val Cys Leu Cys Val Cys Met Tyr Leu Cys Val Cys 

15 10 15 

Val Cys Leu Cys Val Cys Ala Leu Cys Leu Cys Val Cys Leu Cys Glu 

20 25 30 

Cys Leu Trp Val Ser Phe Cys Val Cys Val Cys lie Cys Val Cys Val 

35 40 45 

Xaa Leu Cys Ala Cys Met Cys Leu Asp Val Cys Phe Cys Met Cys Leu 

SO 55 60 

Cys Val Cys Leu Tyr Val Cys lie Cys Val Tyr Val Cys Val Cys His 
65 70 75 80 

Phe Val Cys Phe Trp Val Cys Leu Ser Ala Cys Leu Cys lie Pro Val 

85 90 95 

Ser Pro Cys Val Cys Leu Cys Val Cys lie Cys Xaa Cys Leu Cys Met 

100 105 110 

Cys Val Arg Gly Cys Val Ser Val Cys Val Cys Val Cys lie Glu Arg 

115 120 125 

Glu Gly Glu Arg Lys Gly Ala Thr Asp Gly Ser Ala Trp Lys Val Tyr 

130 135 140 

Pro His Ser Gin Pro Trp Glu Glu Ser Val Asn Pro Pro Thr Gly Gin 
145 150 155 160 

Asp Gin Leu Trp Trp Cys Leu Ala Asp Ser Gly Asn val Thr Phe His 

165 170 175 

Leu Arg Met Gly Leu His Phe Leu Gly Lys Glu Cys Arg Ser Trp Ser 

180 185 190 

Leu Lys Glu Cys Phe Phe Phe Pro Phe Val lie Glu Arg Ala Gin Pro 

195 200 205 

Cys Val His Trp Leu Thr Val Thr Asn Leu Arg Val Gly Asp Ser His 

. 210 21S 220 

Arg Glu Glu Thr Glu Gly Thr Ala Asp Ser Glu Gin Glu Ser Gly Gly 
225 230 235 240 

Thr Ser Leu Pro Leu Gly Pro Asn Pro Gin Leu 

245 250 

<210> 3299 
<211> 1387 
<212> DNA 

<213> Homo sapiens 
<400> 3299 

nnaccggtaa ttcctcctat tggtgtgcag cagccacatt gaaggataga gtggcagcag 
60 
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aggccaagga tcgtgagttg atggagtttg 
120 

gtctccacag cgtagcttaa gggggtgcgg 
180 

agggacttag caggggcgga ggagttcggc 
240 

ataaaggaga taggggatgg agaggaagga 
300 

gacctaacgg tagtgaagca ggaaattata 
360 

ggccagtggg tagaacagga ggtggaggat 

420 

gtattggagg tgaagcagga gacggatagt 
480 

gaaccagagg taaaggaaga gaaggtaaag 
540 

gaagagaagg ataacttgga gataaaacag 
600 

gaggaattga tgcattgaga gtgtgtaaaa 
660 

gtggatgata caaaggtgaa agaagagcct 
720 

aaactggcca tgtcaaggtg tgagacttgt 
780 

cgttgtatgc gatattcctg cagtttgccc 
840 

tgtaatggag ttcgagataa aactgcatac 
900 

ctcctaagtg attaccgatt cttggaagat 
960 

gatgcttttt tgaagagacc aataagcaat 
1020 

cggagcaaag gtatcaactt aaaacttcta 
1080 

tcaacctttt ctgataagaa aaaacaacag 
1140 

caaagccaag ctgagtacat agaaaaaaga 
1200 

ctaaaacctt acattgatcc tgaaaagtct 
1260 

tacattcgct ctcagactgg ggttcagatt 
1320 

ttagtaagat attatgaact agatccttat 

1380 

gtgatca 

1387 

c210> 3300 
<211> 219 
<212> PRT 

<213> Homo sapiens 
<400> 3300 

Met ser Arg Cys Glu Thr Cys Gly 



ctgctgaaaa tgaagggaag tctgggggag 
ctaagtccag agcctggcag ggagggagta 
ggcggagagg aggggacagg gctgacaggg 
agtggacaaa ggccagagga aataccgatg 
gaccggccag gtacagaagg caggttggct 
aggcctgagg tgaaggatga gaacgcaggc 
agtttagtgg taaaagaagc gaaggtgggt 
gaagaggcaa tggactggcc agaagtgaag 
gaggagaagt ttgttggtca atgcataaaa 
gaagagaagg atttcctgaa gaaagaaatc 
ccgataaatc acccggtggg ctgcaagcgg 
ggtacagaag aagcaaagta cagatgtcca 
tgtgtaaaga aacacaaagc agaactgaca 
atttcaatac aacagtttac tgaaatgaat 
gtggcaagaa cagcggacca tatttctaga 
aaatatatgt actttatgaa aaatcgtgcc 
cccaatggat tcaccaagag gaaggagaat 
ttttgctggc atgtgaagct ccagtttcct 
gtaccagatg ataaaactat taatgaaatc 
gatcctgtaa ttcgtcaaag gttgaaagcc 
ttaatgaaga ttgaatatat gcagcaaaat 
aaaagtctcc tagacaattt gaggaacaaa 



Glu Glu Ala Lys Tyr Arg cys 
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1 


5 






10 


15 




Pro Arg Cys Met 


Arg Tyr 


Ser 


Cys Ser 


Leu Pro 


cys vai ljys Liys 


niS 


20 






25 




30 




Lys Ala Glu Leu 


Thr Cys 


Asn 


Gly Val Arg Asp 


Lys Thr Aia Tyr 


lie 


35 






40 




45 




Ser He Gin Gin 


Phe Thr 


Glu 


Met Asn 


Leu Leu 


Ser Asp Tyr Arg 


Phe 


50 . 




55 






60 




Leu Glu Asp val 


Ala Arg 


Thr 


Ala Asp His He 


Ser Arg Asp Ala 


Pne 


65 


70 






75 




80 


Leu Lys Arg Pro 


He Ser 


Asn 


Lys Tyr Met Tyr 


Phe Met Lys Asn 


n — - 

Arg 




85 






90 


95 




Ala Arg Ser Lys 


Gly He 


Asn 


Leu Lys 


Leu Leu 


Pro Asn Gly Phe 


fP W +m 

Thr 


100 






105 




110 




Lys Arg Lys Glu 


Asn Ser 


Thr 


Phe Phe 


Asp Lys 


Lys Lys Gin Gin 


Phe 


115 






120 




125 




Cys Trp His Val 


Lys Leu 


Gin 


Phe Pro 


Gin Ser 


Gin Ala Glu Tyr 


He 


130 




135 






140 




Glu Lys Arg Val 


Pro Asp 


Asp 


Lys Thr 


He Asn 


Glu He Leu Lys 


Pro 


145 


150 






155 




160 


Tyr He Asp Pro 


Glu Lys 


Ser 


Asp Pro 


val He 


Arg Gin Arg Leu 


Lys 




165 






170 


175 




Ala Tyr He Arg 


Ser Gin 


Thr 


Gly Val 


Gin He 


Leu Met Lys He 


Glu 


180 






185 




190 




Tyr Met Gin Gin 


Asn Leu 


Val 


Arg Tyr Tyr Glu 


Leu Asp Pro Tyr 


Lys 


195 






200 




205 




Ser Leu Leu Asp 


Asn Leu 


Arg 


Asn Lys 


Val He 






210 




215 











<210> 3301 

<211> 2109 

<212> DNA 

<213> Homo sapiens 

<400> 3301 

ctgatggccc ggcatgggtt accgctgctg cccctgctgt cgctcctggt cggcgcgtgg 

60 

ctcaagctag gaaatggaca ggctactagc atggtccaac tgcagggtgg gagattcctg 
120 

atgggaacaa attctccaga cagcagagat ggtgaagggc ctgtgcggga ggcgacagtg 
180 

aaaccctttg ccatcgacat atttcctgtc accaacaaag atttcaggga ttttgtcagg 
240 

gagaaaaagt atcggacaga agctgagatg tttggatgga gctttgtctt tgaggacttt 
300 

gtctctgatg agctgagaaa caaagccacc cagccaatga aggtcaagtt tacccatggg 
360 

ggaactggtt ccagccaaac cgcaccaacc tgtggcaggg aaagttcccc aagggagaca 
420 

aagctgagga tggcttccat ggagtctccc ncagtgaatg ctttccccgc ccagaacaac 

480 

tacgggctct atgacctcct ggggaacgtg tgggagtgga cagcatcacc gtaccaggct 
540 

gctgagcagg acatgcgcgt cctccggggg catcctggat cgacacagct gatggctctg 
600 
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ccaaccaccg ggcccgggtc accaccagga tgggcaacac tccagattca gcctcagaca 
660 

acctcggttt ccgctgtgct gcagacgcag gccggccgcc aggggagctg taagcagccg 
720 

ggtggtgaca aggagaaaag ccttctaggg tcactgtcat tccctggcca tgttgcaaac 
780 

agcgcaattc caagctcgag agcttcagcc tcaggaaaga acttcccctt ccctgtctcc 
840 

catccctctg tggcaggcgc ctctcaccag ggcaggagag gactcagcct cctgtgtttt 
900 

ggagaagggg cccaatgtgt gttgacgatg gctgggggcc aggtgtttct gttagaggcc 
960 

aagtattatt gacacaggat tgcaaacaca caaacaattg gaacagagca ctctgaaagg 
1020 

ccatttttta agcattttaa aatctattct ctcccccttt ctccctggat gattcaggaa 
1080 

gctgacattg tttcctcaag gcagaatttt cctggttctg ttttctcagc cagttgctgt 
1140 

ggaaggagaa tgctttcttt gtggcctcat ctgtggtttc gtgtccctct gaaggaaact 
1200 

agtttccact gtgtaacagg cagacatgta actatttaaa gcacagttca gtcctaaaag 
1260 

ggtctgggag aaccagacga tgtactaggc gaagcattgc attgtgggaa tcacaaagca 
1320 

aatagtactc cagaaagaca aatatcagaa gcttcctatc cttttttttc tttttttttt 
13B0 

tttttgagac agggtctttc tctgttgccc aggctagagt gcactggtga tcacggctca 
1440 

ctctagcctt gaattcctgg gcccaagcaa ttctcccacc tcagcctccc gagtagctgg 
1500 

gactacaagt gtgcaccacc atgcctggct aattttttga atttttgtag tgatgggatc 
1560 

tcgctccgtt gcccagggtg gtctcgaact cctggcctca agcgatcctc ccacctcgac 
1620 

ctcccaaagt gctgggatta caggtgtgag ccacctcgcc tgggccccct tctccacatg 
1680 

cctccaaaaa catgtccctg gagagtagcc tgctcccaca ctgtcactgg atgtcatggg 
1740 

gccaataaaa tctcctgcaa ttgtgtatct cagacatttg tgtctttgat cctcaccctg 
1800 

tgaccctaag ggaagaaagc ctgagtgtca gtaactctgg gcctccccta aagagaaatg 
1860 

gagacggtgg ctcatctagg aagtagagga gcagggggtt cctggttctc aggccacgtg 
1920 

tgatctctgc ccacccaggg cctgccccag cctgcaggta ctgctgtgtg gtgggaacac 
1980 

ccacttccct tgtgcacagc ctctgagagg ggatcgtggc ctcagttcca ggggttcctg 
2040 

ccagggccaa gtgctccttc tgcagaggcc tgcacgcatc tcaccccttt gacttgtatt 
2100 

tccatggct 
2109 

<210> 3302 
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<2H> 323 
<212> PRT 

<213> Homo sapiens 
<400> 3302 

Leu Met Ala Arg His Gly Leu Pro Leu Leu Pro Leu Leu Ser Leu Leu 

15 10 15 

Val Gly Ala Trp Leu Lys Leu Gly Asn Gly Gin Ala Thr Ser Met Val 

20 25 30 

Gin Leu Gin Gly Gly Arg Phe Leu Met Gly Thr Asn Ser Pro Asp Ser 

35 40 45 

Arg Asp Gly Glu Gly Pro Val Arg Glu Ala Thr Val Lys Pro Phe Ala 

50 55 60 

lie Asp lie Phe Pro Val Thr Asn Lys Asp Phe Arg Asp Phe Val Arg 
65 70 75 80 

Glu Lys Lys Tyr Arg Thr Glu Ala Glu Met Phe Gly Trp Ser Phe Val 

65 90 95 

Phe Glu Asp Phe Val Ser Asp Glu Leu Arg Asn Lys Ala Thr Gin Pro 

100 105 110 

Met Lys Val Lys Phe Thr His Gly Gly Thr Gly Ser Ser Gin Thr Ala 

115 120 12S 

Pro Thr Cys Gly Arg Glu Ser Ser Pro Arg Glu Thr Lys Leu Arg Met 

13Q 135 140 

Ala Ser Met Glu Ser Pro Xaa Val Asn Ala Phe Pro Ala Gin Asn Asn 
145 ISO 155 160 

Tyr Gly Leu Tyr Asp Leu Leu Gly Asn Val Trp Glu Trp Thr Ala Ser 

165 170 175 

Pro Tyr Gin Ala Ala Glu Gin Asp Met Arg Val Leu Arg Gly His Pro 

180 165 190 

Gly Ser Thr Gin Leu Met Ala Leu Pro lie Thr Gly Pro Gly Ser Pro 

195 200 205 

Pro Gly Trp Ala Thr Leu Gin lie Gin Pro Gin Thr Thr Ser Val Ser 

210 215 220 

Ala Val Leu Gin Thr Gin Ala Gly Arg Gin Gly Ser Cys Lys Gin Pro 
22S 230 235 240 

Gly Gly Asp Lys Glu Lys. Ser Leu Leu Gly Ser Leu Ser Phe Pro Gly 

245 250 2S5 

His Val Ala Asn Ser Ala lie Pro Ser Ser Arg Ala Ser Ala Ser Gly 

260 265 270 

Lys Asn Phe Pro Phe Pro Val Ser His Pro Ser Val Ala Gly Ala Ser 

275 280 285 

His Gin Gly Arg Arg Gly Leu Ser Leu Leu Cys Phe Gly Glu Gly Ala 

290 295 300 

Gin Cys val Leu Thr Met Ala Gly Gly Gin Val Phe Leu Leu Glu Ala 
305 310 315 320 

Lys Tyr Tyr 



c210> 3303 
<211> 699 
<212> DNA 

<213> Homo sapiens 
<400> 3303 



2493 



WO 00/58473 PCT/USOO/08621 



cctaggaagc gggacttcac caatgaagcc cccccagctc ctctcccaga cgcctcggct 
60 

tcccccctgt ctccacaccg aagagccaag tcactggaca ggaggtccac ggagccctcc 
X20 

gtgacgcccg acctgctgaa tctcaagaaa ggctggctga ctaagcagta tgaggacggc 
180 

cagtggaaga aacactggtt tgtcctcgcc gatcaaagcc tgagatacta cagggattca 
240 

gtggctgagg aggcagccga cttggatgga gaaattgact tgtccgcatg ttacgatgtc 
300 

acagagtatc cagttcagag aaactatggc ctccagatac atacaaagga gggcgagttt 
360 

accctgtcgg ccacgacatc tgggattcgg cggaactgga tccagaccat catgaagcac 
420 

gtgcacccga ccactgcccc ggatgtgacc agctcgttgc cagaggaaaa aaacaagagc 
480 

agctgctctt ttgagacctg cccgaggtcc actgagaagc aagaggcaga gctgggggag 
540 

ccggaccctg agcagaagag gagccgcgca cgggagcgga ggcgagaggg ccgctccaag 
600 

acctttgact gggctgagtt ccgtcccatc cagcaggccc tggctcagga gcgggtgggc 
660 

ggcgtgg'ggc ctgctgacac ccacgagccc ctgcgccct 
699 

<210> 3304 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<400> 3304 



Pro 


Arg 


Lys 


Arg 


ASp 


Phe 


Thr 


Asn 


Glu 


Ala Pro Pro Ala Pro Leu Pro 


1 








5 










10 15 


Asp 


Ala 


Ser 


Ala 


Ser 


Pro 


Leu 


Ser 


Pro 


His Arg Arg Ala Lys Ser Leu 






20 










25 


30 


Asp 


Arg 


Arg 


Ser 


Thr 


Glu 


Pro 


Ser 


val 


Thr Pro Asp Leu Leu Asn Phe 






35 










40 




45 


Lys 


Lys 


Gly 


Trp 


Leu 


Thr 


Lys 


Gin 


Tyr 


Glu Asp Gly Gin Trp Lys Lys 




50 










55 






60 


His 


Trp 


Phe 


Val 


Leu 


Ala 


Asp 


Gin 


Ser 


Leu Arg Tyr Tyr Arg Asp Ser 


65 








70 








75 80 


Val 


Ala 


Glu 


Glu 


Ala 


Ala 


Asp Leu Asp 


Gly Glu He Asp Leu Ser Ala 










85 










90 95 


Cys 


Tyr 


Asp 


Val 


Thr 


Glu 


Tyr 


Pro 


Val 


Gin Arg Asn Tyr Gly Phe Gin 








100 










105 


110 


lie 


His 


Thr 


Lys 


Glu 


Gly 


Glu 


Phe 


Thr 


Leu Ser Ala Met Thr Ser Gly 






115 










120 




125 


lie 


Arg 


Arg 


Asn 


Trp 


lie 


Gin 


Thr 


He 


Met Lys His Val His Pro Thr 




130 










135 






140 


Thr 


Ala 


Pro 


Asp 


Val 


Thr 


Ser 


Ser 


Leu 


Pro Glu Glu Lys Asn Lys Ser 


145 










150 








155 160 


Ser 


Cys 


Ser 


Phe 


Glu 


Thr 


Cys 


Pro Arg 


Ser Thr Glu Lys Gin Glu Ala 










165 










170 175 


Glu 


Leu 


Gly 


Glu 


Pro 


Asp 


Pro 


Glu 


Gin 


Lys Arg Ser Arg Ala Arg Glu 
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180 

Arg Arg Arg Glu Gly Arg Ser Lys 
195 200 
Pro lie Gin Gin Ala Leu Ala Gin 

210 215 
Ala Asp Thr His Glu Pro Leu Arg 
225 230 

<210> 3305 

<211> 2717 

<212> DNA 

<213> Homo sapiens 



185 190 
Thr Phe Asp Trp Ala Glu Phe Arg 

205 

Glu Arg Val Gly Gly Val Gly Pro 
220 

Pro 



<400> 3305 
nnggatcccc 
60 

atggccaacg 
120 

agggtcgcca 
180 

gggactgtgc 
240 

ctgctggggt 
300 

atcagtgtgg 
360 

gcagggcagg 
420 

ggcnncaggg 
480 

atttgccaga 
540 

gcttccccta 
600 

gacattgctg 
660 

ggacccccag 
720 

acctacagca 
780 

ctgccaggtc 
840 

accagagcgg 
900 

gatgttcctg 
960 

acgctgggag 
1020 

agcgcgtgta 
1080 

acccttcccc 
1140 

taggaatttg 
1200 



gctactttct 
tgcaggtctc 
agaatgaggc 
gaactgcagt 
cctcagcctc 
agtggcgact 
ggcaggctgt 
atgcctccct 
tcaccacccc 
aagtacgacc 
gctattaccc 
cccaagtctc 
tctcctcctc 
acacacatct 
agaacagcct 
gggcttcaga 
accacttcct 
agccagccca 
aagcccccac 
tattttttgc 



ccagatgaca 
tggaggggga 
gctctggcac 
ggagttccag 
cttggactgt 
gcagcacaag 
gcggaagggc 
caccctgccc 
tctgtaccga 
gagcttggca 
tctggatgcg 
tggtgcctcc 
tctcaccgca 
ctctggagga 
tgggagtcat 
gacggcaagc 
gtgctgacac 
gctgacctaa 
agctactcca 
ctctgtccag 



gagaccactg 
cctagcatct 
ccgacgctga 
gtgatgacac 
ggcttctcca 
ggcaggggtc 
gctaccctgn 
ggcctcacta 
gctcagcaga 
aacgaagctc 
gtggtgacgc 
ttctccagcc 
gaacctgggc 
gccccttggg 
ctttgccagc 
acctacagga 
acagagctcc 
agcgacatga 
acccaaacaa 
aatacatgac 



ctaagacagc 
ccttggtgat 
acttgccact 
agacccaatc 
tggcaccggg 
agttggtgca 
gagcctgcac 
tacaggacga 
tcatccagct 
tgctgcccac 
ggacccgaga 
tcaggcaaag 
tctgcaggtg 
gccagcaccc 
agtctcttcc 
cttgggctgc 
catctccatg 
gactactaga 
caaccaagcc 
attggtaaat 



agcctggctc 
gaagactccc 
gagcccccag 
cctgagcttc 
cttggacctc 
cagctggacc 
aactgggcat 
ggggacctac 
caacatccaa 
cctcatctgc 
ggagctgggt 
cgtggcaggc 
ccacttacac 
aggttgtccc 
ttcttgcact 
ttcaggctga 
aagaccgcac 
aagaaacgac 
agtttaatgg 
atgccacatg 
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— ^ to to to «m to *m*m 

cctttggtgg 


m to n ^\ ^ 0+ to 

aagcacaact 


1260 




aaaaaagaca 


aagaggcgac 


1320 




accgaagaac 


gggacgtggg 


1380 




tgcacatttg 


ctcatgcaca 


1440 




agagggtaca 


gggtgggtga 


1500 




caaccacacc 


tggtgagcct 


1560 




tgggagagcc 


aagaggacgg 


1620 




tcttctccag 


cggtgacccc 


1680 




ctcgaggggg 


gccgttggga 


1740 




tgggcaggac 


gaagggaatg 


1800 




caatgaaatg 


ctgctgcatg 


1860 




tcttcctgtt 


cgtggaccga 


1920 




ttcccagcct 


gccctcctcc 


1980 




aagctcagca 


attgccccga 


2040 




atacacacaa 


accatgcaaa 


2100 




aaagggtggt 


tcaaagggga 


2160 




gggccccacg 


acagcacagc 


2220 




ccaaggtggg 


gctggtgggt 


2280 




aggaagaacc 


acttgcctca 


2340 




gattccatgg 


gtgtccaaag 


2400 




gaagagagga 


acaggaccct 


2460 




ctttcaaatt 


aagcaccxga 


2520 




atgccaacaa 


ttaactggga 


2580 




atggatttat 


ttggtgccct 


2640 




cctccagcta 


gaagcacatg 


2700 




aatccctaag 


tgttctc 


2717 





<210> 3306 



gttgctatta ctctatacaa 
gacagacaca cagtggaaac 
aagctcagct tcatttgact 
tgggtggtgg gaggaaaggg 
gaaagaaagt agaagggcta 
cagagggaca gaaacccagg 
attcgctcca ggcttgggac 
ctgcattagg caaggaggag 
gggtactgac tgctttcttc 
tgggaaacaa gggcgaaagg 
gaaagtgggc atccagaccc 
gggaagaagg aataaagggc 
ccttgcacct gggcttatcc 
agataggctg agcagatccc 
gaggaggaag agaaaggagg 
atatactaca ggaagaacag 
aatacacaag cacacctgac 
ctacatgact tctctgcatc 
tccctgtctt tggcaagtgc 
atctcacact gctaacaccc 
ccttaacgag ggcaaggagt 
ctcactgttt ctctataact 
gctaggttaa attatttggc 
catacagaat gctgtagaaa 
ggactgcttc taggatggaa 



2496 



gtatgagatc agggttagga 
cccacatcgt ctcatggcaa 
gcaaagtccc agggttttgc 
ggatagcaaa gacacacaga 
atacccccaa agaacaaggc 
aatgattcct gtgatagggc 
acatcgagga cagtggtggt 
cccagaggag agtggagacc 
cagctcttca gtcccgccct 
aaaggaagga tggttttgag 
tgcccagcat ggcctcagcc 
catgggcatt ctccgctctg 
cacattaata gcccatcctg 
atcctcaggt tccactgcct 
caaagtagaa ttcagacagg 
agaggcggct ctcaaggaga 
acaggctggc acgcctcccc 
ctgaggatcg gccgggcccc 
acgggtggtg tggaggaaag 
tcacgctcct tcatcaacag 
ggcttcctct gagcttgtta 
aacaggcaat ctctctcttt 
tagataaaac taccagctag 
atgtaaagaa gagaaagctc 
acaagtcctg ctattttcac 
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<211> 319 
<212> PRT 

<213> Homo sapiens 
<400> 3306 

Xaa Asp Pro Arg Tyr Phe Leu Gin Met Thr Glu Thr Thr Val Lys Thr 

15 10 15 

Ala Ala'Trp Phe Met Ala Asn Val Gin Val Ser Gly Gly Gly Pro Ser 

20 2S 30 

He Ser Leu Val Met Lys Thr Pro Arg Val Ala Lys Asn Glu Ala Leu 

35 40 45 

Trp His Pro Thr Leu Asn Leu Pro Leu Ser Pro Gin Gly Thr Val Arg 

50 55 60 

Thr Ala Val Glu Phe Gin Val Met Thr Gin Thr Gin Ser Leu Ser Phe 
65 70 75 80 

Leu Leu Gly Ser Ser Ala Ser Leu Asp Cys Gly Phe Ser Met Ala Pro 

85 90 95 

Gly Leu Asp Leu He Ser Val Glu Trp Arg Leu Gin His Lys Gly Arg 

100 105 HO 

Gly Gin Leu Val Tyr Ser Trp Thr Ala Gly Gin Gly Gin Ala Val Arg 

115 120 125 

Lys Gly Ala Thr Leu Xaa Ala Cys Thr Thr Gly His Gly Xaa Arg Asp 

130. 135 140 

Ala Ser Leu Thr Leu Pro Gly Leu Thr He Gin Asp Glu Gly Thr Tyr 
145 150 155 160 

He Cys Gin He Thr Thr Ser Leu Tyr Arg Ala Gin Gin He He Gin 

165 170 175 

Leu Asn He Gin Ala Ser Pro Lys Val Arg Leu Ser Leu Ala Asn Glu 

180 185 190 

Ala Leu Leu Pro Thr Leu He Cys Asp He Ala Gly Tyr Tyr Pro Leu 

195 200 205 

Asp Val Val Val Thr Trp Thr Arg Glu Glu Leu Gly Gly Ser Pro Ala 

210 215 220 

Gin Val Ser Gly Ala Ser Phe Ser Ser Leu Arg Gin Ser Val Ala Gly 
225 230 235 240 

Thr Tyr Ser He Ser Ser Ser Leu Thr Ala Glu Pro Gly Leu Cys Arg 

245 250 255 

Cys His Leu His Leu Pro Gly His Thr His Leu Ser Gly Gly Ala Pro 

260 265 270 

Trp Gly Gin His Pro Gly Cys Pro Thr Arg Ala Glu Asn Ser Leu Gly 

275 280 285 

Ser His Leu Cys Gin Gin Ser Leu Pro Ser Cys Thr Asp Val Pro Gly 

290 295 300 

Ala Ser Glu Thr Ala Ser Thr Tyr Arg Thr Trp Ala Ala Ser Gly 
305 310 315 

<210> 3307 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<400> 3307 

ggatcctggg ctggtgtcca ggatggggct cccgcgtgct cttgcgctgc cctctggtgg 
60 
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ccgctctggg tccttgcacc ccgacccagg ggccagcctg ccctgtcctg tcctgatacc 
120 

gaggtgggag ccctgccttg gccagggtgg ccgtgttgac ggttcttggg actgtgacat 
180 

tggaaggcga ggcaggtcac cagcactgtc ctctgcagga tgggctggga ttcatttggc 
240 

agcttctcag ggcctgtgtc cggctggttg gtccctgtgc tgcccaaacc aggtgtccac 
300 

atttccggct cctatgcgca gagaaggggg caggtggtgg cttgggtgga ga 
352 

<210> 3306 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 3306 



Met Gly Leu 


Pro 


Arg Ala Leu Ala Leu 


Pro 


Ser Gly 


Gly 


Arg 


Ser 


Gly 


l 




5 


10 








15 




Ser Leu His 


Pro 


Asp Pro Gly Ala Ser 


Leu 


Pro Cys 


Pro 


Val 


Leu 


He 




20 


25 








30 






Pro Arg Trp 


Glu 


Pro Cys Leu Gly Gin 


Gly 


Gly Arg 


val 


Asp 


Gly 


Ser 


35 




40 






45 








Trp Asp Cys 


Asp 


lie Gly Arg Arg Gly 


Arg 


Ser Pro 


Ala 


Leu 


Ser 


Ser 


50 




55 




60 










Ala Gly Trp 


Ala 


Gly He His Leu Ala 


Ala 


Ser Gin 


Gly 


Leu 


Cys 


Pro 


65 




70 




75 ■ 








60 


Ala Gly Trp 


Ser 


Leu Cys Cys Pro Asn 


Gin 


Val Ser 


Thr 


Phe 


Pro 


Ala 






85 


90 








95 




Pro Met Arg 


Arg 


Glu Gly Gly Arg Trp 


Trp 


Leu Gly 


Trp 


Arg 








100 


105 








110 







<210> 3309 
<211> 737 
<212> DNA 

<213> Homo sapiens 
<400> 3309 

ggatcctggg cctggagaag aggcatgaat gtccaccaca ggggctctgc cggtcaggat 
60 

caaggtcaca ctggatgagg gagtcctgac cctctcccgg gctgagccca cctgtgctgc 
120 

ccccaggacc ccaagtacca gggtctgcgg gcacgtggcc gggagatccg gaaggagctt 
180 

gttcacctgt accccaggga ggcccagctt gaggagcagt tctacctgca ggcgctgaag 
240 

ctgcccaacc agacccaccc agacgtgccc gtcggggatg agagccaggc tcgagtgctc 
300 

cacatggtcg gagacaagcc agttttctcc ttccaacctc ggggccacct ggaaattggc 
360 

gagaaactcg acatcatccg tcagaagcgc ctgtcccacg tgtctggcca ccggtcctat 
420 

tacctgcgcg gggctggagc cctcctgcag cacggcctgg tcaacttcac attcaacaag 
480 
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cttctccgcc ggggcttcag ccccatgacg gtgccagacc ttctccgcgg agcagtgttt 
540 

gaaggctgtg ggatgacacc aaatgccaac ccatcccaaa tttacaacat cgaccctgcc 
600 

cgcttcaaag atctcaacct tgctggaaca gcggaggtgg ggcttgcagg ctacttcatg 
660 

gaccacaccg tggccttcag ggacctgcca gtcaggatgg tttgctccag cacctgctac 
720 

cgggcagaga caaacac 
737 

<210> 3310 
<211> 210 
<212> PRT 

<213> Homo sapiens 



<400> 3310 



Ala 


His 


Leu 


Cys 


Cys Pro Gin Asp Pro Lys Tyr Gin Gly 


Leu 


Arg 


Ala 


1 






5 10 






15 




Arg 


Gly Arg 


Glu 


He Arg Lys Glu Leu Val His 


Leu Tyr 


Pro 


Arg 


Glu 








20 


25 




30 






Ala 


Gin 


Leu 


Glu 


Glu Gin Phe Tyr Leu Gin Ala 


Leu Lys 


Leu 


Pro 


Asn 






35 




40 


45 








Gin 


Thr 


His 


Pro 


Asp Val Pro Val Gly Asp Glu 


Ser Gin 


Ala 


Arg 


Val 




50 






55 


60 








Leu 


His 


Met 


val 


Gly Asp Lys Pro Val Phe Ser 


Phe Gin 


Pro 


Arg 


Gly 


65 








70 75 








80 


His 


Leu 


Glu 


He 


Gly Glu Lys Leu Asp He He Arg Gin 


Lys 


Arg 


Leu 










85 90 






95 




Ser 


His 


val 


Ser 


Gly His Arg Ser Tyr Tyr Leu Arg Gly 


Ala 


Gly 


Ala 








100 


105 




110 






Leu 


Leu 


Gin 


His 


Gly Leu Val Asn Phe Thr Phe 


Asn Lys 


Leu 


Leu 


Arg 






115 




120 


125 








Arg 


Gly 


Phe 


Thr 


Pro Met Thr Val Pro Asp Leu 


Leu Arg 


Gly 


Ala 


Val 




130 






135 


140 








Phe 


Glu Gly 


Cys 


Gly Met Thr Pro Asn Ala Asn 


Pro Ser 


Gin 


He 


Tyr 


145 








150 155 








160 


Asn 


lie Asp 


Pro 


Ala Arg Phe Lys Asp Leu Asn 


Leu Ala 


Gly 


Thr 


Ala 










165 170 






175 




Glu 


Val Gly 


Leu 


Ala Gly Tyr Phe Met Asp His 


Thr Val 


Ala 


Phe 


Arg 








180 


185 




190 






Asp 


Leu 


Pro 


Val 


Arg Met Val Cys Ser Ser Thr 


Cys Tyr 


Arg 


Ala 


Glu 






195 




200 


205 








Thr 


Asn 


















210 

















<210> 3311 
<211> 486 
<212> DNA 

<213> Homo sapiens 
<400> 3311 

nngcggagcg gcggcggtgg cgacggcgat gggaccccag cgagagacct gcagccaggc 
60 
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tggctgcact tgctccacgg 
120 

aggaaagatc aaggagtaaa 
160 

atgagttctt gcagcaacgt 
240 

taccagcgct atggagtccg 
300 

atttgggagt atgaggatga 
360 

ttctggaagg ttggactcat 
420 

gcagtgggct ttcttgtgcc 
460 

gtcgac 
486 



gtcaggggat cggaggggga 
ccagaagaag aagaaaaaga 
ctgtgggtcc aggcaggcac 
gtcctacctg caccagtttt 
tttccagatc caaagatcac 
ctcaggtaca gtttttgtga 
ccccaaaatc gaagcatttg 



ttgaagaatg cgccattaaa 
ggacttcaaa gctgggaagg 
aggctgcagc tgagggtggt 
atgaggactg tacagcctca 
ccaacaggtg gagctcagta 
tcctcggatt gactgttctg 
gcgaagccga ttttgtggtg 



<210> 3312 














<211> 102 














<212> PRT 














<213> Homo sapiens 










<400> 3312 














Met Ser Ser 


Cys 


Ser 


Asn 


Val 


Cys Gly 


Ser Arg Gin Ala Gin Ala Ala 


1 


5 








10 is 


Ala Glu Gly 


Gly 


Tyr 


Gin 


Arg 


Tyr Gly 


Val Arg Ser Tyr Leu His Gin 




20 








25 


30 


Phe Tyr Glu 


Asp 


Cys 


Thr 


Ala 


Ser lie 


Trp Glu Tyr Glu Asp Asp Phe 


35 










40 


45 


Gin He Gin 


Arg 


Ser 


Pro 


Asn 


Arg Trp 


Ser Ser Val Phe Trp Lys Val 


50 








55 




60 


Gly Leu lie 


Ser 


Gly 


Thr 


Val 


Phe Val 


He Leu Gly Leu Thr Val Leu 


65 






70 






75 80 


Ala Val Gly 


Phe 


Leu 


Val 


Pro 


Pro Lys 


He Glu Ala Phe Gly Glu Ala 






85 








90 95 


Asp Phe Val 


Val 


Val 


Asp 









100 



<210> 3313 
<211> 1791 
<212> DNA 

<213> Homo sapiens 
<400> 3313 

nggctcggga gacgtacgag 
60 

ccgaggaggg ggagatcgac 
120 

cccggggcgg gtcgagttgg 
180 

ctgcgaagtc atcataaagt 
240 

tctgtggtgg aagcagacct 
300 



gaggaccggg 
tactcggccg 
cggcggcggc 
ttctgtttca 
cgtggaagcg 



agtacgagag 
aggaaggcga 
ggccgantgc 
cccgtcgtcc 
ctggaaaaat 



ccaggccaag 
gaaccgcggt 
gttctcgtca 
atgttcgagg 
ttgggacaat 



cgtctcaaga 
gaagcgacgc 
gccggaaggg 
actctgtgaa 
atgctatgtg 
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atgatgatgc catttaaacg acaggctcta gtggaatttg aaaacataga tagtgccaaa 
360 

gaatgtgtga catttgctgc agatgaaccc gtgtacattg ctggtcaaca ggcttttttc 
420 

aaetattcta caagcaaaag gatcactcgg ccaggaaata ctgatgatcc atcaggaggc 
460 

aacaaagtcc ttctgccctc aattcagaat ccgctttatc caattacagt ggatgtttta 
540 

tatactgtat gcaaccctgt tggcaaagtg caacgtattg ttatattcaa gagaaatggg 
600 

atacaagcaa tggttgagct tgaatcagtc ctttgtgccc agaaagctaa agcagcactc 
660 

aatggagctg atatatatgc tggatgttgc acactaaaaa ttgaatatgc acggccaact 
720 

cgtctaaatg ttattaggaa tgacaatgac agttgggact acactaaacc atatttggga 

780 

agacgagata gaggaaaggg ccgccagaga caagccattt tgggagaaca cccttcttcg 
640 

tttagacatg atggctatgg atcccatggt ccattattgc ctttaccaag tcgttacaga 
900 

atgggctctc gagatacacc tgaacttgtt gcttatccat taccacaggc ttcctcctct 
960 

tacatgcatg gaggaaaccc ctctggttca gctgtaatgg ttagtggatt acatcaacta 
1020 

aaaatgaatt gttcaagagt cttcaacctg ttctgcttat atggaaatat tgagaaggca 
1080 

aaatttatga agaccattcc tggtacagca ctggtagaaa tgggtgatga gtatgctgta 
1140 

gaaagagctg tcacacacct taataatgtc aaattatttg ggaaaagact taatgtttgc 
1200 

gtgtccaaac aacattcagc tgttccaagt caaatatttg agctggagga tggtaccagc 
1260 

agctacaaag attttgcaat gagcaaaaat aatcgcctta caagtgctgg ccaagcatct 
1320 

aagaatataa tccagccacc ctcctgtgtt ttgcattatt ataatgttcc attgtgtgtc 
1380 

acagaagaga ccttcacaaa gttgtgtaat gaccatgaag ttcttacatt catcaaatat 
1440 

aaagtgtttg atgcaaaacc ttcagccaaa acactttctg ggctattaga atgggagtgc 
1500 

aaaactgatg cagcagaagc ccttacggca ctgaatcact atcagataag agtgccgaat 
1560 

ggttccaatc cctatacatt gaagctttgc ttttctacat catcccattt ataagaagag 
1620 

aagagcatgt tagaatttat gttcaccttt attacaatct caaagctaca cttcattaaa 
1680 

aaaaaatcta aaatggttga tctcatgctg ccttgcttac cttaagatcc tgttetgtaa 
1740 

taaacatatt ttgccttgag taaatttgtt graagcttaa aaaaaaaaaa a 
1791 

c210> 3314 
c211> 537 
<212> PRT 
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<213> Homo sapiens 



<400> 3314 



Xaa 


Leu 


Gly 


Arg 


Arg Thr 


Arg Arg Thr 


Gly Ser Thr 


Arg Ala Arg Pro 


1 








5 




10 


15 


Ser 


Val 


Ser 


Arg 


Pro Arg 


Arg Gly Arg 


Ser Thr Thr 


Arg Pro Arg Lys 








20 




25 




30 


Ala 


Arg 


Thr 


Ala 


Val Lys 


Arg Arg Pro 


Gly Ala Gly 


Arg Val Gly Gly 






35 






40 




45 


Gly 


Gly 


Gly 


Arg 


Xaa Arg 


Ser Arg Gin 


Pro Glu Gly 


Leu Arg Ser His 




50 








55 


60 




His 


Lys 


val 


Ser 


Val Ser 


Pro Val Val 


His Val Arg 


Gly Leu Cys Glu 


65 








70 




75 


80 


Ser 


Val 


Val 


Glu 


Ala Asp 


Leu Val Glu 


Ala Leu Glu 


Lys Phe Gly Thr 










85 




90 


95 


lie 


Cys 


Tyr 


Val 


Met Met 


Met Pro Phe 


Lys Arg Gin 


Ala Leu Val Glu 








100 




105 




110 


Phe 


Glu 


Asn 


He 


Asp Ser 


Ala Lys Glu 


Cys Val Thr 


Phe Ala Ala Asp 


115 








120 




12S 




Glu 


Pro 


Val 


Tyr 


He Ala 


Gly Gin Gin 


Ala Phe Phe 


Asn Tyr Ser Thr 




130 








135 


14 0 




Ser 


Lys 


Arg 


He 


Thr Arg 


Pro Gly Asn 


Thr Asp Asp 


Pro Ser Gly Gly 


14 5 








150 




155 


160 


Asn 


Lys 


val 


Leu 


Leu Leu 


Ser He Gin 


Asn Pro Leu 


Tyr Pro He Thr 










165 




170 


175 


val 


Asp 


val 


Leu 


Tyr Thr 


Val Cys Asn 


Pro Val Gly 


Lys Val Gin Arg 








180 




185 




190 


lie 


Val 


He 


Phe 


Lys Arg 


Asn Gly He 


Gin Ala Met 


Val Glu Phe Glu 






195 






200 




205 


Ser 


Val 


Leu 


Cys 


Ala Gin 


Lys Ala Lys 


Ala Ala Leu 


Asn Gly Ala Asp 




210 








215 


220 




lie 


Tyr 


Ala 


Gly 


Cys Cys 


Thr Leu Lys 


He Glu Tyr 


Ala Arg Pro Thr 


225 








230 




235 


240 


Arg 


Leu 


Asn 


Val 


He Arg 


Asn Asp Asn 


Asp Ser Trp 


Asp Tyr Thr Lys 










245 




250 


255 


Pro 


Tyr 


Leu 


Gly 


Arg Arg 


Asp Arg Gly 


Lys Gly Arg 


Gin Arg Gin Ala 








260 




265 




270 


He 


Leu 


Gly 


Glu 


His Pro 


Ser Ser Phe 


Arg His Asp 


Gly Tyr Gly Ser 






275 






280 




285 


His 


Gly 


Pro 


Leu 


Leu Pro 


Leu Pro Ser 


Arg Tyr Arg 


Met Gly Ser Arg 




290 








295 


300 




Asp 


Thr 


Pro 


Glu 


Leu Val 


Ala Tyr Pro 


Leu Pro Gin 


Ala Ser Ser Ser 


305 








310 




31S 


320 


Tyr 


Met 


His 


Gly 


Gly Asn 


Pro Ser Gly 


Ser Val Val 


Met Val Ser Gly 










325 




330 


335 


Leu 


His 


Gin 


Leu 


Lys Met 


Asn Cys Ser 


Arg Val Phe 


Asn Leu Phe Cys 








340 




345 




350 


Leu 


Tyr 


Gly 


Asn 


He Glu 


Lys Val Lys 


Phe Met Lys 


Thr He Pro Gly 






355 






360 




365 


Thr 


Ala 


Leu 


Val 


Glu Met 


Gly Asp Glu 


Tyr Ala Val 


Glu Arg Ala Val 




370 








375 


380 




Thr 


His 


Leu 


Asn 


Asn Val 


Lys Leu Phe 


Gly Lys Arg 


Leu Asn Val Cys 


385 








390 




395 


400 


Val 


Ser 


Lys 


Gin 


His Ser 


Val Val Pro 


Ser Gin He 


Phe Glu Leu Glu 
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405 




410 




415 


Asp Gly 


Thr 


Ser 


Ser Tyr Lys 


Asp 


Phe Ala Met 


Ser 


Lys Asn Asn Arg 






420 






425 




430 


Phe Thr 


Ser 


Ala 


Gly Gin Ala 


Ser 


Lys Asn lie 


He 


Gin Pro Pro Ser 




435 






440 






445 


Cys Val 


Leu 


His 


Tyr Tyr Asn 


Val 


Pro Leu Cys 


Val 


Thr Glu Glu Thr 


450 






455 






460 




Phe Thr 


Lys 


Leu 


Cys Asn Asp 


His 


Glu Val Leu 


Thr 


Phe He Lys Tyr 


465 






470 




475 




480 


Lys Val 


Phe 


Asp 


Ala Lys Pro 


Ser Ala Lys Thr Leu Ser Gly Leu Leu 








465 




490 




495 


Glu Trp 


Glu 


Cys 


Lys Thr Asp 


Ala 


Val Glu Ala 


Leu 


Thr Ala Leu Asn 






500 






505 




510 


His Tyr 


Gin 


lie 


Arg Val Pro 


Asn Gly Ser Asn Pro Tyr Thr Leu Lys 




515 






520 






525 


Leu Cys 


Phe 


Ser 


Thr Ser Ser 


His 


Leu 






530 






535 











<210> 3315 

<211> 934 

<212> DNA 

<213> Homo sapiens 

<400> 3315 

ngggcggcgg catggcagca tcttccctga cggtcacctt agggcggctg gcgtccgcgt 
60 

gcagccacag catcctgaga ccttcggggc ccggagcagc ctccctttgg tctgcctctc 
120 

gaaggttcaa ttcacagagc acttcatatc taccagggta atatcaaaat atatgttcct 
160 

aaaacatccc tgagttcacc accttggcca gaagttgttc tgccagaccc agctgaggag 
240 

accagacacc atgcagaggt cgtgaagaag gtgaatgaga tgatcgtcac ggggcagtat 
300 

ggcaggctct ttgccgtggt gcactttgcc agccgccagt ggaaggtgac ctctgaagac 
360 

ctgatcttaa ttggaaatga actagacctt gcgtgtggag agagaattcg actggagaag 
420 

gtcctgctgg ttggggcaga caacttcacg ctgcttggca agccactcct cggaaaggat 
480 

cttgttcgag tagaagccac agtcattgaa aagacagaat catggccaag aatcattatg 
54 0 

agattcagga aaaggaaaaa cttcaagaag aaaagaatcg ccacgacccc gcagactgtc 
600 

ctccggataa acagcattga gattgctccg tgtttgttgt gattaccgag ttaacactta 
660. 

caaaaggata aaaataaact cctgcttccc aaggagacca ggtttctgtg ttctggttta 
720 

aagccgtgca tgcctgttgt agacagttca actggagcag catgtctgta agcaccaggc 
780 

ccccgagcca gagaaaacag gaactggggg agaatgacaa gcatggecct cccagggctg 
840 

gataaatagt attcttggca gccctccacc ccatgtggcg gcggcagggc ccaggggagc 
900 
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ggggcgggga tgcagattga tcttggagct gcag 
934 

<210> 3316 
<211> 187 
<212> PRT 

c213> Homo sapiens 
<400> 3316 

Asp Leu Arg Gly Pro Glu Gin Pro Pro Phe Gly Leu Leu Leu Glu Gly 

15 10 15 

Ser lie His Arg Ala Leu His lie Tyr Gin Gly Asn He Lys He Tyr 

20 25 30 

Val Pro Lys Thr Ser Leu Ser Ser Pro Pro Trp Pro Glu Val Val Leu 

35 40 45 

Pro Asp Pro Val Glu Glu Thr Arg His His Ala Glu Val Val Lys Lys 

50 55 60 

Val Asn Glu Met He Val Thr Gly Gin Tyr Gly Arg Leu Phe Ala Val 
65 70 75 80 

Val His Phe Ala Ser Arg Gin Trp Lys Val Thr Ser Glu Asp Leu He 

85 90 9S 

Leu He Gly Asn Glu Leu Asp Leu Ala Cys Gly Glu Arg He Arg Leu 

100 105 HO 

Glu Lys Val Leu Leu Val Gly Ala Asp Asn Phe Thr Leu Leu Gly Lys 

115 120 125 

Pro Leu Leu Gly Lys Asp Leu Val Arg Val Glu Ala Thr Val He Glu 

130 135 140 

Lys Thr Glu Ser Trp Pro Arg He He Met Arg Phe Arg Lys Arg Lys 
145 150 155 160 

Asn Phe Lys Lys Lys Arg He Val Thr Thr Pro Gin Thr Val Leu Arg 

165 170 175 

He Asn Ser He Glu He Ala Pro Cys Leu Leu 
180 185 

<210> 3317 
<211> 1665 
<212> DNA 

<213> Homo sapiens 
<400> 3317 . 

ntcattattt tccgaaatga atgtagtaga atttcagaat ggcttctgga acatgtttcc 
60 

tgttaaaagg cctagaatat cctgcagtgg tagagtttgc tccattccag aagatagcca 
120 

aaaagaagct gagaaaaaaa gatgccaaga ctggaagcat cgaagatggt gagccctttc 
180 

caagtgctac gttatgaagc tgccaaatta agaacactga gcaaatgtaa ttctcccgta 
240 

gttgggaaag attatattta ttttcttcct actttttaat gtctagatcc agaatataag 
300 

aagtttttag aaacctactg tgtggaggaa gagaagacca gtgccaaccc tgagactctg 
360 

ctgggggaga tggaggcgaa gacaagagag ctcattgcta gaagaaccac acctcttttg 
420 
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gaatatacta aaaatagaaa 
4B0 

cggaggagga gagagttaga 
54 0 

gaagaagaaa gacgcaaaaa 
600 

gtaaggatta agcttcttaa 
660 

aaagaaagag gagaggagat 
720 

gcagtcgtaa aagccaggcc 
780 

agcggcagtg ataaagagca 
840 

caaagatacc atgtggatga 
900 

tccagaagga gtgaggatga 
960 

aaggggagcc aggacagcgg 
1020 

aggtgtgacg acagtccagc 
1080 

cccaaaaaga aaaatgtgtc 
1140 

ccccacttgg ccttgtgtct 
1200 

tcctgaaagc cagatcccag 
1260 

tttttcacca ggaaaaagaa 
1320 

acttgagaat aagattatta 
1380 

ccatggaggt ttcttccaca 

1440 

ctcacaaaca cctgtaagtt 
1500 

cttagccaag caaacaactt 
1560 

ccagcgcagc accacagatg 
1620 

ctagcaaact gagggctgcc 
1665 



attagaaaag cagagaattc 
aaagaaacgc ttgcgggaag 
aaaagagaca gataaacaga 
gaaaccagaa aagggagagg 
tgatactgga ggtggcaagc 
catggaaggc tcgctggagg 
cagggatgtg gagagatctc 
cggcaggagg cacagagctc 
gcagagatgg gggaaaggac 
ggctccgggg gaggccatgg 
acccagaaaa gagcgactgg 
tggctgtctt aaggtccagg 
tggggaacgc agtgctttga 
agtgagacta gtcatcatct 
agattttatt tagtataaaa 
aatttaccct tgagacagga 
ccattaacaa cattctgatt 
agatccgcac ggacggtgag 
ttttttttca ggagctaatt 
gcatcacctt tctgacagca 
tagggttcca gttcccactc 



gagaagagaa gcgagaagaa 
aggaaaaaag aagaagaaga 
agaaaattgc agagaaagaa 
aaccaaccac agagaaacca 
aggaatcctg tgcccccggt 
agccccagga gacgtcacac 
aagaacaaga atctgaagea 
accacgagcc tgaacggctt 
ctggccaaga cagagggaag 
agagactggg aagagcgcag 
caaacaaggt ttttattaaa 
ctgcatgctg accatgtcac 
gcattttcaa gagcagtttt 
tttctcagat aatcaaatca 
ctagcacgtt tatatgattc 
aggaaagttt caatgatatt 
actggtgaat attcccatgg 
cacaggactg tggttacccc 
tttgttcagg ttgcattttc 
ccaggcccca ccctggcctc 
acctc 



<210> 3318 

<211> 253 

<212> PRT 

<213> Homo sapiens 



<400> 3318 

Met Glu Ala Lys Thr Arg Glu Leu 
1 5 

Leu Glu Tyr lie Lys Asn Arg Lys 
20 

Glu Lys Arg Glu Glu Arg Arg Arg 



lie Ala Arg Arg Thr Thr Pro Leu 

10 15 
Leu Glu Lys Gin Arg lie Arg Glu 
25 30 
Arg Glu Leu Glu Lys Lys Arg Leu 
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35 

Arg Glu Glu Glu Lys Arg 
50 

Lys Glu Thr Asp Lys Gin 
65 70 
Lys Leu Leu Lys Lys Pro 

85 

Pro Lys Glu Arg Gly Glu 
100 

Ser Cys Ala Pro Gly Ala 
115 

Leu Glu Glu Pro Gin Glu 
130 

Arg Asp Val Glu Arg Ser 
14S 150 
His Val Asp Asp Gly Arg 

165 

Leu Ser Arg Arg Ser Glu 
160 

Gin Asp Arg Gly Lys Lys 
195 

Ala Met Glu Arg Leu Gly 
210 

Pro Arg Lys Glu Arg Leu 
225 230 
Lys Asn Val Ser Gly Cys 

245 

<210> 3319 
<211> 1541 
<212> DNA 
<213> Homo sapiens 

<400> 3319 

nncggccgcg gggcgcgccc gctcccaagt cggcttcctc cccgccgggg ccgctttgcc 
60 

tcgggtctcc ccattctcca ggtcccctga actgcacagt cggaggccgt gggcggcggg 
120 

ctctgcctcc gccgagggac agccggatcg cccctctgct tcccgcaact gccctgacca 
160 

ccccccgtcc cagcccttga gtgaacgtcc ttctgagcgg cttcctgggg tcctceccac 
240 

gtcccaaagg ccggcaagat ggtgtcctgg atgatctgtc gcctggtggt gctggtgttt 
300 

gggatgctgt gtccagctta tgcctcctat aaggctgtga agaccaagaa cattcgtgaa 
360 

tatgtgcggt ggatgatgta ctggattgtt tttgcactct tcatggcagc agagatcgct 
420 

acagacattt ttatctcctg gttccctttc tactatgaga tcaagatggc cttcgtgctg 
480 

tggctgctct caccctacac caagggcgcc agcctgcttt accgcaagtt tgtccacccg 
540 

tccctgtccc gccatgagaa ggagatcgac gcgtacatcg tgcaggccaa ggagcgcagc 
600 



2506 



40 

Arg Arg Arg Glu Glu 
S5 

Lys Lys lie Ala Glu 

75 

Glu Lys Gly Glu Glu 
90 

Glu lie Asp Thr Gly 
105 

val Val Lys Ala Arg 
120 

Thr Ser His Ser Gly 
135 

Gin Glu Gin Glu Ser 

155 

Arg His Arg Ala His 
1*70 

Asp Glu Gin Arg Trp 
165 

Gly Ser Gin Asp Ser 
200 

Arg Ala Gin Arg Cys 
215 

Ala Asn Lys Val Phe 

235 

Leu Lys Val Gin Ala 
250 



45 

Glu Arg Cys Lys Lys 
60 

Lys Glu Val Arg lie 

80 

Pro Thr Thr Glu Lys 
95 

Gly Gly Lys Gin Glu 
110 

Pro Met Glu Gly Ser 
125 

Ser Asp Lys Glu His 
140 

Glu Ala Gin Arg Tyr 

160 

His Glu Pro Glu Arg 
175 

Gly Lys Gly Pro Gly 
190 

Gly Ala Pro Gly Glu 
205 

Asp Asp Ser Pro Ala 
220 

He Lys Pro Lys Lys 

240 

Ala Cys 
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tacgagaccg 


tgctcagctt 


cgggaagcgg 


660 






caggctgcca 


ccaagagtca 


gggggcgctg 


720 






gacctgcgct 


ccatctctga 


cgcacctgcc 


780 






gaccaggtgt 

— 1 w w w 


cccaccggag 


gccacccatt 


840 






gacaccgagg 


atgagtgttg 


gtcagatact 


900 






cgagagaagc 

w w w w 


ccctaatccg 


cagccagagc 


960 






cgggagggca 

WWW WWW 


cctcgcgctc 

w • 


cctgaaggtt 


1020 






gtggacagct 

Www W 


agggtctgct 


gcatctgccc 


1080 






oaoctatttci 


qa.qqaa.CCt t 


gggctgcaca 


1140 






ccaccctcct 


gactcctgct 


gatggttaag 


1200 






gcagggatgc 


acccacaatg 


taccaaagca 


1260 






gctctgccct 


ctcccttccc 


cggttgtggg 


1320 






tccctgaacc 


cctgcaaatg 


aaaccaaacg 


1380 






cttcaaagta 


cttgatagcc 


tttcataagg 


1440 






tgtgttggtg 


agtgaggtca 


ggtttgcgag 


1500 






aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1541 







ggcctcaaca ttgccgcctc cgctgctgtg 
gccggcaggc tgcggagctt ctccatgcag 
cctgcctacc atgaccccct ctacctggag 
gggtaccggg ccgggggcct gcaggacagc 
gaggcagtcc cccgggcgcc agcccggccc 
ctgcgtgtgg tcaagaggaa gccaccggtg 
cggacgagga aaaagactgt gccctcagac 
ccttcttacc tcgtgccctg cagggctcca 
tctggcctgc ctgcaccagc tgcctgggcc 
ggccgggagc agatgctgcc aaggccacat 
ggctgggccc agggttctat ttattgcctt 
acaagagccc tccctgaacc cctgcaaccc 
tccacctggg tgtgttcatt ccttcctgtc 
cctggcacat gtgtcctggt tgtgtgtgtg 
tgttttgata aataaataca taaaggggca 
aaaaaaaaaa a 



<210> 3320 

<211> 256 

c212> PRT 

<213> Homo sapiens 



<4O0> 3320 



Val Ser 


Trp 


Met 


He 


Cys 


Arg 


Leu 


val 


Val Leu val Phe Gly Met Leu 


1 




5 










10 15 


Cys Pro 


Ala 


Tyr 


Ala 


Ser 


Tyr 


Lys 


Ala 


Val Lys Thr Lys Asn He Arg 




20 










25 


30 


Glu Tyr 


Val 


Arg 


Trp 


Met 


Met 


Tyr 


Trp 


He Val Phe Ala Leu Phe Met 




35 










40 




45 


Ala Ala 


Glu 


He 


Val 


Thr 


Asp 


He 


Phe 


He Ser Trp Phe Pro Phe Tyr 


50 










55 






60 


Tyr Glu 


lie 


Lys 


Met 


Ala 


Phe 


Val 


Leu 


Trp Leu Leu Ser Pro Tyr Thr 


65 






70 








75 80 


Lys Gly 


Ala 


Ser 


Leu 


Leu 


Tyr 


Arg 


Lys 


Phe Val His Pro Ser Leu Ser 






85 










90 95 


Arg His 


Glu 


Lys 


Glu 


He 


Asp 


Ala 


Tyr 


He Val Gin Ala Lys Glu Arg 




100 










105 


110 


Ser Tyr 


Glu 


Thr 


Val 


Leu 


Ser 


Phe 


Gly 


Lys Arg Gly Leu Asn He Ala 
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lis 




1 5fl 








Al a Car 


Ala 


Al A 


VelX bin Ala Ala lfir LyS 


ser u±n 


Gxy Ala 


Leu Ala 


130 






135 

A ^ w 


14 0 






GXy Arg 


Leu 


Arg 


Ser Phe Ser Met Gin Asp 


Leu Arg 


Ser He 


Ser Asp 


14 5 






150 


155 




160 


Ala Pro 


Ala 


Pro 


Ala Tyr His Asp Pro Leu 


Tyr Leu 


Glu Asp 


Gin Val 








165 170 






175 


Ser His 


Arg 


Arg 


Pro Pro lie Gly Tyr Arg 


Ala Gly 


Gly Leu 


Gin Asp 






180 


185 




190 




Ser Asp 


Thr 


Glu 


Asp Glu Cys Trp Ser Asp 


Thr Glu 


Ala Val 


Pro Arg 




195 




200 




205 




Ala Pro 


Ala 


Arg 


Pro Arg Glu Lys Pro Leu 


He Arg 


Ser Gin 


Ser Leu 


210 






215 


220 






Arg Val 


Val 


Lys 


Arg Lys Pro Pro Val Arg 


Glu Gly 


Thr Ser 


Arg Ser 


225 






230 


235 




240 


Leu Lys 


Val 


Arg 


Thr Arg Lys Lys Thr Val 


Pro Ser 


Asp Val 


Asp Ser 



245 250 255 



<210> 3321 
<211> 1536 
<212> DNA 

<213> Homo sapiens 
<400> 3321 

nnacgcgtcg tagacgttgg ggagcgggaa ggcaacggca gcgggatcgg gatgaacagc 
60 

ggcggcggct tcggtttggg cttaggcttc ggcctcaccc ccacgtcggt gattgaggtg 
120 ^ 

acgaatctgt cgtcggcggt gaccagcgag cagatgcgga cgcttttttc cttcctagga 
180 

gaaatcgagg agctgcggct ctaccccccg gacaacgcac ctcttgcttt ttcctccaaa 
240 

gtatgctatg ttaagtttcg tgatccatca agtgttggcg tggcccagca tctaactaac 
300 

acggttttta ttgacagagc tctgatagtt gttccttgtg cagaaggtaa aatcccagag 
360 

gaatccaaag ccctctcttt attggctcct gctccaacca tgacaagtct gatgcctggt 
420 

gcaggattgc ttccaatacc gaccccaaat cctttgacta ctcttggtgt ttcacttagc 
48 0 

agtttgggag ctataccagc agcagcacta gaccccaaca ttgcaacact tggagagata 
54 0 

ccacagccac cacttatggg aaacgcggat ccttccaaaa tagatgaaat taggagaacg 
600 

gtttatgttg gaaatctgaa ttcccagaca acgacagctg atcaactact tgaatttttt 
660 

aaacaagttg gagaagtgaa gtttgcggat ggcagaataa atcactccaa caatgcaata 
720 

gtaaaacccc ctgagatgac acctcaggct gcagctaagg agttagaaga agtaatgaag 
780 . * ' " " 

cgagtacgag aagctcagtc atttatctca gcagctattg aaccagagtc tggaaagagc 
840 

aatgaaagaa aaggcggtcg atctcgttcc catactcgct caaaatccag gtctagctca 
900 
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aaatcccact ctagaaggaa aagatcacaa tcaaaacaca ggagtagatc ccataataga 
960 

tcacgttcaa gacagaaaga cagacgtaga tctaagagcc cacataaaaa acgctctaaa 
1020 

tcaagggaga gacggaagtc aaggagtcgt tcgcattcac gggacaagag aaaagacact 
1080 

cgagaaaaga tcaaggaaaa ggaaagagtg aaagagaaag acagggaaaa ggagagagag 
1140 

agggaaaagg aacgtgaaaa agaaaaggaa cggggtaaaa acaaagaccg ggacaaggaa 
1200 

cgggaaaagg accgggaaaa agacaaggaa aaggacagag agagagaacg ggaaaaagag 
1260 

catgagaagg atcgagacaa agagaaggaa aaggaacagg acaaagaaaa ggaacgagaa 
1320 

aaagacagat ccaaagagat agatgaaaaa aagaaagaag gataaaaaat ccagaacacc 
1360 

acccaggagt tacaatgcat cgcgaagatc tcgtagttcc agcagggaaa ggcgtaggag 
1440 

gaggagcagg agttcttcca gatcgccaag aacatcaaaa accataaaaa ggaaatcttc 
1500 

tagatctccg tcccccagga gaaataagaa ggataa 
1536 

■ 

<210> 3322 

<211> 454 

<212> PRT 

<213> Homo sapiens 

<400> 3322 



Xaa 


Arg 


Val 


Val 


Asp 


Val 


Gly 


Glu Arg 


Glu 


Gly Asn Gly Ser Gly 


He 


1 






5 










10 




15 




Gly 


Met 


Asn 


Ser 


Gly 


Gly 


Gly 


Phe 


Gly 


Leu 


Gly Leu Gly Phe Gly 


Leu 






20 










25 




30 






Thr 


Pro 


Thr 


Ser 


Val 


He 


Gin 


Val 


Thr 


Asn 


Leu Ser Ser Ala 


Val 


Thr 






35 










40 






45 






Ser 


Glu 


Gin 


Met 


Arg 


Thr 


Leu 


Phe 


Ser 


Phe 


Leu Gly Glu He 


Glu 


Glu 




50 










55 








60 






Leu 


Arg 


Leu 


Tyr 


Pro 


Pro 


Asp 


Asn 


Ala 


Pro 


Leu Ala Phe Ser 


Ser 


Lys 


65 






70 










75 




80 


Val 


Cys 


Tyr 


Val 


Lys 


Phe 


Arg 


Asp 


Pro 


Ser 


Ser Val Gly val 


Ala 


Gin 






85 










90 




95 




His 


Leu 


Thr 


Asn 


Thr 


Val 


Phe 


He 


Asp 


Arg 


Ala Leu He Val 


val 


Pro 








100 










105 




110 






Cys 


Ala 


Glu 


Gly 


Lys 


He 


Pro 


Glu 


Glu 


Ser 


Lys Ala Leu Ser 


Leu 


Leu 




115 








120 






125 






Ala 


Pro 


Ala 


Pro 


Thr 


Met 


Thr 


Ser 


Leu 


Met 


Pro Gly Ala Gly Leu Leu 




130 










135 








140 






Pro 


He 


Pro 


Thr 


Pro 


Asn 


Pro 


Leu 


Thr 


Thr 


Leu Gly Val Ser 


Leu 


Ser 


145 










150 










155 




160 


Ser 


Leu 


Gly 


Ala 


He 


Pro 


Ala 


Ala 


Ala 


Leu 


Asp Pro Asn He 


Ala 


Thr 








165 










170 




175 




Leu 


Gly 


Glu 


lie 


Pro 


Gin 


Pro 


Pro 


Leu 


Met 


Gly Asn Val Asp Pro 


Ser 






180 










185 




190 






Lys 


He 


Asp 


Glu 


He 


Arg 


Arg 


Thr 


Val 


Tyr 


Val Gly Asn Leu 


Asn 


Ser 
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195 




200 








205 








Gin 


Thr 


Thr 


Thr Ala 


Asp Gin Leu Leu 


Glu 


Phe 


Phe 


Lys 


Gin 


Val 


Gly 




210 






215 






220 










Glu 


Val 


Lys 


Phe Ala 


Asp Gly Arg lie 


Asn 


His 


Ser 


Asn 


Asn 


Ala 


He 


225 








230 




235 










240 


Val 


Lys 


Pro 


Pro Glu 


Met Thr Pro Gin 


Ala 


Ala 


Ala 


Lys 


Glu 


Leu 


Glu 








245 




250 










255 




Glu 


Val 


Met 


Lys Arg 


Val Arg Glu Ala 


Gin 


Ser 


Phe 


He 


Ser 


Ala 


Ala 








260 


265 










270 






lie 


Glu 


Pro 


Glu Ser 


Gly Lys Ser Asn 


Glu 


Arg 


Lys 


Gly 


Gly 


Arg 


Ser 






275 




280 








285 








Arg 


Ser 


His 


Thr Arg 


Ser Lys Ser Arg 


Ser 


Ser 


Ser 


Lys 


Ser 


His 


Ser 




290 






295 






300 










Arg 


Arg 


Lys 


Arg Ser 


Gin Ser Lys His 

• 


Arg 


Ser Arg 


Ser 


His 


Asn 


Arg 


305 








310 




315 










320 


Ser 


Arg 


Ser 


Arg Gin 


Lys Asp Arg Arg 


Arg 


Ser Lys 


Ser 


Pro 


His 


Lys 








325 




330 










335 




Lys 


Arg 


Ser 


Lys Ser 


Arg Glu Arg Arq 


Lys 


Ser 


Arg 


Ser 


Arg 


Ser 


His 








340 


Jt J 










J J u 






Ser 


Arg 


Asp 


Lys Arg 


Lys Asp Thr Arg 


Glu 


Lys 


lie 


Lys 


Glu 


Lys 


Glu 






355 




360 








365 








Arg 


val 


Lys 


Glu Lys 


Asp Arg Glu Lys 


Glu 


Arg 


Glu 


Arg 


Glu 


Lys 


Glu 




370 






375 






380 










Arg 


Glu 


Lys 


Glu Lys 


Glu Arg Gly Lys 


Asn 


Lys 


Asp 


Arg 


Asp 


Lys 


Glu 


385 








390 




395 










400 


Arg 


Glu 


Lys 


Asp Arg 


Glu Lys Asp Lys 


Glu 


Lys 


Asp 


Arg 


Glu 


Arg 


Glu 








405 




410 










415 




Arg 


Glu 


Lys 


Glu His 


Glu Lys Asp Arg 


Asp 


Lys 


Glu 


Lys 


Glu 


Lys 


Glu 








420 


425 










430 






Gin 


Asp 


Lys 


Glu Lys 


Glu Arg Glu Lys 


Asp 


Arg 


Ser 


Lys 


Glu 


He 


Asp 






435 




440 








445 








Glu 


Lys 


Lys 


Lys Glu 


Gly 


















450 























<210> 3323 
<211> 949 
<212> DNA 

<213> Homo sapiens 
<400> 3323 

ntcatgattc ttcactagaa gtttgtgatt taaagatttg tgatgaagaa attccactat 
60 

gcaagtggca tggcttccca gttataaaat ctcagctctt gagagggcct cagagctaac 
120 

ttctacccca ggtactgtgc cttgcacaac ataaggcaag ccagcctctg actgaacatg 
180 

cctggaaagg agttcaatat cttacttaac atctctcagg aagatgtgcc atcttcaact 
240 

ggaccattgg cttctgagta agctgtgtta ggcctgggct agacctaatg gtttattatt 
300 

ggtggagaga aagatctgga aatacttgag gttattacat actagattag cttctaatgt 
360 

gaaccatttt tcttttaaca gtgataaatt attatttccg aagttaactg ttcccttggt 
420 
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cgtgatacac actcgattaa caaacatact gttgtatttt ttccagtttt gtttggctat 
480 

gccaccacag tcatccccag ggtctataca tactatgttt caactgcatt atttgccatt 
540 

tttggcatta gaatgcttcg ggaaggctta aagatgagcc ctgatgaggg tcaagaggaa 
600 

ctggaagaag ttcaagctga attaaagaag aaagatgaag aagtaagcca tggcactgtt 
660 

gatctggacc aaaaaggcac tcaactagga ataaacactc tacagaggtt tctcagtggc 
720 

cccatctgtg tgatatgcgg ggctacacaa aaatagcttc ttttgctttg ttctgttctt 
780 

atacctgtct gtgatctgac ttggggttgg tgtgaatgta gtagagaaag gaagctgaca 
840 

gacgaatact gaacacaggt aatcagtttc cttaattagg ttgattataa gctcctgaaa 
900 

agcaggaact gaattttata attttacctg ttttctccca tggagtctt 
949 

c210> 3324 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3324 



lie He He 


Ser 


Glu Val Asn 


Cys 


Ser 


Leu 


Gly Arg 


Asp 


Thr 


His Ser 


1 




5 






10 








15 


He Asn Lys 


His 


Thr Val Val 


Phe 


Phe 


Pro 


Val Leu 


Phe 


Gly 


Tyr Ala 


20 






2S 








30 




Thr Thr Val 


He 


Pro Arg Val 


Tyr 


Thr 


Tyr 


Tyr Val 


Ser 


Thr 


Val Leu 


35 






40 








45 






Phe Ala He 


Phe 


Gly He Arg 


Met 


Leu 


Arg 


Glu Gly 


Leu 


Lys 


Met Ser 


50 




55 








60 








Pro Asp Glu 


Gly 


Gin Glu Glu 


Leu 


Glu 


Glu 


Val Gin 


Ala 


Glu 


Leu Lys 


65 




70 








75 






80 


Lys Lys Asp 


Glu 


Glu Val Ser 


His 


Gly 


Thr 


Val Asp 


Leu 


Asp 


Gin Lys 




85 






90 








95 


Gly Thr Gin 


Leu 


Gly He Asn 


Thr 


Leu 


Gin 


Arg Phe 


Leu 


Ser 


Gly Pro 


100 






105 








110 




He Cys Val 


He 


Cys Gly Ala 


Thr 


Gin 


Lys 










115 






120 















<210> 3325 
<211> 5055 
<212> DNA 

<213> Homo sapiens 
<400> 3325 

agacagtccg ggagctgctg cggccgcgct gtctgcttct cctgcgcctc cttttcgccc 
60 

agcactagcg ccttaggcca gctcggggga tgtgagagcc gaagccctta gactggccag 
120 

gcacagagtc gggtcgggat ttgtcagcca agcctcggct ccagctccgc aatctcggga 
180 
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ctcacccgag cgacccaggc ccgacggcaa gttcgggcgg gacggcggcc gccgcgcgct 
240 

caggctcagc ttcgctgccc gcccagaaga tgaatccggc ctcggcgccc cctccgctcc 
300 

cgccgcctgg gcagcaagtg atccacgtca cgcaggacct agacacagac ctcgaagccc 
360 

tcttcaactc tgtcatgaat ccgaagccta gctcgtggcg gaagaagatc ctgccggagt 
420 

ctttctttaa ggagcctgat tcgggctcgc actcgcgcca gtccagcacc gactcgtcgg 
480 

gcggccacca ggggcctcga ctggctgggg ggtgcccagc atgtccgctc gcactcgtcg 
S40 

cccgcgtccc tgcagctggg caccggcgcg ggcgctgcgg gtagccccgc gcagcagcac 
600 

gcgcacctcc gccagcagtc ctacgacgtg accgacgagc tgccactgcc cccgggctgg 
660 

gagatgacct tcacggccac tggccagagg tacttcctca atcacataga aaaaatcacc 
720 

acatggcaag accccaggaa ggcgatgaat cagcctctga atcatatgaa cctccaccct 
780 

gccgtcagtt ccacaccagt gcctcagagg tccatggcag taccccagcc aaacctcgtg 
840 

atgaatcacc aacaccagca gcagatggcc cccagtaccc tgagccagca gaaccgcccc 
900 

actcagaacc cacccgcagg gctcacgagt atgcccaatg cgctgaccac tcagcagcag 
960 

cagcagcaga aactgcggct tcagagaatc cagatggaga gagaaaggat tcgaatgcgc 
1020 

caagaggagc tcatgaggca ggaagctgcc ctctgtcgac agctccccat ggaagctgag 
1080 

actcttgccc cagtccaggc tgctgtcaac ccacccacga tgaccccaga catgagatcc 
1140 

atcactaata atagctcaga tcctttcctc aatggagggc catatcattc gagggagcag 
1200 

agcactgaca gtggcctggg gttagggtgc tacagtgtcc ccacaactcc ggaggacttc 
1260 

ctcagcaatg tggatgagat ggatacagga gaaaacgcag gacaaacacc catgaacatc 
1320 

aatccccaac agacccgttt ccctgatttc cttgactgtc ttccaggaac aaacgttgac 
1380 

ttaggaactt tggaatctga agacctgatc cccctcttca atgatgtaga gtctgctctg 
1440 

aacaaaagtg agccctttct aacctggctg taatcactac cattgtaact tggatgtagc 
1500 

catgacctta catttcctgg gcctcttgga aaaagtgatg gagcagagca agtctgcagg 
1560 

tgcaccactt cccgcctcca tgactcgcgc tccctccttt ttatgttgcc agtttaatca 
1620 

ctgcctggtt ttgattgaga gtaacttaag ttaaacataa ataaatattc tattttcatt 
1680 

ttctgcaagc ctgcgttctt gtgacagatt atacagaatt gtgtctgcag gattgactat 
1740 

gcagaatact tttctctttc ttctctgctg ccccatggct aagctttatg ggtgttaatt 
1800 
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gaaatttata caccaattga 
I860 

agggcatctt ggtccaggaa 
1920 

gtattgatga cagtagtacc 
1980 

ttgtatggat agtaaaattc 
2040 

tctgatggct cttattagtc 
2100 

tcgttatttt actgcagagc 
2160 

gcagcattag tcacagttct 
2220 

ttatgagcat tttattcaaa 
2280 

tgcagcttag aatctgatgg 
2340 

cgagttttgc tcttgttgtc 
2400 

ctctgccttc tgggttcaag 
2460 

ggcgcctgcc accacgtccg 
2520 

taatggtcag gctgttctca 
2580 

aagtgctggg attactggcg 
2640 

actgtaattt tgtagctgat 
2700 

ctgtattttt gtcttttgaa 
2760 

atagcacacc acacacagtg 
2820 

ttcctagact tcaagtgttt 
2880 

tctgactgac atgtaaaaaa 
2940 

tgaattcagt aaaattgatt 
3000 

taaaaaggca tgaaatatgt 
3060 

cttttaagga ctgagagagc 
3120 

gaagtcctca actgtttaat 
3180 

tttttgaaag actttaataa 
3240 

cttatttgtt ggggatctta 
3300 

agtacactgg atcatgttgg 
3360 

ttatggaata tcgtggaaag 
3420 



ttttaaacca taaaaagctg 
atgtgcacaa aattcgacct 
aaatgcttta aaaactattt 
tactgtatgg aatacaatgt 
tgtatttata aaggcacaca 
atctagacaa cttagtccct 
tacactacag atcttgtgaa 
caaaagtttt tgaaatatta 
tttttttttt ttctcgatgt 
caggctggaa tgcaatggca 
cgattctcct gccttagcct 
gctaattttt cgtattttga 
aactcccgat ctcaggtgat 
tgagccaccg cacccggcct 
gacaaaaggc agccaaatgt 
ataactctga aaacatcagg 
agctgttgct ttttaaattc 
aaaataattc tatctatgaa 
aaaatgccct ttgagggtgt 
cctaagtata ttatcctaat 
attcaatacc tcttacgtaa 
atcatgttca actggcatgc 
attttgaact aatattattt 
tttgagtctc tgagaggata 
aataagattc cttttgacct 
aaagaaggca agtgaaaagg 
gatactagtt gtgaaatgga 



accacaggca gttacttctg 
gacttacagt ttcaaaaacc 
aacttgagct ttaaaaatca 
aattttgaat ccatgctggc 
gtcctattgt agcttatctt 
ccagcgggaa agtagcagca 
agagaccagt ttggtactaa 
caactgggga tttaaaaaat 
tgtttgcttg tcttcgagat 
caatctcggc tcactgcaac 
cccgagtagc tgggattaca 
gtagagacgg ggtttcacca 
ccacccatct cggccttcca 
tgacgtttat tttataaagc 
ttttgataaa tcagtggcaa 
acaacataga tttcaacctg 
tgaagccttg tcaggtttgc 
actgaaggat gaagcagatc 
atggtggaga taaatgtttc 
cctgtttgct acagttggta 
ccaaaaccat ttttaattag 
agtctgcctg cattgccaat 
ataatccatg aatttaatct 
ctttcaattt ccatggggga 
accggaatat acatgtacag 
tcagagatga agtagcgaag 
aagagacaag ttacagtacc 
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ccaaaagcaa aacaagcagg agatgcaaga gatgccccaa aaggacaaag caacaatttt 
34B0 

ccgttgccac ctttataccg gaagactctg ttgtagaaga aaagaaggct ttggtgcacc 
3540 

ttatgtggga ggaggagggg cagggcatgc tgatgctgag cgtacaggca gacaagagcg 
3600 

tagcctgctg ttgcctccat cactatgaaa tgacttattc tacctgaagg acccatggtt 
3660 

tatgtccctc taattccttt cactctccct aagccctctg agagagatga agatagatga 
3720 

ttttattgct actaaatcga agggagcact atttcttttt gtcttttgtt agcaaaaaat 
3700 

tgcaaaaaga attgtacatt cttgctaaaa ataaataaat aaataaaaaa ttaaaaaaac 
3B40 

aagggaccta acaaaactca gcagtgttac tgtatttttt aaaaatattt ttatagactc 
3900 

attttcaggt tattaaatgt aagagaaaca gatacccctc ttttttaaag taggtaaatc 
3960 

attgatgatt tatattacca atttttagaa gtaattttct agtaagcctg tggcatcaga 
4020 

aaatactaga agattttttt agttaaatca gttagaacat ctatgaatga atataataaa 
4080 

tatttttpca gaataaaata cggacccttt gtgtttacta atagataaag ccagatataa 

4140 

ttttttgttt ttaaggccac aaaatatggc ctttgttaaa gaacactaaa gttagaaatc 
4200 

taaagttaga gcaacttttt aatggctatt tcctattatt gtaagtgtta aaacccctgc 
4260 

agaattcttg ataaggtgct atttatacta tatttcttat tataagataa ctgtctttag 
4320 

tcttcttagt actagtcttt ttagtactaa atcaatcagc aaacatcatc atttcacccc 
4380 

aaaattttgt cacagaaaag gcgtatcaaa tgaaaaataa tttcagagat ctttctttca 
4440 

agatattttt tcctgataaa atacattgtc ttgaagtaaa tacattgtca aaacctaatt 
4500 

gcaattctgt taaatctaag taatttttag acagtgtttc accgtattat ttaggatgtg 
4560 

aaatgccatt tctttcactg attacaccat atacaggaaa caggtaaaac agtgaaaact 
4620 • 

ttattgtgct ggttgatgcc aacttggttg aaaagctctc tgcagaagaa gtgatctaga 
4680 

ctgacagaag tgttgctaat tacaagttgt gttctcatga cgtaattaga aagtaacttc 
4740 

tcaaagtaca acttttatga aaaagataag ctgttaaaaa aaggaaatcg taggttaatt 
4800 

taattgggaa aatgggcaat tgacagagac cattttccta acacatatat gtgctagtac 
4860 

tttaactttt taaaatttca cttctacgtt ttgtaatata aaaatttcta ttttaagttt 
4920 

agaatgttat acgcaccgaa agcatgcagc caaatcgatc agatcaaacc attttacctg 
4980 

gagtttggta ctggttttta cttctctgaa tctgtataag aaaaataaag acaattgaac 
5040 



2514 



WO 00/58473 



PCT7USOO/08621 



ttccaaaaaa aaaaa 
5055 

<210> 3326 
<211> 2S4 
<212> PRT 

<213> Homo sapiens 



<400> 3326 



Glu 


Lys 


He 


Thr 


Thr 


Trp Gin Asp Pro Arg 


Lys Ala Met 


Asn Gin Pro 


1 








5 


10 




15 


Leu 


Asn 


His 


Met 


Asn 


Leu His Pro Ala Val 


Ser Ser Thr 


Pro Val Pro 








20 




25 




30 


Gin 


Arg 


Ser 


Met 


Ala 


Val Ser Gin Pro Asn 


Leu val Met 


Asn His Gin 






35 






40 


45 




His 


Gin 


Gin 


Gin 


Met 


Ala Pro Ser Thr Leu Ser Gin Gin Asn Arg Pro 




50 








55 


60 




Thr 


Gin 


Asn 


Pro 


Pro 


Ala Gly Leu Met Ser 


Met Pro Asn 


Ala Leu Thr 


65 










70 


75 


60 


Thr 


Gin 


Gin 


Gin 


Gin 


Gin Gin Lys Leu Arg 


Leu Gin Arg 


He Gin Met 










85 


90 




95 


Glu 


Arg 


Glu 


Arg 


He 


Arg Met Arg Gin Glu 


Glu Leu Met 


Arg Gin Glu 








100 




105 




110 


Ala 


Ala 


Leu 


Cys 


Arg 


Gin Leu Pro Met Glu 


Ala Glu Thr 


Leu Ala Pro 






115 






120 


125 




Val 


Gin 


Ala 


Ala 


Val 


Asn Pro Pro Thr Met 


Thr Pro Asp Met Arg Ser 




130 










140 




He 


Thr 


Asn 


Asn 


Ser 


Ser Asp Pro Phe Leu Asn Gly Gly 


Pro Tyr His 


145 










150 


155 


160 


Ser 


Arg 


Glu 


Gin 


Ser 


Thr Asp Ser Gly Leu Gly Leu Gly Cys Tyr Ser 










165 


170 




175 


Val 


Pro 


Thr 


Thr 


Pro 


Glu Asp Phe Leu Ser 


Asn val Asp 


Glu Met Asp 



180 185 190 



Thr Gly Glu Asn Ala Gly Gin Thr Pro Met Asn He Asn Pro Gin Gin 

195 200 205 

Thr Arg Phe Pro Asp Phe Leu Asp Cys Leu Pro Gly Thr Asn Val Asp 

210 215 220 

Leu Gly Thr Leu Glu Ser Glu Asp Leu He Pro Leu Phe Asn Asp Val 
225 230 235 240 

Glu Ser Ala Leu Asn Lys Ser Glu Pro Phe Leu Thr Trp Leu 

245 250 

<210> 3327 
<211> 2263 
<212> DNA 

<213> Homo sapiens 
<400> 3327 

nacgcgtgcg gaaccttcaa catttccgag gcctgcctgc ctccttccac tgctggctgg 
60 

agctgcctgg agaacttcgg ggactgccgg ccaccctgga ggagacagca ggggattcag 
120 

gcctcatcca ctgccaggcc caccagtttt atccctccat gtcccagcgg gagctcccag 
180 
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tgcccatcta cgtcacccag ggtgaagccc agaggctgga caacacccat gctctttatg 
240 

tgaccctgta cgactgcgcc atgggccacc cggactgcag ccactgccaa gcggccagca 
300 

gaggagccca ggtcctaccc ggacgaggaa ggcccgaaac actggtctga ctcacgctac 
360 

gagcatgtca tgaagttgcg ccaggcagcc ctgaaaccag ctcgagacac gtgggctgat 
420 

cacatcctgt ttgtagatgc ggacaacctg atcctcaacc ctgacacact gagcctgctc 
460 

atcgctgaga acaagacggt ggtcgccccc atgctggatt cccgggctgc gtactccaac 
S40 

ttccggcgtg gaatgacttc ccagggctac tacaagcgca cacctgccta catccctatc 
600 

cgcaagcgag accgccgggg ctgctttgca gttcccatgg tgcactcgac cttcctgatc 
660 

gacctgcgga aggcggcgtc caggaacctg gccttctacc cacctcaccc tgactacacc 
720 

tggtcctttg acgacatcat cgtctttgcc ttctcctgca agcaggcaga ggttcagatg 
780 

tatgtgtgca acaaggagga gtacggattc ttgccagtgc cattgcgcgc ccacagcacc 
640 

ctccaggatg aggccgagag cttcatgcat gtgcagctgg aggtcatggt gaagcacccg 
900 

cccgcagagc cctcccgctt catctcggct cccaccaaga caccggacaa gatgggcttc 
960 

gacgaggcct tcatgatcaa cctgaggcgg cggcaggacc ggcgggagcg catgctgcgg 
1020 

gcgctgcagg cacaggagat cgagtgccgg ctggtggagg ccgtggacgg caaagccatg 
1080 

aacaccagcc aggcggaggc gctggggatc cagatgctgc ctggctaccg ggacccctac 

1140 

cacggccggc ccctcaccaa gggtgagctg ggctgcttcc tgagccacta caacatctgg 
1200 

aaggaggcgg tggaccgggg gctgcagaaa tcgcttgtgt ttgaggatga cctgcgtttt 
1260 

gagatcttct tcaagagacg tctgatgaac ctcatgcggg atgtggagcg ggagggcctg 
1320 

gactgggacc tcatctatgt gggccggaag cggatgcagg tggagcaccc cgagaaggct 
1380 

gtgcctcgcg tgaggaacct ggtggaggcc gactattcct actggaccct ggcctacgtg 
1440 

atctccctgc aaggcgcccg caaactgctg gctgctgagc cgccctccaa gatgctgcct 
1500 

gtggacgagt tcctgcccgt catgttcgac aaacacccag tgtccgagta caaggcccac 
1S60 

ttctccctcc gcaacctgca tgccttctct gtggagccgc tgctcatcta ccccacacac 
1620 

cacacaggag acgatggcta tgtgagtgac accgagactt cagtcgtatg gaacaatgag 
1680 

cacgtcaaga ccgactggga ccgcgccaag tcccagaaga tgcgggagca gcaggcactg 
1740 

agccgtgagg ccaagaactc ggacgtgctc cagtccccac tggacagtgc tgcccgggat 
1800 
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gaactctgag gggtagcagc cagaaagcca aagcagccat cggtggccca ggctccacgt 
1860gacatcaggg ccacccctgg accccttggc aggccacaga gggctctcgt 1920 
gtggggtggt gtccagccag ctcttgctaa gcaatcacgt gcacacaggc agcactaatg 
1980 

gagtgcctac tgcatgccag caacagggct tggccctggg gaattgggag gaaccaagcc 
2040 

ctcttcatct gttcatgtgc ccagcattta ttaagcacct gctgtatgca aggttcccat 
2100 

gttacggcag tgaatgaggc ataattgttc cctccatcag cgattgattc agtcatcaag 
2160 

cagttactga tcagattaag aatcaggcac tagtgataca cattcatttt taaaattcat 
2220 

tcaaggaaaa aaaaaaaaaa aaaaaaaagc gcggccgcaa get 
2263 

<210> 3328 

<211> 521 

<212> PRT 

<213> Homo sapiens 



<400> 3326 



Ser 


Cys 


Thr 


Thr 


Ala 


Pro 


Trp 


Ala 


Thr 


Arg 


Thr 


Ala 


Ala 


Thr 


Ala 


Lys 


1 








5 










10 










15 




Arg 


Pro 


Ala 


Glu 
20 


Glu 


Pro 


Arg 


Ser 


Tyr 
25 


Pro 


Asp 


Glu 


Glu 


Gly 
30 


Pro 


Lys 


His 


Trp 


Ser 
35 


Asp 


Ser 


Arg 


Tyr 


Glu 
40 


His 


Val 


Met 


Lys 


Leu 
45 


Arg 


Gin 


Ala 


Ala 


Leu 
50 


Lys 


Ser 


Ala 


Arg 


Asp 
55 


Met 


Trp 


Ala 


Asp 


Tyr 
60 


He 


Leu 


Phe 


val 


Asp 


Ala 


ASp 


Asn 


Leu 


He 


Leu 


Asn 


Pro 


Asp 


Thr 


Leu 


Ser 


Leu 


Leu 


He 


65 










70 










75 










80 


Ala 


Glu 


Asn 


Lys 


Thr 


Val 


Val 


Ala 


Pro 


Met 


Leu 


Asp 


Ser 


Arg 


Ala 


Ala 








85 










90 










95 




Tyr 


Ser 


Asn 


Phe 
100 


Trp 


Cys 


Gly 


Met 


Thr 
105 


Ser 


Gin 


Gly 


Tyr 


Tyr 
110 


Lys 


Arg 


Thr 


Pro 


Ala 
115 


Tyr 


He 


Pro 


He 


Arg 

120 


Lys 


Arg 


Asp 


Arg 


Arg 
125 


Gly 


Cys 


Phe 


Ala 


Val 
130 


Pro 


Met 


Val 


His 


Ser 
135 


Thr 


Phe 


Leu 


He 


Asp 
140 


Leu 


Arg 


Lys 


Ala 


Ala 


Ser 


Arg 


Asn 


Leu 


Ala 


Phe 


Tyr 


Pro 


Pro 


His 


Pro 


Asp 


Tyr 


Thr 


Trp 


14S 










150 










155 










160 


Ser 


Phe 


Asp 


Asp 


He 
165 


He 


Val 


Phe 


Ala 


Phe 
170 


Ser 


Cys 


Lys 


Gin 


Ala 
175 


Glu 


Val 


Gin 


Met 


Tyr 
180 


Val 


Cys 


Asn 


Lys 


Glu 
185 


Glu 


Tyr 


Gly 


Phe 


Leu 
190 


Pro 


Val 


Pro 


Leu 


Arg 
195 


Ala 


His 


Ser 


Thr 


Leu 
200 


Gin 


Asp 


Glu 


Ala 


Glu 
205 


Ser 


Phe 


Met 


His 


Val 
210 


Gin 


Leu 


Glu 


Val 


Met 
215 


Val 


Lys 


His 


Pro 


Pro 
220 


Ala 


Glu 


Pro 


Ser 


Arg 


Phe 


He 


Ser 


Ala 


Pro 


Thr 


Lys 


Thr 


Pro 


Asp 


Lys 


Met 


Gly 


Phe 


Asp 


225 










230 










235 










240 


Glu 


Val 


Phe 


Met 


He 
245 


Asn 


Leu 


Arg 


Arg 


Arg 
250 


Gin 


Asp 


Arg 


Arg 


Glu 
255 


Arg 


Met 


Leu 


Arg 


Ala 


Leu 


Gin 


Ala 


Gin 


Glu 


He 


Glu 


Cys 


Arg 


Leu 


Val 


Glu 
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260 265 270 

Ala Val Asp Gly Lys Ala Met Asn Thr Ser Gin Val Glu Ala Leu Gly 

275 280 28S 

lie Gin Met Leu Pro Gly Tyr Arg Asp Pro Tyr His Gly Arg Pro Leu 

290 295 300 

Thr Lys Gly Glu Leu Gly Cys Phe Leu Ser His Tyr Asn lie Trp Lys 
305 310 31S 320 

Glu Val Val Asp Arg Gly Leu Gin Lys Ser Leu Val Phe Glu Asp Asp 

325 330 335 

Leu Arg Phe Glu lie Phe Phe Lys Arg Arg Leu Met Asn Leu Met Arg 

340 345 350 

Asp Val Glu Arg Glu Gly Leu Asp Trp Asp Leu lie Tyr Val Gly Arg 

355 360 365 

Lys Arg Met Gin Val Glu His Pro Glu Lys Ala Val Pro Arg Val Arg 

370 375 380 

Asn Leu Val Glu Ala Asp Tyr Ser Tyr Trp Thr Leu Ala Tyr Val He 
385 390 395 400 

Ser Leu Gin Gly Ala Arg Lys Leu Leu Ala Ala Glu Pro Leu Ser Lys 

405 410 415 

Met Leu Pro Val Asp Glu Phe Leu Pro Val Met Phe Asp Lys His Pro 

420 42S 430 

Val Ser Glu Tyr Lys Ala His Phe Ser Leu Arg Asn Leu His Ala Phe 

• 435 440 445 

Ser Val Glu Pro Leu Leu He Tyr Pro Thr His Tyr Thr Gly Asp Asp 

450 455 460 

Gly Tyr Val Ser Asp Thr Glu Thr Ser Val Val Trp Asn Asn Glu His 
465 470 475 480 

Val Lys Thr Asp Trp Asp Arg Ala Lys Ser Gin Lys Met Arg Glu Gin 

485 490 495 

Gin Ala Leu Ser Arg Glu Ala Lys Asn Ser Asp Val Leu Gin Ser Pro 

500 505 510 

Leu Asp Ser Ala Ala Arg Asp Glu Leu 
515 520 

<210> 3329 

<211> 705 

<212> DNA 

<213> Homo sapiens 



<400> 3329 

ngcgcacgcg tggtggcaga gcctggcctg 
60 

agctgccgcc tcctgggtgg ccctgggcct 
120 

aatgaccggc ggctgcacgc ggagcctgtg 
1B0 

gctcaagctg ggatgtacca ctgcctggct 
240 

ccagtcatgc tccgtgtgct ctaccctccc 
300 

cctgagggtg gcctccgggg catcctggat 
360 

ctgactctcc accttggcag tcgactggtg 

420 



gacgtgcctg agggcgctgc cctgaacctc 
gtgggcaact ccacctttgc atggttctgg 
cccactctcg ccttcaccca cgtggctcgt 
gagctcccca ctggggctgc tgcctctgct 
aagacgccca ccatgatggt cttcgtggag 
tgccgagtgg acagcgagcc gctcgccagc 
gcctccagtc agccccaggg tgctcctgca 
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gagccacaca tccatgtcct ggcttccccc aatgccctga gggtggacat cgaggcgctg 
460 

aggcccagcg accaagggga atacatctgt tctgcctcaa atgtcctggg ctctgcctct 
540 

acctccacct actttggggt cagagccctg caccgcctgc atcagttcca gcagctgctc 
600 

tgggtcctgg gactgctggt gggcctcctg ctcctgctgt tgggcctggg ggcctgctac 
660 

acctggagaa ggaggcgtgt ttgtaagcag agcatgggcg agaat 
70S 

<210> 3330 
<21X> 235 
<212> PRT 

<213> Homo sapiens 



<400> 3330 



Xaa 


Ala Arg Val 


Val Ala 


Glu 


Pro Gly 


Leu Asp Val Pro Glu Gly Ala 


1 








5 






10 15 


Ala 


Leu 


Asn 


Leu 


Ser Cys 


Arg 


Leu Leu 


Gly Gly Pro Gly Pro Val Gly 








20 






25 


30 


Asn 


Ser 


Thr 


Phe 


Ala Trp 


Phe 


Trp Asn 


Asp Arg Arg Leu His Ala Glu 




i 


35 








40 


45 


Pro 


Val 


Pro 


Thr 


Leu Ala 


Phe 


Thr His 


Val Ala Arg Ala Gin Ala Gly 




50 








55 




60 


Met 


Tyr 


His 


Cys 


Leu Ala 


Glu 


Leu Pro 


Thr Gly Ala Ala Ala Ser Ala 


65 




70 






75 60 


Pro 


Val 


Met 


Leu 


Arg Val 


Leu 


Tyr Pro 


Pro Lys Thr Pro Thr Met Met 










65 






90 95 


Val 


Phe 


Val 


Glu 


Pro Glu Gly 


Gly Leu 


Arg Gly He Leu Asp Cys Arg 








100 






105 


110 


val 


Asp 


Ser 


Glu 


Pro Leu 


Ala 


Ser Leu 


Thr Leu His Leu Gly Ser Arg 




115 








120 


125 


Leu 


Val 


Ala 


Ser 


Ser Gin 


Pro 


Gin Gly 


Ala Pro Ala Glu Pro His He 




130 








135 




140 


His 


Val 


Leu Ala 


Ser Pro 


Asn 


Ala Leu 


Arg Val Asp He Glu Ala Leu 


145 








150 






155 160 


Arg 


Pro Ser Asp 


Gin Gly Glu 


Tyr He 


Cys Ser Ala Ser Asn Val Leu 








165 






170 175 


Gly 


Ser 


Ala 


Ser 


Thr Ser 


Thr 


Tyr Phe 


Gly Val Arg Ala Leu His Arg 






180 






185 


190 


Leu 


His 


Gin 


Phe 


Gin Gin 


Leu 


Leu Trp 


Val Leu Gly Leu Leu Val Gly 






195 








200 


205 


Leu 


Leu 


Leu 


Leu 


Leu Leu Gly 


Leu Gly 


Ala Cys Tyr Thr Trp Arg Arg 




210 








215 




220 


Arg 


Arg Val Cys 


Lys Gin 


Ser 


Met Gly 


Glu Asn 


225 








230 






235 



<210> 3331 

<211> 1644 

<212> DNA 

<213> Homo sapiens 

<400> 3331 
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nnggaaacgc gctggctgac tggggtcggc gtttagttca gcgcagcgac tcggggacct 
60 

ggagctgacg cctagacact tgcattagct ttaatagaag agaaatggag gagccataga 
120 

atattaagga tgaattcagg aaggcctgag accatggaaa acttgcctgc tctctacact 
180 

attttccaag gagaggttgc tatggtgaca gactatgggg cctttatcaa aatcccaggc 
240 

tgtcggaagc aaggtctggt ccatcgaact catatgtcat cctgtcgggt ggataagccc 
300 

tctgagatag tagatgttgg agataaagtg tgggtgaagc ttattggccg agagatgaaa 
360 

aatgatagaa taaaagtatc cctctccatg aaggttgtca atcaagggac tgggaaagac 
420 

cttgatccca acaatgtttc attgagcaag aagagaggcg gaggcgatcc ttccaggatt 
480 

acactgggca gaagatcacc cttgaggctg tcttgaacac tacctgcaag aagtgtggct 
540 

gtaaaggcca ctttgcaaaa gattgtttca tgcaaccagg tgggactaaa tactctctga 
600 

tacctgatga ggaagaggaa aaggaagagg caaagtcagc agagtttgag aagcctgacc 
660 

ctacaaggaa tccttctaga aaaagaaaga aggagaagaa gaaaaagaaa catagagata 
720 

ggaagtcatc tgactctgac agctcagact ctgagagtga tacaggcaag agggcaaggc 
780 

acacatcaaa agacagcaag gcagcaaaga agaagaaaaa gaagaagaag cacaagaaga 
940 

agcacaagga gcgagagtat aaagagtgta gggggtggtt gagagtaaga aaccaggagc 
900 

ctcgcgccct gagactcctg gaaagactca atagtgagaa tatagcctcc caccccatta 
960 

acttcgctcc catgggagat ggcttcccct catgcaacag gcaggtctgg gagttagagg 
1020 

tcaaaagcag ctgcctgaat gagttgttgt ttccttatca ctcctggtcc ctttgcaagt 
1060 

gaaccctgca gctcacccat tcattcaccc aacttccttc attcagcagg aggccctatt 
1140 

accctctcca gctgccactg ccagagctgg attcctgtaa aggagtccag gctagagcca 
1200 

cagagactgt tgtggaggtg agttcggctg tagttagagt gattggaccc ttcctattgg 
1260 

tctgtcctgg gccaactggt gggtgatctc tgctgcatcc aacatgggag cagagactgg 
1320 

cagcaggagg ggggaacatg gtgagaagcg gtgctcactt ttcccattcc tcctaacata 
1380 

gttctactat gctagaagtg gcatccagcg gccacagcta gaaaacagtc tgcagcgtga 

1440 

cttaacttgc gtattgcatt ccagcagacc actgaaccag acagcgaagc caagatcatt 
1500 

gtcctacttt gtacttacta ctgtgtgaat cagttgattc tacttcaggt ccttgcttaa 
1560 

attcctgtca ctaaatggaa atgtgtttgg ttttaaaaaa aaaaaaaaaa aaaaaaaaaa 
1620 
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aaaaaaaaaa aaaaaaaaaa aaaa 
1644 

<210> 3332 

<211> 128 

<212> PRT 

<213> Homo sapiens 

<400> 3332 

Met Asn Ser Gly Arg Pro Glu Thr Met Glu Asn Leu Pro Ala Leu Tyr 

15 10 15 

Thr lie Phe Gin Gly Glu Val Ala Met Val Thr Asp Tyr Gly Ala Phe 

20 25 30 

lie Lys lie Pro Gly Cys Arg Lys Gin Gly Leu Val His Arg Thr His 

35 40 45 

Met Ser Ser Cys Arg Val Asp Lys Pro Ser Glu lie Val Asp Val Gly 

50 55 60 

Asp Lys Val Trp Val Lys Leu lie Gly Arg Glu Met Lys Asn Asp Arg 
65 70 75 80 

He Lys Val Ser Leu Ser Met Lys Val Val Asn Gin Gly Thr Gly Lys 

85 90 95 

Asp Leu Asp Pro Asn Asn Val Ser Leu Ser Lys Lys Arg Gly Gly Gly 

100 105 110 

Asp Pro' Ser Arg He Thr Leu Gly Arg Arg Ser Pro Leu Arg Leu Ser 
115 120 125 

<210> 3333 

<211> 2422 

<212> DNA 

<213> Homo sapiens 

<400> 3333 

ctcgagtttg accagcagca ggggtcggtg tgtccctctg aatctgagat ctatgaggca 
60 

ggagctgggg acaggatggc aggagcgccc atggctgctg ctgtacagcc tgctgaggtg 
120 

actgttgaag ttggtgagga cctccacatg caccacgttc gtgaccggga gatgcctgaa 
180 

gctttggagt tcaacctttc tgccaatcca gagtcaagca caatattcca gaggaactct 
240 

caaacagaag ctttggagtt taacccttct gccaatccag aggcaagcac aatattccag 
300 

aggaactctc aaacagatgt tgtagaaata agaagaagca actgtacaaa ccatgtatct 
360 

gccgcgcgtt tcagccaaca atacagcttg tgttcgacaa tattccttga tgacagcaca 
420 

gccatccagc attatcttac aatgacaata atatctgtga ccttggagat acctcatcat 
480 

atcacacaaa gagatgcaga tagaactttg agcatacctg acgaacagtt acactcattt 
540 

gcggtttcca ccgtgcacat tatgaagaaa agaaatggag gtgggagttt aaataactat 
600 

tcctcctcca ttccatcgac tcccagcacc agccaggagg accctcagtt cagtgttcct 
660 
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cccactgcca acacacccac ccccgtttgc aagcggtcca tgcgctggtc caacctgctt 
720 

acatctgaga aagggagtca cccagacaaa gagaggaaag ccccggagaa tcacgctgac 
780 

accatcggga gcggcagagc catccccatt aaacagggca tgctcttaaa gcgaagtggg 
840 

aaatggctga agacatggaa aaagaaatac gtcaccctgt gttccaatgg catgctcacc 
900 

tattattcaa gcttaggtga ttatatgaag aatattcata aaaaagagat tgaccttcag 
960 

acatctacca tcaaagtccc aggaaagtgg ccatccctag ccacatcggc ctgcacaccc 
1020 

atctccagct ctaaaagcaa tggcctatcc aaggacatgg acaccgggct gggtgactcc 
1060 

atatgcttca gccccagtat ctccagcacc accagcccca agctcaaccc gcccccctct 
1140 

cctcatgcta ataaaaagaa acacccaaag aagaaaagca ccaacaactt tatgattgtg 
1200 

tctgccactg gccaaacgtg gcactttgaa gccacgacgt atgaggagcg ggatgcctgg 
1260 

gtccaagcca tccagagcca gatcctggcc agcctgcagt catgcgagag cagtaaaagc 
1320 

aagccccagc cgaccagcca aagcgaggcc atggccctgc agtcgatcca aaacatgcgt 
1380 

gggaacgccc actgtgtgga ctgtgagacc cagaatccta agtgggccag tttgaacttg 

1440 

ggagtcctca tgtgtattga atgctcaggt atccaccgca gtcttggcac ccgcctttcc 
1500 

cgtgtgcgat ctctggagct ggatgactgg ccagttgagc tcaggaaggt tatgtcatct 
1560 

actggcaatg agctagccaa cagcatctgg gaagagagca gccaggggcg gacaaaacca 
1620 

tcggtagact ccacaaggga agagaaggaa cggtggatcc gttccaaata tgaggagaag 
1660 

ctctttctgg ccccactacc ctgcactgag ctgtccctgg gccagcagct gctgcgggcc 
1740 

accgctgatg aggacctgca gacagccatc ctgctgctgg cacatggctc ccgtgaggag 
1800 

gtgaacgaga cctgcgggga gggagacggc tgcacggcgc tccatctggc ctgccgcaag 
1860 

gggaatgtgg tcctggcgca gctcctgatc tggtacgggg cggacgtcat ggcccgagat 
1920 

gcccacggga acacagcgct gacctacgcc cggcaggccc ccagccagga gtgcatcaac 
1980 

gtgcttctgc agtacggctg ccccgacaag tgtgtgtagt atctgtttta tttgactgca 
2040 

gtctccttgg tgcaaaaaca aaatgggaaa aataaggata actcagaatt tcaaaaggaa 
2100 

atcacaaatt cagctagtaa tagcattttc agtacttttc gtaaactaag taaatacaca 
2160 

aaatgttgat ctttccgacc ataagacgta ttttatgtcc ttttgccaag gtggatttgt 
2220 

tagcctcagg cccccccggc cacattgccc aagtcacaca ggcctctgta ttatgtattt 
2280 
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agataaaatg tgtgaaaaca tatttgaaat aaagttcata aatatgcaaa aaaaaaaaaa 
2340 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaagaaa 
2400 

aaaaaaaggg aaaaaaaaaa ag 
2422 

<210> 3334 
<211> 672 
<212> PRT 

<213> Homo sapiens 
<400> 3334 

Leu Glu Phe Asp Gin Gin Gin Gly Ser Val Cys Pro Ser Glu Ser Glu 

15 10 15 

lie Tyr Glu Ala Gly Ala Gly Asp Arg Met Ala Gly Ala Pro Met Ala 

20 25 30 

Ala Ala Val Gin Pro Ala Glu Val Thr Val Glu Val Gly Glu Asp Leu 

35 40 45 

His Met His His Val Arg Asp Arg Glu Met Pro Glu Ala Leu Glu Phe 

50 55 60 

Asn Leu Ser Ala Asn Pro Glu Ser Ser Thr He Phe Gin Arg Asn Ser 
65 . 70 75 80 

Gin Thr Glu Ala Leu Glu Phe Asn Pro Ser Ala Asn Pro Glu Ala Ser 

85 90 95 

Thr He Phe Gin Arg Asn Ser Gin Thr Asp Val Val Glu He Arg Arg 

100 105 HO 

Ser Asn Cys Thr Asn His Val Ser Ala Val Arg Phe Ser Gin Gin Tyr 

115 120 125 

Ser Leu Cys Ser Thr He Phe Leu Asp Asp Ser Thr Ala He Gin His 

130 135 140 

Tyr Leu Thr Met Thr He He Ser Val Thr Leu Glu He Pro His His 
145 150 155 160 

He Thr Gin Arg Asp Ala Asp Arg Thr Leu Ser He Pro Asp Glu Gin 

165 170 175 

Leu His Ser Phe Ala Val Ser Thr Val His He Met Lys Lys Arg Asn 

180 185 190 

Gly Gly Gly Ser Leu Asn Asn Tyr Ser Ser Ser He Pro Ser Thr Pro 

19S 200 205 

Ser Thr Ser Gin Glu Asp Pro Gin Phe Ser Val Pro Pro Thr Ala Asn 

210 215 220 

Thr Pro Thr Pro Val Cys Lys Arg Ser Met Arg Trp Ser Asn Leu Phe 
225 230 235 240 

Thr Ser Glu Lys Gly Ser His Pro Asp Lys Glu Arg Lys Ala Pro Glu 

245 250 255 

Asn His Ala Asp Thr He Gly Ser Gly Arg Ala He Pro lie Lys Gin 

260 265 270 

Gly Met Leu Leu Lys Arg Ser Gly Lys Trp Leu Lys Thr Trp Lys Lys 

275 280 285 

Lys Tyr Val Thr Leu Cys Ser Asn Gly Met Leu Thr Tyr Tyr Ser Ser 

290 295 300 

Leu Gly Asp Tyr Met Lys Asn He His Lys Lys Glu He Asp Leu Gin 
305 310 315 320 

Thr Ser Thr He Lys Val Pro Gly Lys Trp Pro Ser Leu Ala Thr Ser 
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32S 










330 






335 




Ala Cys Thr Pro 


He 


Ser 


Ser 


Ser 


Lys 


Ser Asn Gly 


Leu 


Ser Lys 


Asp 


340 










345 








350 




Met Asp Thr Gly 


Leu 


Gly Asp 


Ser 


He 


Cys Phe 


Ser 


Pro 


Ser He 


Ser 


355 








360 








365 






Ser Thr Thr Ser 


Pro 


Lys 


Leu 


Asn 


Pro 


Pro Pro 


Ser 


Pro 


His Ala 


Asn 


370 






375 








380 








Lys Lys Lys His 


Leu 


Lys 


Lys 


Lys 


Ser 


Thr Asn 


Asn 


Phe 


Met He 


Val 


385 




390 








395 








400 


Ser Ala Thr Gly 


Gin 


Thr Trp 


His 


Phe 


Glu Ala 


Thr 


Thr 


Tyr Glu 


Glu 


405 










410 






415 




Arg Asp Ala Trp 


Val 


Gin 


Ala 


He 


Gin 


Ser Gin 


He 


Leu 


Ala Ser 


Leu 


420 










425 








430 




Gin Ser Cys Glu 


Ser 


Ser 


Lys 


Ser 


Lys 


Ser Gin 


Leu 


Thr 


Ser Gin 


Ser 


435 








440 








445 






Glu Ala Met Ala 


Leu 


Gin 


Ser 


lie 


Gin 


Asn Met Arg 


Gly Asn Ala 


His 


450 






455 








460 








Cys Val Asp Cys 


Glu 


Thr 


Gin 


Asn 


Pro 


Lys Trp Ala 


Ser 


Leu Asn 


Leu 


465 




470 








475 








480 


Gly Val Leu Met 


Cys 


He 


Glu Cys 


Ser 


Gly He 


His 


Arg 


Ser Leu 


Gly 


485 










490 






495 




Thr Arg Leu Ser 


Arg 


Val 


Arg 


Ser 


Leu 


Glu Leu 


Asp 


Asp 


Trp Pro 


val 


500 










505 








510 




* 

Glu Leu Arg Lys 


val 


Met 


Ser 


Ser 


He 


Gly Asn Glu 


Leu 


Ala Asn 


Ser 


515 








520 








525 






He Trp Glu Glu 


Ser 


Ser Gin Gly Arg 


Thr Lys 


Pro 


Ser 


Val Asp 


Ser 


530 






535 








540 








Thr Arg Glu Glu 


Lys 


Glu 


Arg Trp 


He 


Arg Ser 


Lys 


Tyr 


Glu Glu 


Lys 


545 




550 








555 








560 


Leu Phe Leu Ala 


Pro 


Leu Pro Cys 


Thr 


Glu Leu 


Ser 


Leu Gly Gin 


Gin 




565 










570 






575 




Leu Leu Arg Ala 


Thr 


Ala Asp Glu Asp 


Leu Gin 


Thr 


Ala 


He Leu 


Leu 


580 










585 








590 




Leu Ala His Gly 


Ser 


Arg Glu Glu Val 


Asn Glu 


Thr 


Cys Gly Glu 


Gly 


595 








600 








605 






Asp Gly Cys Thr 


Ala 


Leu 


His 


Leu 


Ala 


Cys Arg 


Lys 


Gly Asn Val 


Val 


610 






615 








620 








Leu Ala Gin Leu 


Leu 


He Trp Tyr Gly 


Val Asp 


Val 


Met 


Ala Arg 


Asp 


625 




630 








635 








640 


Ala His Gly Asn 


Thr 


Ala 


Leu 


Thr 


Tyr 


Ala Arg 


Gin 


Ala 


Ser Ser 


Gin 


645 










650 






655 




Glu Cys He Asn 


val 


Leu Leu Gin Tyr 


Gly Cys 


Pro 


Asp Lys Cys 


val 


660 










665 








670 





<210> 3335 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 3335 

nggatccatc acgcgttcag ggcagcggaa ttccggctcc ccagggggca gctcaggcag 
60 

ggcctctcca ggagtgacgt ccgggacctc ctccccaggg ccctgctcat gctgtctcgg 
120 
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cccagactgc ttgttgaagg ggttgaggtg ggcctgccgg aaacgggcca gcttctcatc 

ieo 

atattccata gcatcccacc tgcatcgcct gccagggccc aggggctcgc agggacagga 
240 , 

tggccattcc tctagggctg ctggccacgg aagcctggcc gtgggttcgg cacctgctga 
300 

ccgccgcctc gcatttgccc tgagacaggg ctggacagcc aggattaccg ctgtgccgag 
360 

tgccgggcgc ccatctctct gcggggtgtg cccagtgagg ccaggcagtg cgactacacc 
420 

ggccagtact actgcagccc ctgccactgg aacgccctgg ctgtgatccc tgcacgc 
477 

<210> 3336 

<211> 59 

<212> PRT 

<213> Homo sapiens 

<400> 3336 

Pro Pro Pro Arg He Cys Pro Glu Thr Gly Leu Asp Ser Gin Asp Tyr 

15 10 IS 

Arg Cys Ala Glu Cys Arg Ala Pro He Ser Leu Arg Gly Val Pro Ser 

20 25 30 

Glu Ala Arg Gin Cys Asp Tyr Thr Gly Gin Tyr Tyr Cys Ser Pro Cys 

35 40 45 

His Trp Asn Ala Leu Ala Val He Pro Ala Arg 
50 55 

<210> 3337 

<211> 679 

<212> DNA 

<213> Homo sapiens 

<400> 3337 

nagatcttcc tcttgaatga tttgggcagc gagctctgta cgaagaagaa aaaggggaaa 
60 

aaaaagagaa agagagacac cccacagaga ggggggaagg aggttagatg gggcagtctt 
120 

agcttagcct ccaaagacac agatagagtg agagagagag acagagagag acacagagac 
180 

agacagagac caaaacagaa gcggcaaacg gcaaaaacga agcagaatca atgcaagtta 
240 

gagaaaaaaa taaaactaaa catcagagca gggaaaagtc atctactccg tatcacacct 
300 

gtgtattagc ttaaccagaa ataagctgga agaggagttc agtagcctct cagcccccta 
360 

aagatgttgg ccataccccc tctttcaccg tctgagtcga gaggacacca agccaaacaa 
420 

actgcgcccc aaactgggtc atctagtcct cccaggtcct tccttgctaa ctcgaggaaa 
460 

caaggaaaac caactttgga tggcaacttc aacaaggtaa ccctcctttc ttcaatggcc . 
540 

agactgatgc ccactgacaa tggctttgag atgcttggac agcagactgt catgtcaaga 
600 
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ctgcccagac ccccaccaca ctgtggaaaa gggcagcacc agacccactg gagatgaggc 
660 

tcttgagcca agtgctagc 
679 

<210> 3336 

<211> 102 

<212> PRT 

<213> Homo sapiens 

<400> 3338 



Xaa 


lie 


Phe 


Leu 


Leu Asn Asp 


Leu Gly Ser Glu Leu Cys Met Lys 


Lys 


1 








s 


10 15 




Lys 


Lys 


Gly 


Lys 


Lys Lys Arg 


Lys Arg Asp Thr Pro Gin Arg Gly 


Gly 






20 




25 30 




Lye 


Glu 


Val 


Arg 


Trp Gly Ser 


Leu Ser Leu Ala Ser Lys Asp Thr 


Asp 






35 






40 45 




Arg 


Val 


Arg 


Glu 


Arg Asp Arg 


Glu Arg His Arg Asp Arg Gin Arg 


Pro 




50 






55 


60 




Lys Gin 


Lys 


Arg 


Gin Thr Ala 


Lys Thr Lys Gin Asn Gin Cys Lys 


Leu 


65 








70 


75 


60 


Glu 


Lys 


Lys 


He 


Lys Leu Asn 


He Arg Ala Gly Lys Ser His Leu 


Leu 




• 






85 


90 95 




Arg 


lie 


Thr 


Pro 


Val Tyr 












100 









<210> 3339 

<211> 1341 

<212> DNA 

<213> Homo sapiens 

<400> 3339 

ttttttttct tttttcacca aaacaatttt tatttccagc gtttaattgg gtatgcacac 
60 

aggcatgaca caggtttgga ttcattaagt cctcatgcag aattatattc ttctcgataa 
120 

agaagccagt tccatccagg atccactatc tacacaccta tgttacaaca ttatatcaaa 
180 

tctggtatct gaagaaaaga tacacattta atatgttcac ctaagttacg tactttgcag 
240 

aaagattaaa aattcattca cacaaaactc aaaaactgta ttaaaagttt gaatataaaa 
300 

ctcagatcca cctggaatga ctaaagaatg gaagttctgt atccacctgt gttaaaactg 
360 

gtaaatgtaa tgatatctgt taccaataaa acgcattcgt ttattcaatg taagtaagtt 
420 

atctaatttt aacaatatgg caccctaaaa accaactgta tttttatgat gaggcacttt 
480 

tgttagtgat gaaaccaaaa gaacaaattt gctgcacact gatgccagcg attttcttca 
540 

gtgattttgg gtatatgcta tgtagtaagt tgcaacaaat accttgctca tctgtataca 
600 

actatccgat atatttttaa tatatatata tatatatgtt cttctggctg tagcaatgca 
660 
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ctgtaaagct atttcacagt gcaaaatgat gaaaccagcc caaatgaagg ctgcacaaca 
720 

acaattctga tacaagaaaa tattgacaga gttactggaa cgtgtaacag tagttttttt 
780 

acttgctaga gtggacacac ccccagttta aagacaggga tgaaactctg ctttagtgcc 
B40 

tggggtttca gacagtttat gaggttgggc attcgctgca gaactagcat ttttgctcac 
900 

gttctggaag ctttctccgt ttacttggtc aggtgactgt ggtggtatgg aaagaagggg 
960 

cctgtttgtt gaagccaagg tgctggaaga actgcctgtg ttgcaatgaa gagacaaagg 
1020 

tgtgtcggtc gtggctattt ctcgtgtgct tgggttctct gtctggggat ctccgatttc 
1080 

tcctctgcta aggtcagagg tactggtgcg taggcgttcc ctggccagcc agtctgagat 

1140 

ggaaaggtcc tgggctgagc attttggttt taaccggttt acagctgaaa gttcagattc 
1200 

tctctccccg ctctgctcat gcactttcca aaaattcaaa acgctgattt cagtagcatc 
1260 

tctgtgccct cctagtgtat gtctgcgccg gatgcttttc cttttagcag tctcggcatt 
1320 

cactttgtga ctccctactc c 
1341 

<210> 3340 
<211> 66 
<212> PRT 

<213> Homo sapiens 
<400> 3340 

Met Ser Thr Leu Ala Ser Lys Lys Thr Thr Val Thr Arg Ser Ser Asn 

15 10 15 

Ser Val Asn lie Phe Leu Tyr Gin Asn Cys Tyr Tyr Ala Ala Phe lie 

20 25 30 

Trp Ala Gly Phe He He Leu His Cys Glu He Ala Leu Gin Cys He 
35 40 45 

Thr Thr Ala Arg Arg Thr Tyr He Tyr He Tyr He Lys Asn He Ser 

50 55 60 

Asp Ser Cys lie Gin Met Ser Lys Val Phe Val Ala Thr Tyr Tyr He 
65 70 75 80 

Ala Tyr Thr Gin Asn His 

85 

<210> 3341 

<211> 1132 

<212> DNA 

<213> Homo sapiens 

<400> 3341 

ttttacagca caatatatgt gctctgctct cctcccgcaa tcctgctcca agagatctta 
60 

agctggaggc accaggtctg aattccagac tcctccccac cacccacact tcacctccaa 
120 
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ctggagcatg accacagacc cattcaggga ggctggcgga ctcttcatcc tggacagtcc 
160 

cttactgtat gtcaagtaaa gctgagaatg aagcggagag catcagacag aggagctggg 
240 

gaaacgtcgg ccagggccaa ggctctagga agcgggattt ctggaaataa tgcaaagaga 
300 

gctggaccat tcatccttgg tccccgtctg ggcaactcac cggtgccaag catagtgcag 
360 

tgtttggcga ggaaagatgg cacggatgac ttctatcagc tgaagatcct gaccctggag 
420 

gagagggggg accaaggcat agagagccag gaagagcggc agggcaagat gctgctgcac 
480 

accgagtact cactgctgcc cctcctgcac acgcaggatg gcgtggtgca ccaccacggc 
54 0 

ctcttccagg accgcacccg tgaaatcgtt gaggacacag aatccagccg gatggttaag 
600 

aagacgaaga agcgcatctg cctcgtcctg gactgcctct gtgctcatga cttcagcgat 
660 

aagaccgctg acctcatcaa cctgcagcac tacgtcatca aggagaagag gctcagcgag 
720 

agggagactg tggtaatcct ctacgacgtg gtccgcgtgg tggaggccct gcaccagaaa 
780 

aataccgtgc acagagacct gaagctgggg aacatggtgc tcaacaagag gacacatcgg 
640 

ataaccatca ccaacttctg cctcgggaag catctggtga gcgaggggga cctgctgaag 
900 

gaccagagag ggagccctgc ctacatcagt cccgacgtgc tcagcggccg gccgtaccgt 
960 

ggcaagccca gtgacatgtg ggccctgggc gtggtgctct tcaccatgct gtatggccag 
1020 

ttccccttct acgacagcac cccgcaggag ctcttccgca agatcaaggc tgccgagtat 
1080 

accattcctg aggatggacg ggtttctgag aacaccgtgt gcctcatccg ga 
1132 

<210> 3342 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 3342 

Met Lys Arg Arg Ala Ser Asp Arg Gly Ala Gly Glu Thr Ser Ala Arg 

15 10 15 

Ala Lys Ala Leu Gly Ser Gly lie Ser Gly Asn Asn Ala Lys Arg Ala 

20 25 30 

Gly Pro Phe lie Leu Gly Pro Arg Leu Gly Asn Ser Pro Val Pro Ser 

35 40 45 

lie Val Gin Cys Leu Ala Arg Lys Asp Gly Thr Asp Asp Phe Tyr Gin 

50 55 60 

Leu Lys He Leu Thr Leu Glu Glu Arg Gly Asp Gin Gly He Glu Ser 
65 70 7S 80 

Gin Glu Glu Arg Gin Gly Lys Met Leu Leu His Thr Glu Tyr Ser Leu 

85 90 95 

Leu Ser Leu Leu His Thr Gin Asp Gly Val Val His His His Gly Leu 
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100 105 HO 

Phe Gin Asp Arg Thr Cys Glu He Val Glu Asp Thr Glu Ser Ser Arg 

115 120 125 

Met Val Lys Lys Met Lys Lys Arg He Cys Leu Val Leu Asp Cys Leu 

130 135 140 

Cys Ala His Asp Phe Ser Asp Lys Thr Ala Asp Leu He Asn Leu Gin 
145 150 155 160 

His Tyr Val He Lys Glu Lys Arg Leu Ser Glu Arg Glu Thr Val Val 

165 170 1"?5 

He Phe Tyr Asp Val Val Arg Val Val Glu Ala Leu His Gin Lys Asn 

180 1B5 190 

He Val His Arg Asp Leu Lys Leu Gly Asn Met Val Leu Asn Lys Arg 

195 200 205 

Thr His Arg He Thr He Thr Asn Phe Cys Leu Gly Lys His Leu Val 

210 215 220 

Ser Glu Gly Asp Leu Leu Lys Asp Gin Arg Gly Ser Pro Ala Tyr He 
225 230 235 240 

Ser Pro Asp Val Leu Ser Gly Arg Pro Tyr Arg Gly Lys Pro Ser Asp 

245 250 255 

Met Trp Ala Leu Gly Val Val Leu Phe Thr Met Leu Tyr Gly Gin Phe 

260 265 270 

Pro Phe Tyr Asp Ser He Pro Gin Glu Leu Phe Arg Lys He Lys Ala 

275 2B0 285 

Ala Glu Tyr Thr He Pro Glu Asp Gly Arg Val Ser Glu Asn Thr Val 

290 295 300 

Cys Leu He Arg 
305 

<210> 3343 
<211> 594 
<212> DNA 

<213> Homo sapiens 
<400> 3343 

cgcgtcatga gccaccgcat ggagggtgtc ggccagctgc ccgcctccta ccggcacaac 
60 

cggcctctcc tcagcggcgt gagtgacacc gaggcgcgcc agccggggaa gtcgcccccc 
120 

ttcagcatga actgggtcgt gggcagcgcg gacctggaga ttatcaacgc caccactggg 
180 

cggaggagct gtgggggccc atcccggctc tgcaagcacg tgctgtctgc acggtgggcg 
240 

cggctgtatg gcaggctgag cacacggaca cccagccctg gagacacgcc ctccatgtac 
300 

tgtgaggcca agctgggggc gcacacctac cagtctgtga aacagcagct gttcaaggcc 
360 

tttcagaagg ctggcctggg cacctgggtg aggaaaccac cggagcagca gcagtttcta 
420 

ctgactctcc aggctgcggg ctcctggctg ctggagctga gcgggacgct ggagggatgg 
480 

gaccgcgtct ggggggcgac gtggcgggtc ggccggttcc ctgcattcgt tttactttgg 
540 

tgtcccagaa acacgcgagt gtgcaatgtt tggacgagca acaaaaaaaa aaaa 
594 
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<210> 3344 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 3344 



Arg val Met 


Ser 


His Arg Met Glu Gly Val Gly 


Gin Leu Pro 


Ala 


Ser 


1 




5 






10 




15 




Tyr Arg His 


Asn 


Arg Pro Leu Leu Ser Gly Val 


Ser Asp Thr 


Glu 


Ala 


20 






25 




30 






Arg Gin Pro 


Gly 


Lys Ser Pro 


Pro 


Phe 


Ser Met 


Asn Trp Val 


Val 


Gly 


35 






40 






45 






Ser Ala Asp 


Leu 


Glu He He 


Asn 


Ala 


Thr Thr 


Gly Arg Arg 


Ser 


Cys 


SO 




55 








60 






Gly Gly Pro 


Ser 


Arg Leu Cys 


Lys 


His 


Val Leu 


Ser Ala Arg 


Trp 


Ala 


65 




70 






75 






80 


Arg Leu Tyr 


Gly 


Arg Leu Ser 


Thr 


Arg 


Thr Pro 


Ser Pro Gly 


Asp 


Thr 




65 






90 




95 




Pro Ser Met 


Tyr 


Cys Glu Ala 


Lys 


Leu 


Gly Ala 


His Thr Tyr 


Gin 


Ser 




100 




105 




110 






Val Lys Gin 


Gin 


Leu Phe Lys 


Ala 


Phe 


Gin Lys 


Ala Gly Leu 


Gly 


Thr 


115 






120 






125 






Trp Val* Arg 


Lys 


Pro Pro Glu 


Gin 


Gin 


Gin Phe 


Leu Leu Thr 


Leu 




130 




135 








140 







c210> 3345 
<211> 1149 
<212> DNA 

<213> Homo sapiens 
<400> 3345 

ggatcccata ggtagctcta gggctggagc tctgcaacat tgggcaagag gaccctgtgc 
60 

tgggaggcag ggagcttggg cccctcagat gggccacgtg ccctcgtggg accctcattg 
120 

tcaccgtgag ctctttccaa ggggacgcca ccagtggggg cctgggcagg aggcagctga 
180 

ggtgtttcag gaaaaggctg aagatcaagg ctgtggtgtg aggactaccc actttaggga 
240 

agtgaaagag gccagcctca ccccagacac cccagtgtgg ttggggaaag ggggtggtcc 
300 

gtggtgagcc tggtacctgg ggactcatcc tggccctgcc tggccctcag gtgggatgct 
360 

atggaatatg atgagaagct ggcccgtttc cggcaggccc acctcaaccc cttcaacaag 
420 

cagtctgggc cgagacagca tgagcagggc cctggggagg aggtcccgga cgtcactcct 
480 

gaagaggccc tgcctgagct gccccctggg gagccggaat tccgctgccc tgaacgcgtg 
540 

atggatctcg gcctgtctga ggaccacttc tcccgccctg tgggtctgtt cctggcctct 
600 

gacgtccagc agctgcggca ggcgatcgag gagtgcaagc aggtgattct ggagctgccc 
660 
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gagcagtcgg agaagcagaa ggatgccgtg gtgcgactca tccacctccg gctgaagctc 
720 

caggagctga aggaccccaa tgaggatgag ccaaacatcc gagtgctcct tgagcaccgc 
7B0 

ttttacaagg agaagagcaa gagcgtcaag cagacctgtg acaagtgtaa caccatcatc 
640 

tgggggctca ttcagacctg gtacacctgc acagggtgtt attaccgctg tcacagtaag 
900 

tgcttgaacc tcatctccaa gccctgtgtg agctccaaag tcagccacca agctgaatac 
960 

gaactgaaca tctgccctga gacagggctg gacagccagg attaccgctg tgccgagtgc 
1020 

cgggcgccca tctctctgcg gggtgtgccc agtgaggcca ggcagtgcga ctataccggc 
1080 

cagtactact gcagccactg ccactggaac gacctggctg tgatcccaga ggctggagtg 
1140 

tgctcgcga 
1149 

<210> 3346 
<211> 263 
c212> PRT 

<213> Homo sapiens 



<400> 3346 



Met 


Glu 


Tyr 


Asp 


Glu 


Lys 


Leu 


Ala 


Arg 


Phe Arg 


Gin Ala His 


Leu Asn 


l 








5 










10 




IS 


Pro 


Phe 


Asn 


Lys 


Gin 


Ser 


Gly 


Pro 


Arg 


Gin His 


Glu Gin Gly Pro Gly 








20 










25 




30 




Glu 


Glu 


val 


Pro 


Asp 


Val 


Thr 


Pro 


Glu 


Glu Ala 


Leu Pro Glu 


Leu Pro 






35 










40 






45 




Pro 


Gly 


Glu 


Pro 


Glu 


Phe 


Arg 


Cys 


Pro 


Glu Arg 


Val Met Asp Leu Gly 




50 










55 








60 




Leu 


ser 


Glu 


Asp 


His 


Phe 


Ser 


Arg 


Pro 


Val Gly 


Leu Phe Leu 


Ala Ser 


65 










70 








75 




60 


Asp 


Val 


Gin 


Gin 


Leu 


Arg 


Gin 


Ala 


He 


Glu Glu 


Cys Lys Gin 


Val He 










85 










90 




95 


Leu 


Glu 


Leu 


Pro 


Glu 


Gin 


Ser 


Glu 


Lys 


Gin Lys 


Asp Ala Val 


Val Arg 








100 










105 




110 




Leu 


lie 


His 


Leu 


Arg 


Leu 


Lys 


Leu 


Gin 


Glu Leu 


Lys Asp Pro 


Asn Glu 






115 










120 






125 




Asp 


Glu 


Pro 


Asn 


He 


Arg 


val 


Leu 


Leu 


Glu His 


Arg Phe Tyr 


Lys Glu 




130 










135 








140 




Lys 


Ser 


Lys 


Ser 


Val 


Lys 


Gin 


Thr 


Cys 


Asp Lys 


Cys Asn Thr 


He He 


14 S 










150 








155 




160 


Trp 


Gly 


Leu 


lie 


Gin 


Thr 


Trp 


Tyr 


Thr 


Cys Thr 


Gly Cys Tyr Tyr Arg 










165 










170 




175 


Cys 


His 


Ser 


Lys 


Cys 


Leu 


Asn 


Leu 


He 


Ser Lys 


Pro Cys Val 


Ser Ser 








160 










195 




190 




Lys 


Val 


Ser 


His 


Gin 


Ala 


Glu 


Tyr 


Glu 


Leu Asn 


He Cys Pro 


Glu Thr 






195 










200 






205 




Gly 


Leu 


Asp 


Ser 


Gin 


Asp 


Tyr 


Arg 


Cys 


Ala Glu 


Cys Arg Ala 


Pro He 




210 










215 








220 




Ser 


Leu 


Arg 


Gly 


val 


Pro 


Ser 


Glu 


Ala 


Arg Gin 


Cys Asp Tyr Thr Gly 
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225 230 235 240 

Gin Tyr Tyr Cys Ser His Cys His Trp Asn Asp Leu Ala Val lie Pro 

24S 250 255 

Glu Ala Gly Val Cys Ser Arg 
260 

<210> 3347 

<211> 2267 

<212> DNA 

<213> Homo sapiens 

<400> 3347 

aggtgtgtaa cgtgcgctat ggagccgaaa gtcgcagagc tgaagcagaa gatcgaggac 
60 

acgctatgcc cttttggctt cgaggtttac cccttccagg tggcatggta caatgaactc 
120 

ttgcctccag ccttccacct accgctgcca ggacctaccc tggccttcct ggtactcagc 
18 0 

acgcctgcca tgtttgaccg ggccctcaag cccttcttgc agagctgcca cctccgaatg 
240 

ctgactgacc cagtggacca gtgtgtggcc taccatctgg gccgtgtcgg agagagcctc 
300 

ccagagctgc agatagaaat cattgctgac tacgaggtac accccaaccg acgccccaag 
360 

atcctggccc agacagcagc ccatgtagct ggggctgctt actactacca acgacaagat 
420 

gtggaggctg acccacgggg gaaccagcgc atatcaggtg tgtgcataca cccccgattt 
480 

gggggctggt ttgccatccg aggggtagtg ctgctgccag ggatagaggt gccagatctg 
540 

ccacccagaa aacctcatga ctgtgtacct acaagagctg accgtatcgc cctactcgaa 
600 

ggcttcaatt tccactggcg tgattggact taccgggatg ctgtgacacc ccaggagcgc 
660 

tactcagaag agcagaaggc ctacttctcc actccacctg cccaacgatt ggccctattg 
720 

ggcttggctc agccctcaga gaagcctagt tctccctccc cggaccttcc ccttaccaca 
780 

cccgccccca agaagcctgg gaatcccagc agagcccgga gctggctcag ccccagggtc 
840 

tcaccacctg catcccctgg cccttgattt tctcccatgt ggaccctgat ttatggtggt 
900 

acctgctagg acttaattgg ctttggcaaa gcaaaaggct ttgagtacaa gattactatt 
960 

tttgacaata tagtagagat cttccatgaa gataacaagg ctcaaggaag ttaggtttgg 
1020 

ccaagataaa ggccagggaa ccagaattcc catctgcctt caaatgagtt ttcttttttt 
1080 

tttttttcta gacagagtct tactctgtca cctaggctgg agtgcagtgg cacagtctct 
1140 

actcactgca acctctgcct cctgggccga ggcagtagaa tcatttgaac cagggaggca 
1200 

gagattgcag tgagccgaga ttgcatggct gcactctagc ccgggtgaca gtgtgagact 
1260 
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ctgtctcaaa agaaaaaaaa gtacctgcct 
1320 

cactttggaa aaatacccgg catatatagt 
1380 

tgggaattct gtactgctgc tcatgggtgt 

1440 

gtagccgagg aagacaagtg gccggaatgg 
1500 

tctgaatcta ccttggcctc aagggcccag 
1560 

ctgaggacaa tgacatatga atgaggatca 
1620 

cacctgtaat cccaccattt tgggaggctg 
1680 

agaaccactc tgggcaacat aatgacacta 
1740 

caagggaagg ctaagaattg cccagtactg 
1800 

ccagccttgt cttcctcttt cctctgtcag 
1860 

tacatagcag gtaccaggca tttatcagaa 
1920 

tttgaatagt gtgtctaaac aaaaataggt 
1980 

gtaacccacc ctgtggcgtc agtcgcagtg 
2040 

ttctccctca tgtgtagtga aacaaaatgt 
2100 

tatgtctacc tgtgtcaata taattccctg 
2160 

aaacagggaa agcaaggagt aaattcctct 
2220 

aaataaagac tcatcaaggt ctcaaaaaaa 
2267 

<210> 3348 

<211> 288 

<212> PRT 

<213> Homo sapiens 



caggtaggga ctgaataaac acgtgtaagg 

aagcagtatg ttggccatta cgaaaggccc 

agtcggttct agaggggtgg gcaggtggga 

tatcacatga tacacagaag tatcctcagt 

gagaataact tttcccagct gacagcctct 

aaacgagctt tggccaggca ctgtggcgct 

aggcggagga ccacctgagg caaggaattc 

aaaaagacta tctctaatca aggctagaac 

tgcaactact gaaagcccta cccaaggcca 

ttcaaaaaga acagaaacct ccagctcttt 

gaggccaagc ttctggttcc catgcagccc 

gtccaagtag tcacactgag actttaactg 

ctctggccaa cactatagca gggcttattc 

aacaccttgg gttcattcag ttccattccc 

acttggaggc agctctcctc attttcccca 

taaaatcaaa agctaataat atgcttccta 

aaaaaaaaaa aaaaatt 



<400> 3348 
Arg Cys Val 
1 

Lye He Glu 

Gin Val Ala 
35 

Leu Pro Gly 
50 

Phe Asp Arg 
65 

Leu Thr Asp 
Gly Glu Ser 



Thr Cys Ala Met 
5 

Asp Thr Leu Cys 
20 

Trp Tyr Asn Glu 

Pro Thr Leu Ala 
55 

Ala Leu Lys Pro 
70 

Pro Val Asp Gin 
85 

Leu Pro Glu Leu 
100 



Glu Pro Lys 
10 

Pro Phe Gly 
25 

Leu Leu Pro 
40 

Phe Leu Val 

Phe Leu Gin 

Cys Val Ala 
90 

Gin He Glu 
105 



Val Ala Glu 

Phe Glu Val 

Pro Ala Phe 
45 

Leu Ser Thr 
60 

Ser Cys His 
75 

Tyr His Leu 
He He Ala 



Leu Lys Gin 
15 

Tyr Pro Phe 
30 

His Leu Pro 

Pro Ala Met 

Leu Arg Met 
80 

Gly Arg Val 
95 

Asp Tyr Glu 
110 
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val 


His 


Pro 


Asn 


Arg Arg Pro Lys He Leu Ala 


Gin Thr Ala Ala 


His 






115 




120 


125 




Val 


Ala 


Gly 


Ala 


Ala Tyr Tyr Tyr Gin Arg Gin 


Asp Val Glu Ala 


Asp 




130 






135 


140 




Pro 


Trp 


Gly 


Asn 


Gin Arg He Ser Gly Val Cys 


He His Pro Arg 


Phe 


145 








150 155 




160 


Gly 

• 


Gly 

* 


Trp 

* 


Phe 


Ala He Arg Gly Val Val Leu 


Leu Pro Gly He 


Glu 










165 170 


175 




Val 


Pro 


Asp 


Leu 


Pro Pro Arg Lys Pro His Asp 


Cys Val Pro Thr 


Arg 








180 


185 


190 




Ala 


Asp 


Arg 


lie 


Ala Leu Leu Glu Gly Phe Asn 


Phe His Trp Arg 


Asp 






195 




200 


205 




Trp 


Thr 


Tyr 


Arg 


Asp Ala Val Thr Pro Gin Glu 


Arg Tyr Ser Glu 


Glu 




210 






215 


220 




Gin 


Lys 


Ala 


Tyr 


Phe Ser Thr Pro Pro Ala Gin 


Arg Leu Ala Leu 


Leu 


225 








230 235 




240 


Gly 


Leu 


Ala 


Gin 


Pro Ser Glu Lys Pro Ser Ser 


Pro Ser Pro Asp 


Leu 










245 250 


255 




Pro 


Phe 


Thr 


Thr 


Pro Ala Pro Lys Lys Pro Gly 


Asn Pro Ser Arg 


Ala 








260 


265 


270 




Arg 


Ser 


Trp 


Leu 


Ser Pro Arg Val Ser Pro Pro 


Ala Ser Pro Gly 


Pro 






275 




280 


285 





<210> 3^49 

<211> 1132 

<212> DNA 

<213> Homo sapiens 



<400> 3349 

nnaaaatcgg ggcacggtca tcgtggagcg ctggtggaag gtaccgctgg ccggggaggg 
60 

ccggaagccg cgcctgcacc ggcgacatcg cgtctataag ctggtggagg acacgaagca 
120 

tcggcccaaa gaaaacctgg agctcaccct gacgcagtcg gtggagagta aggcccgggc 
180 

cgaggcgctt cctctcaggc tgatgttgga gtccggggtg acctggtctc agtgaagaaa 

240 

tctttaggcc ggaatcgact ccttcctcag ggactggctg tatatgcatc ccctgaaaac 
300 

aagaagctgt ttgaagagga gaaattgctg agacaagaag gaaaattaga gaagatccag 
360 

accaaggcag gtgaggcgac agtgaaattt ctaaaaagct gtcgcctgga ggtagggatg 
420 

aagaacaatg tcaaatggga gctgaaccct gaaacagctg cccgccactt ctttaagaat 
480 

cttggtgttg tggttgcccc acatacatta aagttaccag cagagcctat cacacggtgg 
540 

ggcgagcatt ggtgtgaggt gacggtaaat gggcttgata ctgtgagagt gcctatgcct 
600 

gtcgtgaact ttgagaagcc caagaccaaa agatataagt accggttagc ccagcaagct 
660 

gccaaggcta tggcccccac cagcccccag atctaaatct actctccctc caaggcagca 

720 
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aagcagaatc gggagcagtg gagcagaaat gtgcaagcac cctgatctca ctcccagctc 
780 

tgaccaaata cagaatttta gagaacatct gaagacatca gactgcactg cgtatacatg 
840 

ttgaattctt catttttgcc atetttaact gtcatcactg gggcagggaa gtcctgttcc 
900 

agaagtacca ggctgtagat ttgataagct agatgcagta gaccgaaacc atccaaaacc 
960 

tgtttagctt cttcctccat tggagtttat tgggacaaac aggagagcca gccattgtct 
1020 

ccagtacttg cctcattctc atcatccaaa ctgaacattt gtatcccaag cagaaataaa 
1080 

gagaacatgt tctttttaaa aaaaaaaaaa aaaaaaaaaa aaaaaaattg gc 
1132 

c210> 3350 
<211> 174 
<212> PRT 

c213> Homo sapiens 



<400> 3350 



Gly 


Pro 


Gly Arg 


Gly 


Ala 


Ser 


Ser 


Gin 


Ala 


Asp 


Val 


Gly 


Val 


Arg 


Gly 


1 






5 










10 










15 




Asp 


Leu. 


val Ser 
20 


val 


Lys 


Lys 


Ser 


Leu 
25 


Gly 


Arg 


Asn 


Arg 


Leu 
30 


Leu 


Pro 


Gin 


Gly 


Leu Ala 
35 


Val 


Tyr 


Ala 


Ser 
40 


Pro 


Glu 


Asn 


Lys 


Lys 
45 


Leu 


Phe 


Glu 


Glu 


Glu 
50 


Lys Leu 


Leu 


Arg 


Gin 
55 


Glu 


Gly 


Lys 


Leu 


Glu 
60 


Lys 


He 


Gin 


Thr 


Lys 


Ala 


Gly Glu 


Ala 


Thr 


Val 


Lys 


Phe 


Leu 


Lys 


Ser 


Cys 


Arg 


Leu 


Glu 


65 








70 










75 










80 


Val 


Gly 


Met Lys 


Asn 
85 


Asn 


Val 


Lys 


Trp 


Glu 
90 


Leu 


Asn 


Pro 


Glu 


He 
95 


Val 


Ala 


Arg 


His Phe 
100 


Phe 


Lys 


Asn 


Leu 


Gly 
105 


val 


Val 


Val 


Ala 


Pro 
110 


His 


Thr 


Leu 


Lys 


Leu Pro 
115 


Ala 


Glu 


Pro 


He 
120 


Thr 


Arg 


Trp 


Gly 


Glu 
125 


Tyr 


Trp 


Cys 


Glu 


Val 
130 


Thr Val 


Asn 


Gly 


Leu 
135 


Asp 


Thr 


Val 


Arg 


val 

14 0 


Pro 


Met 


Ser 


Val 


Val 


Asn 


Phe Glu 


Lys 


Pro 


Lys 


Thr 


Lys 


Arg 


Tyr 


Lys 


Tyr 


Trp 


Leu 


Ala 


145 








150 










155 










160 


Gin 


Gin 


Ala Ala 


Lys 
165 


Ala 


Met 


Ala 


Pro 


Thr 
170 


Ser 


Pro 


Gin 


He 







<210> 33S1 
<211> 1422 
<212> DNA 

<213> Homo sapiens 
<400> 3351 

nnggaataca gaagagaaac tagaaatata cgtattttgt ttcacatttg aacagtcatt 
60 

cttgaggaat actccatacc tgagtagaca gccatgtggc catcgcagct accaattttc 
120 
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atgacgccct tagctccaat aatccatggt ggcaagcaca gcgaacgaca tcctgccctc 
180 

gctgctgcgc cgcgatgcgc tgagcgccgc caaggaggtg ttgtaccacc tggacatcta 
240 

cttcagcagc cagctgcaga gcgcgccgct gcccatcgtg gacaagggcc ccgtggagct 
300 

gctggaggag ttcgtgttcc aggtgcccaa ggagcgcagc gcgcagccca agagactgaa 
360 

ttcccttcag gagcttcaac ttcttgaaat catgtgcaat tatttccagg agcaaaccaa 
420 

ggactctgtt cggcagatta ttttttcatc ccttttcagc cctcaaggga acaaagccga 
480 

tgacagccgg atgagcttgt tgggaaaact ggtctccatg gcggtggctg tgcgtcgaat 
540 

cccggtgttg gagtgtgctg cctcctggct tcagcggacg cccgtggttt actgtgtgag 
600 

gttagccaag gcccttgtag atgactactg ctgtttggtg ccgggatcca ttcagacgct 
660 

gaagcagata ttcagtgcca gcccgagatt ctgctgccag ttcatcacct ccgttaccgc 
720 

gctctatgac ctgtcatcag atgacctcat tccacctatg gacttgcttg aaatgattgt 
780 

cacctggatt tttgaggacc caaggttgat tctcatcacc tttttaaata ctccgattgc 
840 

ggccaatctg ccaataggat tcttagagct caccccgctc gttggattga tccgctggtg 
900 

cgtgaaggca cccctggcct ataaaaggaa aaagaagccc cccttatcca atggccatgt 
960 

cagcaacaag gccacaaagg acccgggcgt ggggatggac agagactccc acctcttgta 
1020 

ctcaaaactc cacctcagcg tcctgcaagc gctcatgacg ctgcagctgc acctgaccga 
1080 

gaagaatctg tatgggcgcc tggggctgat cctcttcgac cacatggccc cgctggtaga 

1140 

ggagatcaac aggttggcgg atgaactgaa ccccctcaac gcctcccagg agattgagct 
1200 

ctcgctggac cggctggcgc aggctctgca ggtggccatg gcctcaggag ctctgctgtg 
1260 

cacgagagat gaccttagaa ccttgttctc caggctcccc cgtaataacc tcctccagct 
1320 

ggtgatctcg ggtcccgcgc agcagtcgcc tcacgccgcg ccccccccgg ggttctaccc 
1380 

ccacacccac acgcccccgc tgggctacgg ggctgtcccc cc 
1422 

<210> 3352 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<4O0> 3352 

Met Trp Pro Ser Gin Leu Leu lie Phe Met Met Leu Leu Ala Pro lie 

15 10 15 

He His Gly Gly Lys His Ser Glu Arg His Pro Ala Leu Ala Ala Ala 
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20 

Pro Arg Cys Ala Glu Arg Arg Gin 

35 40 
Leu Leu Gin Gin Pro Ala Ala Glu 

50 55 
Gly Pro Arg Gly Ala Ala Gly Gly 
65 70 
Ala Gin Arg Ala Ala Gin Glu Thr 

85 

Ser 



25 30 
Gly Gly val Val Pro Pro Gly His 

45 

Arg Ala Ala Ala His Arg Gly Gin 
60 

Val Arg Val Pro Gly Ala Gin Gly 

75 80 
Glu Phe Pro Ser Gly Ala Ser Thr 
90 95 



<210> 3353 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 3353 

nngaagctat cctcatcctc ttcccgacct cggtcctgtg aagtccctgg aattaacatc 
60 

tttccatctc ctgaccagcc tgccaatgtg cctgtcctcc cacctgccat gaacacgggg 
120 

ggctccctac ctgacctcac caacctgcac tttcccccac cactgcccac ccccctggac 
180 

cctgaagaga cagcctaccc tagcctgagt gggggcaaca gtacctccaa tttgacccac 
240 

accatgactc acctgggcat cagcaggggc atgggcctgg gcccaggcta tgatgcacca 
300 

gggcgtcccc ctggatacca gtaaactgtc cactgaccag cggttacccc catacccata 
360 

cagttcccca agtttggtnt ctgcttaccc agccccacac cccaaagttt taacagcagc 
420 

<210> 3354 

<211> 107 

<212> PRT 

<213> Homo sapiens 

<400> 3354 



Xaa 


Lys 


Leu 


Ser 


Ser 


Ser 


Ser 


Ser 


Arg 


Pro Arg Ser 


Cys 


Glu 


Val 


Pro 


1 






5 










10 






15 




Gly 


He 


Asn 


He 


Phe 


Pro 


Ser 


Pro 


Asp 


Gin Pro Ala 


Asn 


Val 


Pro 


Val 






20 










25 






30 






Leu 


Pro 


Pro 
35 


Ala 


Met 


Asn 


Thr 


Gly 
40 


Gly 


Ser Leu Pro 


ASp 
45 


Leu 


Thr 


Asn 


Leu 


His 
50 


Phe 


Pro 


Pro 


Pro 


Leu 
55 


Pro 


Thr 


Pro Leu Asp 
60 


Pro 


Glu 


Glu 


Thr 


Ala 


Tyr 


Pro 


Ser 


Leu 


Ser 


Gly 


Gly 


Asn 


Ser Thr Ser 


Asn 


Leu 


Thr 


His 


65 








70 








75 








80 


Thr 


Met 


Thr 


His 


Leu 


Gly 


He 


Ser 


Arg 


Gly Met Gly Leu Gly Pro Gly 










85 










90 






95 




Tyr 


Asp 


Ala 


Pro 
100 


Gly 


Arg 


Pro 


Pro 


Gly 
105 


Tyr Gin 
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«210> 33S5 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<400> 335S 

gaacagccag ttgaacctga tggccccctc cctggctcag acaataacca agaaaagaaa 
60 

gtaagattat ctccagccaa aatgtcaacc aagaattcta cagatctagt tgaatatgtt 
120 

gacaagagtc atgcttttct ccccatcatt ccaaacaccc agagaggtca gctagaagac 
180 

agactgaaca accaggcgcg taccatagct ttccttcttg aacaagcctt ccgcatcaag 
240 

gaggacatct ctgcttgcct gcaggggacc catggctttc gaaaagagga atcgctcgcc 
3 00 

aggaagttac tggaaagcca catccagacc atcaccagca tcgtcaaaaa actcagccaa 
360 

aatattgaga ttttagaaga ccaaataaga gctcgagatc aggcggccac aggaactaac 
420 

tttgcagtac acgagataaa catcaaacac ctacaaggag ttgggagatc tttc 
474 

<210> 3356 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3356 



Met 


Ser 


Thr Lys Asn 


Ser Thr Asp Leu 


Val Glu Tyr 


Val 


Asp Lys Ser 


1 






5 




10 




15 


His 


Ala 


Phe Leu 


Pro 


He He Pro Asn 


Thr Gin Arg 


Gly 


Gin Leu Glu 






20 




25 






30 


Asp Arg 


Leu Asn 


Asn 


Gin Ala Arg Thr 


He Ala Phe 


Leu 


Leu Glu Gin 






35 




40 




45 




Ala 


Phe 


Arg He 


Lys 


Glu Asp He Ser 


Ala Cys Leu 


Gin 


Gly Thr His 




50 






55 


60 




Gly Phe 


Arg Lys 


Glu 


Glu Ser Leu Ala 


Arg Lys Leu 


Leu 


Glu Ser His 


65 








70 


75 




80 


He 


Gin 


Thr He 


Thr 


Ser He Val Lys 


Lys Leu Ser 


Gin 


Asn He Glu 








85 




90 




95 


He 


Leu 


Glu Asp Gin 


He Arg Ala Arg 


Asp Gin Ala 


Ala 


Thr Gly Thr 






100 




105 






HO 


Asn 


Phe 


Ala Val 


His 


Glu He Asn He 


Lys His Leu 


Gin 


Gly val Gly 



115 120 125 

Arg Ser Phe 



130 

<210> 3357 
<211> 2268 
<212> DNA 

<213> Homo sapiens 
<400> 33S7 
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nnggagcccc tggtccgatt 
60 

agcagccatt atggatttgg 
120 

agggcctata aaaataattc 
180 

aagaaaaccg catcctggat 
240 

tttctccata gataggtagc 
300 

cccctgtact ggggagtcac 
360 

gtgtcggtgc tgctggtggc 
420 

ctgccgccga ggacatgggt 
480 

agaaacatta ccaaggtcct 
540 

acagccaaaa aactgggtgt 
600 

atgcatgtag atatggcaga 
660 

tacetatcta tggagaaaat 
720 

ccaggatgcg gttttctttc 
780 

attattttta taggccctcc 
840 

aaatccataa tggctgctgc 
900 

tcagaccagt gcctgaagga 
960 

gtccggggtg gaggaggaaa 
1020 

cagttagagt cagcacggag 
1080 

gagaagtttg tagacacacc 
1140 

aatgctgtgt acttgtttga 
1200 

gaggaggccc cagcgcctgg 
1260 

gtcagagctg ctaaagctgt 
1320 

tcaaaacata atttctgttt 
1380 

actgagacga tcacaggaac 
1440 

aagattcctt tgagccagga 
1500 

tatgcagaag atcctagcaa 
1560 

actcctcgag cagacccttc 
1620 



ggtccccacc atgataaccc 
atgtgctctt tatacccatg 
cttcttgctt acaaagttca 
ggatagcctg tgcagcagag 
tctgctggga ggaacgggtt 
ggagtggccg ggctccaggg 
ggcggagagg aaccggtggc 
gtggaggcaa agaaccatga 



cattgcaaac 


agaggagaaa 


acagactgtg 


gcggtttata 


tgaagcatat 


tccatcggcc 


<* w l Looy 




agaaaacatg 


gaatttgccg 


tccatccgca 


attagagaca 


tggagtacct 


gttgtggagg 


acacgccagg 


agaattggct 


aggaatgagg 


attgttagat 


agaagctaag 


aagtctttca 


gaggcatgta 


gaagtccagg 


aagagactgt 


agtgtgcaga 


tattaaatct 


gaagtaagaa 


aaattatgtt 


ggagcaggga 


catggagatg 


aatacaaggc 


tgacttggtg 


gagtggcagc 


agaaataact 


ctgcagggcc 


taacttcatg 


cctgtggcag 


caccaggatt 


gaaactggag 



tccacaacag gtactccagc 
tctctaattg cagatggagg 
gcaaattcca tgctttctga 
gtcttggcca cttgaatgat 
tggcgtgtgg gacgcagctg 
acatggcggc ggcctctgcg 
atcgtctccc gagcctgctc 
agtacacaac agccacagga 
ttgcctgcag ggtgatgcgc 
gtgaggctga cagaaattcc 
ccgctccctc ccagcagagc 
ctgctgcaca ggctatccat 
aactttgtaa gcaagaagga 
tgggtataaa gagcacatcc 
gttatcatgg tgaggaccaa 
atcctgtcat gactaaagcc 
cagaacaaga atctcaagaa 
atgatgatgc tatgctgatc 
tgtttggtga tcaccatggc 
ggcgacatca gaagatcatt 
aaaagctggg agaagctgca 
ctgtggagtt tattatggac 
tgcaagtgga acatcctgtt 
ttagaattgc agcaggagag 
atgccttcga agctagaata 
gcccattagt gcacctccct 
tacggcaagg agacgaagtt 
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tccgtgcatt atgaccccac gattgcgaag ctggtcgtgt gggcagcaga tcgccaggcg 
1680 

gcattgacaa aactgaggta cagccttcgt cagtacaata ttgttggact gcacaccaac 

1740 

attgacttct tactcaacct gtctggccac ccagagtttg aagctgggaa cgtgcacact 
1800 

gatttcatcc ctcaacacca caaacagttg ttgctcagcc ggaaggctgc agccaaagag 
I860 

tctttatgcc aggcagccct gggtctcatc ctcaaggaga aagccatgac cgacactttc 
1920 

actcttcagg cacatgatca attctctcca ttttcgtcta gcagtggaag aagactgaat 
1980 

atctcgtata ccagaaacat gactcttaaa gatggtaaaa acagttttcg tctcctcgga 
2040 

taatcaacca tttccatact catgtaatct aggcatactc tggagttatt acaggtttgg 
2100 

ttccagacca ctacaataaa atgtagccat agctgtaacg tataaccatg atgggtctta 
2160 

tagcatgcag attgaagata aaactttcca agtccttggt aatctttaca gcgagggaga 
2220 

ctgcacttac ctgaaatgtt ctgttaatgg agttgctagt aaagcgaa 
2268 

c210> 3*358 
<211> 493 
<212> PRT 

<213> Homo sapiens 



<400> 33S8 



Gin 


Thr 


Val 


Ala 


Val 


Tyr Ser Glu Ala 


Asp 


Arg Asn Ser 


Met His Val 


l 








5 




10 




15 


Asp 


Met 


Ala 


Asp 


Glu 


Ala Tyr Ser lie 


Gly 


Pro Ala Pro 


Ser Gin Gin 








20 




25 






30 


Ser 


Tyr 


Leu 


Ser 


Met 


Glu Lys lie lie 


Gin 


Val Ala Lys 


Thr Ser Ala 






35 






40 




45 




Ala 


Gin 


Ala 


lie 


His 


Pro Gly Cys Gly 


Phe 


Leu Ser Glu 


Asn Met Glu 




50 








55 




60 




Phe 


Ala 


Glu 


Leu 


Cys 


Lys Gin Glu Gly 


lie 


lie Phe lie 


Gly Pro Pro 


65 










70 




75 


80 


Pro 


Ser 


Ala 


lie 


Arg 


Asp Met Gly lie 


Lys 


Ser Thr Ser 


Lys Ser He 










85 




90 




95 


Met 


Ala 


Ala 


Ala 


Gly 


Val Pro Val Val 


Glu 


Gly Tyr His 


Gly Glu Asp 








100 




105 






110 


Gin 


Ser 


Asp 


Gin 


Cys 


Leu Lys Glu His 


Ala 


Arg Arg lie 


Gly Tyr Pro 






115 






120 




125 




Val 


Met 


lie 


Lys 


Ala 


val Arg Gly Gly 


Gly 


Gly Lys Gly 


Met Arg He 




130 








135 




140 




Val 


Arg 


Ser 


Glu 


Gin 


Glu Phe Gin Glu 


Gin 


Leu Glu Ser 


Ala Arg Arg 


145 










150 




155 


160 


Glu 


Ala 


Lys 


Lys 


Ser 


Phe Asn Asp Asp 


Ala 


Met Leu He 

■ 


Glu Lys Phe 










165 




170 




175 


Val 


Asp 


Thr 


Pro 


Arg 


His Val Glu Val 


Gin 


val Phe Gly 


Asp His His 








180 




185 






190 


Gly 


Asn 


Ala 


Val 


Tyr 


Leu Phe Glu Arg 


Asp 


Cys Ser Val 


Gin Arg Arg 
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195 


200 


205 








His 


Gin Lys 


He He Glu Glu Ala Pro Ala 


Pro Gly He 


Lys 


Ser 


Glu 




210 


215 


220 








Val 


Arg Lys 


Lys Leu Gly Glu Ala Ala Val 


Arg Ala Ala 


Lys 


Ala 


Val 


225 




230 


235 






240 


Asn 


Tyr Val 


Gly Ala Gly Thr Val Glu Phe 


He Met Asp 


Ser 


Lys 


His 






245 250 






255 




Asn 


Phe Cys 


Phe Met Glu Met Asn Thr Arg 


Leu Gin Val 


Glu 


His 


Pro 






260 265 




270 






Val 


Thr Glu 


Met He Thr Gly Thr Asp Leu 


Val Glu Trp 


Gin 


Leu 


Aro 




275 


280 


2B5 








lie 


Ala Ala 


Gly Glu Lys He Pro Leu Ser 


Gin Glu Glu 


He 


Thr 


Leu 




290 


295 


300 








Gin Gly His 


Ala Phe Glu Ala Arg He Tyr 


Ala Glu Asp 


Pro 


Ser 


Asn 


305 




310 


315 






320 


Asn 


Phe Met 


Pro val Ala Gly Pro Leu Val 


His Leu Ser 


Thr 


Pro 


Arq 






325 330 






335 

www 




Ala 


Asp Pro 


Ser Thr Arg He Glu Thr Gly 


Val Arg Gin 


Glv 


Asp 


Glu 






340 345 




350 

w W ** 






Val 


Ser Val 


His Tyr Asp Pro Met He Ala 


Lys Leu Val 


Val 


Tro 


Ala 




355 


360 


36S 








Ala 


Asp Arg 


Gin Ala Ala Leu Thr Lys Leu 


Arg Tyr Ser 


Leu 


Arg 


Gin 




370 


375 


380 








Tyr Asn He 


Val Gly Leu His Thr Asn He 


Asp Phe Leu 


Leu 


Asn 


Leu 


365 




390 


395 






400 


Ser Gly His 


Pro Glu Phe Glu Ala Gly Asn 


Val His Thr 


Asp 


Phe 


He 






405 410 






41S 




Pro 


Gin His 


His Lys Gin Leu Leu Leu Ser 


Arg Lys Ala 


Ala 


Ala 


Lys 






420 425 




430 






Glu 


Ser Leu 


Cys Gin Ala Ala Leu Gly Leu 


He Leu Lys 


Glu 


Lys 


Ala 




435 


440 


445 








Mec 


Thr Asp 


Thr Phe Thr Leu Gin Ala His 


Asp Gin Phe 


Ser 


Pro 


Phe 




450 


455 


460 








Ser 


Ser Ser 


Ser Gly Arg Arg Leu Asn He 


Ser Tyr Thr 


Arg 


Asn 


Met 


465 




470 


475 






480 


Thr 


Leu Lys 


Asp Gly Lys Asn Ser Phe Arg 


Leu Leu Gly 









485 490 



<210> 3359 

<211> 652 

<212> DNA 

<213> Homo sapiens 

<400> 3359 

ntccggacgt aatcgtggtt tttgttctgc aataggcggc ttagagggag gggctttttc 
60 

gcctatacct actgtagctt ctccacgtat ggaccctaaa ggctactgct gctactacgg 
120 

ggctagacag ttactgtctc agctctagga tgtgcgttct tccactagaa gctcttctga 
180 

gggaggtaat taaaaaacag tggaatggaa aaacagtgct gtagtcatcc tgtaatatgc 
24 0 

tccttgtcaa caatgtatac attcctgcta ggtgccatat tcattgcttt aagctcaagt 
300 
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cgcaccttac tagtgaagta ttctgccaat gaagaaaaca agtatgatta tcttccaact 
360 

actgtgaatg tgtgctcaga actggtgaag ctagttttct gtgtgcttgt gtcattctgt 
420 

gttacaaaga aagatcatca aagtagaaat ttgaaatatg cttcctggaa ggaattctct 
480 

gatctcacga agtggtccat tcctgccttt ctttatttcc tggataactt gattgtcttc 
540 

tatgtcctgt cctatcttca accagccatg gctgttatct tctcaaattt tagcattata 
600 

acaacagctc ttctattcag gatagtgctg aagaggcgtc taaactggat cc 
652 

<210> 3360 

<211> 149 

<212> PRT 

<213> Homo sapiens 

<400> 3360 



Met 


Glu 


Lys 


Gin 


Cys 


Cys 


Ser 


His 


Pro 


Val 


He Cys 


Ser 


Leu 


Ser 


Thr 


l 








5 










10 








IS 




Met 


Tyr 


Thr 


Phe 


Leu 


Leu Gly Ala 


He 


Phe 


He Ala 


Leu 


Ser 


Ser 


Ser 








20 










25 








30 






Arg 


He 


'Leu 
35 


Leu 


val 


Lys 


Tyr 


Ser 
40 


Ala 


Asn 


Glu Glu 


Asn 
45 


Lys 


Tyr 


Asp 


Tyr 


Leu 
50 


Pro 


Thr 


Thr 


Val 


Asn 

55 


Val 


Cys 


Ser 


Glu Leu 
60 


Val 


Lys 


Leu 


Val 


Phe 


Cys 


Val 


Leu 


Val 


Ser 


Phe 


Cys 


Val 


He 


Lys Lys 


Asp 


His 


Gin 


Ser 


65 










70 










75 








80 


Arg 


Asn 


Leu 


Lys 


Tyr 
85 


Ala 


Ser 


Trp 


Lys 


Glu 
90 


Phe Ser 


Asp 


Phe 


Met 
95 


Lys 


Trp 


Ser 


He 


Pro 


Ala 


Phe 


Leu 


Tyr 


Phe 


Leu Asp Asn 


Leu 


He 


Val 


Phe 








100 










105 








110 






Tyr 


Val 


Leu 
11S 


Ser 


Tyr 


Leu 


Gin 


Pro 
120 


Ala 


Met 


Ala Val 


He 
125 


Phe 


Ser 


Asn 


Phe 


Ser 


He 


He 


Thr 


Thr 


Ala 


Leu 


Leu 


Phe Arg He 


Val 


Leu 


Lys 


Arg 




130 










135 








140 










Arg 


Leu 


Asn 


Trp 


He 























145 

<210> 3361 
<211> 1040 
<212> DNA 

<213> Homo sapiens 
<400> 3361 

nntccggatg gtctggcgcg ctgggctcgc taggtttgtg ctggcgaggg gacggggtgg 
60 

gacgggcgac ccggacccaa gaagtgggag gaccgcgcgt gtcgcggcct agcggcgagg 
120 

ggagtcgcct gcgcgcgcag cggaggccag tgcgccggcg cacagcgagc ccgggtctgt 
180 

gatcgccgag gcgggagtga agatagtcca agtcctaaga gacagcgcct ctctcattca 
240 
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gtctccgatt atacatcagc atcaccagct ccctcaccac caatgcgacc atgggagatg 
3 00 

acatcaaata ggcagccccc ttcagttcga ccaagccaac atcacttctc aggggaacga 
360 

tgcaacacac ctgcacgcaa cagaagaagt cctcctgtca ggcgccagag aggaagaagg 
420 

gatcgtctgt ctcgacataa ttccattagt caagatgaaa actatcacca tctcccttac 

480 

gcacagcagc aagcaataga ggagcctcga gccttccacc ctccgaatgt atctccccgt 
S40 

ctgctacatc ctgctgctca tccaccccag cagaatgcag tcatggttga catacatgat 
600 

cagctccatc aaggaacagt ccctgtttct tacacagcaa caacagtggc accacatggg 
660 

attccactct gcacaggcca gcacatccct gcttgtagta cacagcaggt cccaggatgc 
720 

tctgtggttt tcagtggaca gcacctccct gtctgtagtg tgcctcctcc aacgcttcag 
780 

gcatgttcag ctcagcactt accagtacca tatgctgcat tcccacccct tatttctagt 
840 

gatccatttc ttatacatcc tcctcacctt tctccccatc atcctcctca tttgccacca 
900 

ccaggccagt ttgtcccttt ccaaacacag caatcacgat cgcctctgca aaggatagaa 
960 

aatgaagtgg aactcttagg agaacatctt ccaggagccc acccccagca cccccatctg 
1020 

ttaataaata tctcaactcc 
1040 

<210> 3362 
<211> 2S2 
<212> PRT 

<213> Homo sapiens 



<400> 3362 



Met Arg Pro Trp 


Glu Met Thr 


Ser 


Asn 


Arg 


Gin 


Pro Pro 


Ser 


Val 


Arg 


1 


5 






10 








15 




Pro Ser Gin His 


His Phe Ser Gly Glu 


Arg 


Cys 


Asn Thr 


Pro 


Ala 


Arg 


20 






25 








30 






Asn Arg Arg Ser 


Pro Pro Val 


Arg Arg 


Gin 


Arg 


Gly Arg 


Arg 


Asp 


Arg 


35 




40 








45 








Leu Ser Arg His 


Asn Ser lie 


Ser 


Gin 


Asp 


Glu 


Asn Tyr 


His 


His 


Leu 


50 


55 










60 








Pro Tyr Ala Gin 


Gin Gin Ala 


He 


Glu 


Glu 


Pro 


Arg Ala 


Phe 


His 


Pro 


65 


70 








75 








80 


Pro Asn Val Ser 


Pro Arg Leu 


Leu 


His 


Pro 


Ala 


Ala His 


Pro 


Pro 


Gin 




85 






90 








95 




Gin Asn Ala Val 


Met Val Asp 


He 


His 


Asp 


Gin 


Leu His 


Gin 


Gly 


Thr 


100 






105 








110 






Val Pro Val Ser 


Tyr Thr Val 


Thr 


Thr 


Val 


Ala 


Pro His 


Gly 


He 


Pro 


115 




120 








125 








Leu Cys Thr Gly 


Gin His He 


Pro 


Ala 


Cys 


Ser 


Thr Gin 


Gin 


Val 


Pro 


130 


135 










140 








Gly Cys Ser Val 


Val Phe Ser Gly Gin 


His 


Leu 


Pro Val 


Cys 


Ser 


Val 
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145 






150 






155 


160 


Pro Pro Pro 


Met 


Leu 


Gin 


Ala 


Cys 


Ser. Val Gin His 


Leu Pro Val Pro 






165 








170 


175 


Tyr Ala Ala 


Phe 


Pro 


Pro 


Leu 


lie 


Ser Ser Asp Pro 


Phe Leu He His 




180 










185 


190 


Pro Pro His 


Leu 


Ser 


Pro 


His 


His 


Pro Pro His Leu 


Pro Pro Pro Gly 


195 










200 




205 


Gin Phe Val 


Pro 


Phe 


Gin 


Thr 


Gin 


Gin Ser Arg Ser 


Pro Leu Gin Arg 


210 








215 




220 


lie Glu Asn 


Glu 


Val 


Glu 


Leu 


Leu Gly Glu His Leu 


Pro Gly Ala His 


225 






230 






235 


240 


Pro Gin His 


Pro 


His 


Leu 


Leu 


lie 


Asn He Ser Thr 








24S 








250 





<210> 3363 

<2X1> 718 

<212> DNA 

<213> Homo sapiens 

<400> 3363 

cagaaggacc ccaggatggc ggtcatcatg cccaggaacg ttggtgatgg ggaatgggtt 
60 

ggccagcatg atcagggacc ccgtcatgcc catgattttt tgggtggcat tggcgaccga 

gtagctcagg agtgtctccg gagcccactg gagaagcccc ccaacggcct cctcctcccc 
180 

cagcacgggg actatcagta cggccgcaac aacatctaaa cagaccactt ccaatacagc 
240 

cggcagagct acccaaactc gtacagtttg aaccgctatg atgtgtagag tccaaaggac 
300 

aggaccagac cgttggtgac tccttccccg gcccccacag cagtatcaga aacttctgac 
360 

aatcagtgaa tgtacaaccc agccgagggg acggtgcaca actctccatc agaagccctg 
420 

gggttcctgg ccccccgtga gccgcaggag gatgcgttgc ctgcagtgca gacggccgtg 
480 

agctctgggc aaacctaaac agagaccagt gtcccatgct ctttcttcct ggagcctgtc 
540 

atctgagggc cgtgtccctg cggagatctt ggccacgttg tacctttcca tgtggaatta 
600 

ttccccaagc agtgtagctc agagcacttg tgtctgcatt ccagataaca ctcaggacct 
660 

gtgtgaaaag ctggggtcac tgtggctgta gaccatgaac tggcagtggg ggtgtcca 
718 

<210> 3364 
<211> 163 
<212> PRT 

<213> Homo sapiens 
<400> 3364 

Met Gly His Trp Ser Leu Phe Arg Phe Ala Gin Ser Ser Arg Pro Ser 

1 5 io 15 

Ala Leu Gin Ala Thr His Pro Pro Ala Ala His Gly Gly Pro Gly Thr 
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20 


25 


30 


Pro 


Gly 


Leu 


Leu Met Glu 


Ser Tyr Ala Pro 


Ser Pro Arg Leu Gly Cys 






35 




40 


45 


Thr 


Phe 


Thr 


Asp Cys Gin 


Lys Phe Leu lie 


Leu Leu Trp Gly Pro Gly 




50 






55 


60 


Lys 


Glu 


Ser 


Pro Thr Val 


Trp Ser Cys Pro 


Leu Asp Ser Thr His His 


65 






70 




75 80 


Ser 


Gly 


Ser 


Asn Cys Thr 


Ser Leu Gly Ser 


Ser Ala Gly Cys lie Gly 








85 


90 


95 


Ser 


Gly 


Leu 


Phe Arg Cys 


Cys Cys Gly Arg 


Thr Asp Ser Pro Arg Ala 








100 


105 


110 


Gly 


Gly 


Arg 


Gly Gly Arg 


Trp Gly Ala Ser 


Pro Val Gly Ser Gly Asp 






115 




120 


125 


Thr 


Pro 


Glu 


Leu Leu Gly 


Arg Gin Cys His 


Pro Lys Asn His Gly His 




130 






135 


140 


Asp 


Gly 


Val 


Pro Asp His 


Ala Gly Gin Pro 


lie Pro His His Gin Arg 


145 






150 




155 160 


Ser 


Trp 


Ala 









<210> 3365 
<211> 2389 
<212> pNA 

<213> Homo sapiens 
<400> 3365 

gcaggaagat ggcggcggta gcggaggtgt gagtggacgc gggactcagc ggccggattt 
60 

tctcttccct tcctttccct tttccttccc tatttgaaat tggcatcgag ggggctaagt 
120 

tcgggtggca gcgccgggcg caacgcaggg gtcacggcga cggcggcggc ggctgacggc 
180 

tggaagggta ggcttccttc accgctcgtc ctccttcctc gctccgctcg gtgtcaggcg 
240 

cggcggcggc gcggcgggcg gacttcgtcc ctcctcctgc tcccccccac accggagcgg 
300 

gcactcttcg cttcgccatc ccccgaccct tcaccccgag gactgggcgc ctcctccggc 
360 

gcagctgagg gagcgggggc cggtctcccg ctcggttgtc gagcctccat gtcggataat 
420 

cagaaccgga actcgtcggg ctcggaggag gatccagaga cggagtctgg gccgcctgtg 
480 

gagcgctgcg gggtcctcag taagtggaca aactacattc atgggtggca ggatcgttgg 
540 

gtagttctga aaaataatgc tctgagttac tacaaatctg aagatgaaac agagtatggc 
600 

tgcagaggat ccatctgtct tagcaaggct gtcatcacac ctcacgattt tgatgaatgt 
660 

cgatttgata ttagtgtaaa tgatagtgtt tggtatcttc gtgctcagga tccagatcat 
720 

agacagcaat ggatagatgc cattgaacag cacaagactg aatctggata tggatctgaa 
780 

tccagcttgc gtcgacatgg ctcaatggtg tccctggtgt ccggagcaag tggctactct 

840 
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gcaacatcca cctcttcatt caagaaaggc 
900 

gaaacattta gagacatctt atgtagacaa 
960 

tgtgctgatg ctgtctctaa ggatgaactt 
1020 

gacgactttc ctacaacgcg ctctgatggt 
1080 

gaaaagttat ttccacatgt gacaccaaaa 
1140 

gcgataactt ttaaagcaac cactgctgga 
1200 

ctaatggtta aacgtgagga cagctggcag 
1260 

agaagaacag aggaagcata taaaaatgca 
1320 

ggaggaccag attatgaaga aggccctaac 
1380 

gctgttgaag ctgctcttga cagacaagat 
1440 

gtgagattac attggcctac atccttgccc 
1500 

catagatttg tccaaaagcc ctatagtcgc 
1560 

agtgcccctg atgatgttca cagattcagc 
1620 

acgacttact cattacagga tgtaggcgga 
16B0 

ggagaaatga aggtatacag aagagaagta 
1740 

aaagctaccc atgcagttaa aggcgtcaca 
1800 

gttgacgttc gcaatgactg ggaaacaact 
1860 

gctgataatg caatcatcat ttaccaaaca 
1920 

gacgtattat atctttctgt cattcgaaag 
1980 

acttggatag tttgtaattt ttctgtggat 

2040 

gtccgtgcca aaataaatgc tgctatgatt 
2100 

aaccaggaaa ttagcaggga caacattcta 
2160 

cctggaggat gggcaccagc ctcagtgtta 
2220 

ttcctaaaac gttttacccc ttacgtccaa 
2280 

tagtattaac aggtactaga agatatgttt 
2340 

gactgtcaat actaaaattc agttgttgaa 
2389 

<210> 3366 



cacagtctac gtgagaagtt ggctgaaatg 
gttgacacgc tacagaagta ctttgatgcc 
caaagggata aagtggtaga agatgatgaa 
gacttcttgc atagcaccaa cggcaataaa 
ggaattaatg gtatagactt caaaggggaa 
atccttgcaa cactttccca ctgtactgaa 
aagagactgg ataaggaaac tgagaagaaa 
atgacagaac ttaagaaaaa atcccacttt 
agtctgatta atgaagaaga gttctttgat 
aaaatagaag aacagtcaca gagtgaaaag 
tctggagatg ccttttcttc tgtggggaca 
tcttcctcca tgtcttccat tgatctagtc 
tcccaggttg aagagatggt gcagaaccac 
gatgccaatt ggcagctggt tgtagaagaa 
gaagaaaatg ggattgttct ggatccttta 
ggacatgaag tctgcaatta tttctggaat 
atagaaaact tccatgcggt ggaaaeatea 
cacaagaggg tgtggcctgc ttctcagcga 
ataccagcct tgactgaaaa tgaccctgaa 
catgacagcg ctcctctaaa caaccgatgt 
tgtcaaacct tggtaagccc accagaggga 
tgcaagatta catatgtagc taatgtgaac 
agggcagtgg caaagcgaga gtaccccaaa 
gaaaaaactg caggaaagcc tatcttgttc 
tatctttttt caactttatt tgactaatat 
agtatttact atgtttttt 
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<211> 624 
<212> PRT 
<213> Homo sapiens 

<400> 3366 

Met Ser Asp Asn Gin Asn Trp Asn Ser Ser Gly Ser Glu Glu Asp Pro 

15 10 15 

Glu Thr Glu Ser Gly Pro Pro Val Glu Arg Cys Gly Val Leu Ser Lys 

20 25 30 

Trp Thr Asn Tyr lie His Gly Trp Gin Asp Arg Trp Val Val Leu Lys 

35 40 45 

Asn Asn Ala Leu Ser Tyr Tyr Lys Ser Glu Asp Glu Thr Glu Tyr Gly 

50 55 60 

Cys Arg Gly Ser He Cys Leu Ser Lys Ala Val He Thr Pro His Asp 
65 70 75 80 

Phe Asp Glu Cys Arg Phe Asp He Ser Val Asn Asp Ser Val Trp Tyr 

85 90 95 

Leu Arg Ala Gin Asp Pro Asp His Arg Gin Gin Trp He Asp Ala He 

100 105 110 

Glu Gin His Lys Thr Glu Ser Gly Tyr Gly Ser Glu Ser Ser Leu Arg 

115 120 12S 

Arg His Gly Ser Met Val Ser Leu Val Ser Gly Ala Ser Gly Tyr Ser 

130 135 140 

Ala Thr Ser Thr Ser Ser Phe Lys Lys Gly His Ser Leu Arg Glu Lys 
145 ISO 155 160 

Leu Ala Glu Met Glu Thr Phe Arg Asp He Leu Cys Arg Gin Val Asp 

165 170 175 

Thr Leu Gin Lys Tyr Phe Asp Ala Cys Ala Asp Ala Val Ser Lys Asp 

180 1B5 190 

Glu Leu Gin Arg Asp Lys Val Val Glu Asp Asp Glu Asp Asp Phe Pro 

195 200 205 

Thr Thr Arg Ser Asp Gly Asp Phe Leu His Ser Thr Asn Gly Asn LyB 

210 215 220 

Glu Lys Leu Phe Pro His Val Thr Pro Lys Gly He Asn Gly He Asp 
225 230 235 240 

Phe Lys Gly Glu Ala He Thr Phe Lys Ala Thr Thr Ala Gly He Leu 

245 250 255 

Ala Thr Leu Ser His Cys He Glu Leu Met Val Lys Arg Glu Asp Ser 

260 265 270 

Trp Gin Lys Arg Leu Asp Lys Glu Thr Glu Lys Lys Arg Arg Thr Glu 

275 280 285 

Glu Ala Tyr Lys Asn Ala Met Thr Glu Leu Lys Lys Lys Ser His Phe 

290 295 300 

Gly Gly Pro Asp Tyr Glu Glu Gly Pro Asn Ser Leu He Asn Glu Glu 
305 310 315 320 

Glu Phe Phe Asp Ala Val Glu Ala Ala Leu Asp Arg Gin Asp Lys He 

325 330 335 

Glu Glu Gin Ser Gin Ser Glu Lys Val Arg Leu His Trp Pro Thr Ser 

340 345 350 

Leu Pro Ser Gly Asp Ala Phe Ser Ser Val Gly Thr His Arg Phe Val 

355 360 365 

Gin Lys Pro Tyr Ser Arg Ser Ser Ser Met Ser Ser He Asp Leu Val 

370 375 380 

Ser Ala Ser Asp Asp Val His Arg Phe Ser Ser Gin Val Glu Glu Met 
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385 390 395 400 

Val Gin Asn His Met Thr Tyr Ser Leu Gin Asp Val Gly Gly Asp Ala 

405 410 415 

Asn Trp Gin Leu Val Val Glu Glu Gly Glu Met Lys Val Tyr Arg Arg 

420 425 430 

Glu Val Glu Glu Asn Gly lie Val Leu Asp Pro Leu Lys Ala Thr His 

435 440 445 

Ala Val Lys Gly Val Thr Gly His Glu Val Cys Asn Tyr Phe Trp Asn 

450 455 460 

Val Asp Val Arg Asn Asp Trp Glu Thr Thr He Glu Asn Phe His Val 
465 470 475 480 

Val Glu Thr Leu Ala Asp Asn Ala He He He Tyr Gin Thr His Lys 

485 490 495 

Arg Val Trp Pro Ala Ser Gin Arg Asp Val Leu Tyr Leu Ser Val He 

500 505 510 

Arg Lys He Pro Ala Leu Thr Glu Asn Asp Pro Glu Thr Trp He Val 

S15 520 525 

Cys Asn Phe Ser Val Asp His Asp Ser Ala Pro Leu Asn Asn Arg Cys 

530 535 540 

Val Arg Ala Lys He Asn Val Ala Met He Cys Gin Thr Leu Val Ser 
545 550 555 560 

Pro Pro Glu Gly Asn Gin Glu He Ser Arg Asp Asn He Leu Cys Lys 

565 570 575 

He Thr Tyr Val Ala Asn Val Asn Pro Gly Gly Trp Ala Pro Ala Ser 

580 585 590 

Val Leu Arg Ala Val Ala Lys Arg Glu Tyr Pro Lys Phe Leu Lys Arg 

595 600 605 

Phe Thr Ser Tyr Val Gin Glu Lys Thr Ala Gly Lys Pro He Leu Phe 
610 615 620 

<210> 3367 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 3367 

acgcgtgcag gagaggagag gccaggagat agggagggca gtttgtggat tgaaatgacc 
60 

gagaattacg ccacagaggt gttggaggct ggcatcgtgg catctcagga gcacggaggg 
120 

tgccttcccc acttcaggcc tcttagtgtc aaggatgtga gaggcaaggg ctgctgggag 
180 

agtattttac ggactgaagg aggcgtgccg cctgccctgc cctcctactg gcggaggaag 
240 

gaggcgctgg gagccccaca actcagggcc ccccgacgcc cagtaaggcc actgtacacc 
300 

cctcctgacc cagaccataa ccagcctccg attgtgcttt tgaccctgtt tccttcaggc 
360 

accagg 
366 

c210> 3368 
<211> 104 
<212> PRT 
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<213> Homo sapiens 



<400> 3368 
Met Thr Glu Asn 
1 

Ser Gin Glu His 
20 

Lys Asp Val Arg 
35 

Gly Gly Val Pro 
50 

Leu Gly Ala Pro 
65 

Tyr Thr Pro Pro 

Thr Leu Phe Pro 
100 



Tyr Ala Thr Glu 
5 

Gly Gly Cys Leu 

Gly Lys Gly Cys 
40 

Pro Ala Leu Pro 
55 

Gin Leu Arg Ala 
70 

Asp Pro Asp His 
65 

Ser Gly Thr Arg 



Val Leu Glu Ala 
10 

Pro His Phe Arg 
25 

Trp Glu Ser lie 

Ser Tyr Trp Trp 
60 

Pro Arg Arg Pro 
75 

Asn Gin Pro Pro 
90 



Gly He Val Ala 
15 

Pro Leu Ser Val 
30 

Leu Arg Thr Glu 
45 

Arg Lys Glu Val 

Val Arg Pro Leu 
80 

He Val Leu Leu 
95 



c2l0> 3369 
<211> 1405 
<212> DNA 

<213> Homo sapiens 
<400> 3369 

cttgttccag ggaaaagctt tcagcagcaa agggaagcca tgaaacaaac catagaagaa 
60 

gataaggagc agaaaaatca ggaaaactgt ggtgcaaaga agaataaaaa gaagaggaaa 
120 

aaggttttac ataatgccaa caaaaatgat gattatgaca acgaggagat cttaacctat 
160 

gaggaaatgt cactctatca ccagccagca aataggaaga gacctatcat cttgattggt 
240 

ccacagaact gtggccagaa tgaattgcgt cagaggctca tgaacaaaga aaaggaccgc 
300 

tttgcatctg cagttcctca tacaacccgg agtaggcgag accaagaagt agccggtaga 
360 

gattaccact ttgtttcgcg gcaagcattc gaggcagaca tagcagctgg aaagttcatt 
420 

gagcatggtg aatttgagaa gaatttgtat ggaactagca tagattctgt acggcaagtg 
480 

atcaactctg gcaaaatatg tcttttaagt cttcgtacac agtcattgaa gactctccgg 
540 

aattcagatt tgaaaccata tattatcttc attgcacccc cttcacaaga aagacttcgg 
600 

gcattattgg ccaaagaagg caagaatcca aagcctgaag agttgagaga aatcattgag 
660 

aagacaagag agatggagca gaacaatggc cactactttg atacggcaat tgtgaattcc 
720 

gatcttgata aagcctatca ggaattgctt aggttaatta acaaacttga cactgaacct 
780 

cagtgggtac catccacttg gctgaggtga aagaaacatc cattctgtgg catgttggac 
840 

ttgatctggc aaaaaccgcc aataggagga ctgcccgaca ctgcagcaag attgaggata 
900 
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agatggaagg cagcagtata agctgtagac ctgttcttag atctcttgaa ttagtgagac 
960 

gacagttccc ttaggcagtt tgtgcatggc atcctttatt ctctatacat ggctttagcg 
1020 

gttcttgcct cattttggga ttctaaatgg aagctttcaa cagagcattc cattttgtcc 
1080 

tgttaaaacc ttttgttttc acctaaaccc tttctgctta gttgtatctc tgtgaaaaac 
1140 

ttgtatacac aagcgtccat gtctcacaca aatattgatg tgattattct taagtgttaa 
1200 

accattaaca cttaaatgac ttcattggga atattgagca gagggactgt gcttctatgc 
1260 

actgggcaag gcagtacttg cttaggaaac taatttagtc atcagagata ctttcctaaa 
1320 

aaggaaaaat aaaaaacaaa atggtgccac tttgggttga agctactttg ttaggcttga 
1380 

attcatttat atgtcttttg attct 
1405 

<210> 3370 

<211> 269 

<212> PRT 

<213> Homo sapiens 

<400> 3370 

Leu Val Pro Gly Lys Ser Phe Gin Gin Gin Arg Glu Ala Met Lys Gin 

15 10 15 

Thr He Glu Glu Asp Lys Glu Gin Lys Asn Gin Glu Asn Cys Gly Ala 

20 25 30 

Lys Lys Asn Lys Lys Lys Arg Lys Lys Val Leu Tyr Asn Ala Asn Lys 

35 40 45 

Asn Asp Asp Tyr Asp Asn Glu Glu He Leu Thr Tyr Glu Glu Met Ser 

50 55 60 

Leu Tyr His Gin Pro Ala Asn Arg Lys Arg Pro He He Leu He Gly 
65 70 75 80 

Pro Gin Asn Cys Gly Gin Asn Glu Leu Arg Gin Arg Leu Met Asn Lys 

85 90 95 

Glu Lys Asp Arg Phe Ala Ser Ala Val Pro His Thr Thr Arg Ser Arg 

100 105 110 

Arg Asp Gin Glu Val Ala Gly Arg Asp Tyr His Phe Val Ser Arg Gin 

115 120 125 

Ala Phe Glu Ala Asp He Ala Ala Gly Lys Phe He Glu His Gly Glu 

130 135 140 

Phe Glu Lys Asn Leu Tyr Gly Thr Ser He Asp Ser Val Arg Gin Val 
145 150 155 160 

He Asn Ser Gly Lys He Cys Leu Leu Ser Leu Arg Thr Gin Ser Leu 

165 170 175 

Lys Thr Leu Arg Asn Ser Asp Leu Lys Pro Tyr He He Phe He Ala 

180 185 190 

Pro Pro Ser Gin Glu Arg Leu Arg Ala Leu Leu Ala Lys Glu Gly Lys 

195 200 205 

Asn Pro Lys Pro Glu Glu Leu Arg Glu He He Glu Lys Thr Arg Glu 

210 215 220 

Met Glu Gin Asn Asn Gly His Tyr Phe Asp Thr Ala He Val Asn Ser 
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225 230 235 240 

Asp Leu Asp Lys Ala Tyr Gin Glu Leu Leu Arg Leu lie Asn Lys Leu 

245 250 255 

Asp Thr Glu Pro Gin Trp Val Pro Ser Thr Trp Leu Arg 
260 265 

<210> 3371 

<211> 790 

<212> DNA 

<213> Homo sapiens 

<400> 3371 

nnacgcgtag ccacaagacc gggtccgttt ctggttgccg ttcccgcagg tgacgctgca 
60 

gacagaccag agactccagt caccctcgcc atctgtggaa tcatattctg gctgatcttt 
120 

ggcttcaaaa gtccggtggc ctggggctgt atggtcccac cccctggggg ggttgaggaa 
180 

gctgctgtcg tctgaggtac tgccgtacgt gcagtcctgg tccccgcttt tgccctggcc 
240 

aaagaagcac caagggagca tctggaccac caggctgcac accaaccctt ccccagaccg 
300 

cgattccgac aagagacggg gcacccttca ttgcaaagag atttccccag atcctttctc 
360 

cttgatctac caaactttcc agatctttcc aaagctgata tcaatgggca gaatccaaat 
420 

atccaggtca ccatagaggt ggccgacggt cctgactctg aagcagataa agatcagcat 
480 

ccggagaata agcccagctg gtcagtccca tcccccgact ggcgggcctg gtggcagagg 
540 

tccctgtcct tggccagggc aaacagcggg gaccaggact acaagtacga cagtacctca 
600 

gacgacagca acttcctcaa cccccccagg gggtgggacc atacagcccc aggccaccgg 
660 

acttttgaaa ccaaagacca gccagaatat gattccacag atggcgaggg tgactggagt 
720 

ctccggcctg tctgcagcgt cacctgcggg aacggcaacc agaaacggac ccggtcttgt 
780 

ggctacgcgt 

790 

<210> 3372 
<211> 198 
<212> PRT 

<213> Homo sapiens 
<400> 3372 

Gly Thr Ala Val Arg Val Val Leu Val Pro Ala Phe Ala Leu Ala Lys 

1 5 10 15 

Glu Ala Pro Arg Glu His Leu Asp His Gin Ala Ala His Gin Pro Phe 

20 25 30 

Pro Arg Pro Arg Phe Arg Gin Glu Thr Gly His Pro Ser Leu Gin Arg 

35 40 45 

Asp Phe Pro Arg Ser Phe Leu Leu Asp Leu Pro Asn Phe Pro Asp Leu 
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50 55 60 



Car 


Lva Ala Asd lie Asn 


Gly Gin Asn Pro Asn 


He Gin Val 


Thr 


He 


65 


70 


75 






60 


Glu 


Val Val Asp Gly Pro 


Asp Ser Glu Ala Asp 


Lys Asp Gin 


His 


Pro 




65 


90 




95 




Glu 


Asn Lys Pro Ser Trp 


Ser Val Pro Ser Pro 


Asp Trp Arg 


Ala 


Trp 




100 


105 


110 






Trp 


Gin Arg Ser Leu Ser 


Leu Ala Arg Ala Asn 


Ser Gly Asp Gin 


Asp 


115 


120 


125 






Tyr 


Lys Tyr Asp Ser Thr 


Ser Asp Asp Ser Asn 


Phe Leu Asn 


Pro 


Pro 


130 


135 


140 






Arg 


Gly Trp Asp His Thr 


Ala Pro Gly His Arg 


Thr Phe Glu 


Thr 


Lys 


145 


150 


155 






160 


Asp 


Gin Pro Glu Tyr Asp 


Ser Thr Asp Gly Glu 


Gly Asp Trp 


Ser 


Leu 


165 


170 




175 




Trp 


Ser Val Cys Ser Val 


Thr Cys Gly Asn Gly 


Asn Gin Lys Arg 


Thr 




160 


185 


190 






Arg 


Ser Cys Gly Tyr Ala 











195 



<210> 3373 

<211> 726 

<212> DNA 

<213> Homo sapiens 



<400> 3373 
tgtacatgtt 
60 

gggtcctcga 
120 

gtgttctggt 

ieo 

tcagtgcgtc 
240 

ccaagcttca 
300 

ggaagacaca 
360 

cacgagcttg 
420 

cagcccttcc 

460 

agcgcatcgg 
540 

ccgtttgtgg 
600 

gtcttgggat 
660 

tggatagctg 
720 

atgcat 
726 



ttctctgggc 
acagaagcca 
gcgggccagc 
acgtagtcag 
ttctcttcac 
cctgaagcac 
ggaaggacac 
accaccagca 
tggtcttcac 
agccgctgct 
cctgcagggg 
cgcgggtgtg 



tgacaggggc 
gggtccgtgc 
gcctgaccgg 
ggctcaggct 
ctgtgaattg 
tgggtccctc 
gtcggaggcc 
tgttctcact 
gacgtacacc 
taacttcatc 
gagggggctg 
tgtgcaagtg 



cctgcccctg 
ggcacccacc 
tgcgggcggc 
ggggcccggc 
caggcttccc 
catggccttg 
ggcgcctgcg 
tccaggtttc 
cagaagcacc 
tggttcctgc 
tgaatgtgcg 
tagccatggt 



gggcactgag 
agctgctggg 
ctcaggagag 
tccagagcct 
tggtgtgccc 
ggccgcagga 
cgggcagaag 
cctgtttaaa 
cgtccatcga 
tgctggctgt 
ggttgtgtgt 
gtgggtagcc 



ccctccctgt 
ccatggcgga 
gagagcttgc 
ggtcacattc 
tgcacatgag 
accgtgggcg 
ctgtgtcctc 
aaacaaaagt 
ggacgggcct 
ggacgggtgc 
agacgtggtg 
gtgtgggtat 



<210> 3374 



2552 
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<211> 64 
<212> PRT 

<213> Homo sapiens 



<400> 3374 

Met Ser Glu Ala Gly Ala Cys Ala Gly Arg Ser Cys Val Leu Gin Pro 

15 10 15 

Phe His His Gin His Val Leu He Ser Arg Phe Leu Cys Leu Lys Asn 

20 25 30 

Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr Thr Gin Lys His Pro 

35 40 45 

Ser He Glu Asp Gly Pro Pro Phe Val Glu Pro Leu Leu Asn Phe He 

50 55 60 

Trp Phe Leu Leu Leu Ala Val Asp Gly Cys Val Leu Gly Ser Cys Arg 
65 70 75 80 

Gly Arg Gly Leu 



<210> 3375 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 3375 
acgcgtgcat 
60 

gcacatgtgc 
120 

agccacctgc 
180 

ctcgcttggc 
240 

ctggtactgt 
300 

tcctctcccc 
360 

cttgcccagc 
393 



acgtgatctc 
ccacacactc 
ctgggctttg 
tctgaaatct 
gcgcagcccc 
accaggcaag 
atccccggcc 



atgtttgcac 
agcactcaca 
ggggcccagc 
aggccaggat 
cacctggcag 
ctacccgctt 
tgcatctcac 



acatgtgtcc 
ccccgtcctg 
cggcatgggg 
gcagagcccg 
cccctttccc 
gaggcttagg 
cag 



atgcagatgc 
caggctcagc 
agccccaggc 
cagtgcggcc 
tgtcaaagcc 
acgttgcgcc 



atgctctcac 
cccactcctg 
tccagctggc 
agtggagccc 
ccccccagcg 
ctcctgtgtc 



<210> 3376 

<211> 103 

<212> PRT 

<213> Homo sapiens 



<400> 337S 

Met Phe Ala His Met Cys Pro Cys Arg Cys Met Leu Ser Arg Thr Cys 

15 10 15 

Ala His Thr Leu Ser Thr His Thr Pro Ser Cys Arg Leu Ser Pro Thr 

20 25 30 

Pro Glu Pro Pro Ala Trp Ala Leu Gly Ala Gin Pro Ala Trp Gly Ala 

35 40 45 

Pro Gly Ser Ser Trp Pro Arg Leu Ala Leu Lys Ser Arg Pro Gly Cys 

50 55 60 

Arg Ala Arg Ser Ala Ala Ser Gly Ala Pro Gly Thr Val Arg Ser Pro 
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65 70 75 80 

His Leu Ala Ala Pro Phe Pro Val Lys Ala Pro Pro Ser Val Leu Ser 

85 90 95 

Pro Pro Gly Lys Leu Pro Ala 
100 

<210> 3377 

<211> 5235 

<212> DKA 

<213> Homo sapiens 

<400> 3377 

ngtcgacatc ttggtctccg gtcttgggcc tgtttaagaa tcctggcatc acgtgtggcg 
60 

aggacatggc tgatcagttt tctgacagaa gtgggtaaat ttccgcgttg gtaaatttcc 
120 

tgacaggaaa tttcggggaa ctaaaaaggc tggaagaaca tgaagatgga gcagtcataa 
180 

accacccact caaggaccat ctccttcacg accatccaca cgagactcag attgtctgaa 
240 

ttgagccatc gcaacttaat gctaaaagct ccttaaagct acagatttat gaeatagttc 
300 

cttccaaaat attacatcat aaatcattga gaagattaaa aaaaaacacc tgaagaaatt 
360 

gtagctctaa acatctctgc atatattttg gatagctact aggttacttt aactgtcatt 

420 

aaggagcaca gacttactga agctttactg gacagaatcc tgggaaatcg atatcattat 
480 

aaggttatat ttcccagtta gcgggtgaag ggctggagac cttattgcag tcatggcttt 
54 0 

cacaaattac agcagcccga atcgagctca gctaaccttt gaatatctgc acacaaattc 
600 

gtaagtatcc tctaggtgcc accgaggcaa ccagtaactc gctccttgat attatatgga 
660 

aatcgtttcc ccagaaaatt ttgctttttc actctttgag atgtatccca ctggagtgaa 
720 

atgcgtcacc ggatatcttg agctctgtat tgaagaactg agatcagtga aatacttgtt 
780 

gctaacccag aagaatctga ttttcgttta ttggatcaaa attttctaaa tgcaaacttt 
840 

agttatttga agtcaatatg ttgagttgtt tcattcaagt gtttatagga atccaacaaa 
900 

tactgctcta ttggatcgcc aaatgttgga ctattttagt atcaaccgtt tcccctctgt 
960 

agtgacaacg tcctaaacag ttaggtttat aacaagtgtt tactttctaa caagaaaaca 
1020 

gaagacactt aaatgacaac tttcaagaag aaaattttta ctttttcaga agttggcatt 
1080 

atcttcctgg cagattgccc acatccaata ttatttgtat atgctaaaca ggaaacggca 
1140 

acttgtttat atctctattt agatagtctt tccccaaaat ttccacagaa acatacagtg 
1200 

ttcatggttc ttgagctcat gaaggagtaa tctaatcact ccaacatggt ctggaacgtt 
1260 
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tcaggtttaa tccatatgcc cactctcccg gaggctgtcc agtagcgtca aaactttagt 
1320 

gttttaatac attcacctgt tacttttgag atgaagttca cctttcttgg atcacatgca 
1380 

aaggatgttt aggtctgtga agaaaagaat ttctaggccg ggtgctgtgg ctcacgcctg 
1440 

taatcccagc actttgggag gccgagaacc actcacgaat tcttgtttgg tgctcttgct 
1500 

gaaccggttg ataatgcaag agatgctgat gccaccagaa tagatattta tgcagaaaga 
1560 

cgagaggacc ttcgaggagg atttatgctt tgctttttgg atgatggagc aggaatggat 
1620 

ccaagtgatg ctgccagtgt gatccagctt gggaagtcgg ccaagcgaac acctgagtct 
1680 

acccagattg ggcagtacgg gaatgggtca aaatcgggct caatgcgcat tgggaaggat 
1740 

tttatcctgt tcaccaagaa ggaagacacc atgacctgcc tcttcctgcc tcgcacgttt 
1800 

catgaggaag aaggcattga tgaagtgata gtcccactgc ccacctggaa tgctcggacc 
1860 

cgggaacctg tcacagacaa tgtagagaaa tttgccattg agacagaact catctataag 
1920 

tactctccat tccgcactga ggaggaagtg atgacccagt ttatgaagat tcctggggac 
1980 

agcggaacat tggtgatcat cttcaatctc aaactcatgg ataatggaga gccagaacta 
^ 2040 

gacataatct caaatccaag agatatccag atggcagaga cgtccccaga gggcacgaag 
2100 

ccagagcggc gctcgttccg tgcctatgcc gctgtgctct atattgatcc ccggatgagg 
2160 

atcttcatcc atgggcacaa ggtgcagacc aagaggctct cctgctgcct gtacaagccc 
2220 

aggatgtaca agtacacgtc aagccgtttc aagacccgtg cggagcagga ggtgaggata 
2280 

gcagtgcacg tagcaaggat tgctgaagag aaggcgcggg aggcagagag caaagctcgg 
2340 

acattagaag tacgcctagg tggagacctc acgcgggact ccagggtgat gttgcgacag 
2400 

gtccagaaca gagccatcac tctgcgcaga gaagccgacg tcaagaagag gatcaaggag 
2460 

gccaagcagc gagcacttaa agaacctaag gaaccgaatt ttgtttttgg tgtcaacatt 
2520 

gaacaccggg atctggatgg catgttcatc tacaactgta gccgactgat caaaatgtat 
2580 

gagaaagcgg gcccacagct ggaagggggc atggcatgtg gcggggttgt tggggctgtt 
2640 

gatgtgccct acctggcccc ggagcctaca cacaacaaac aggactttgc tgatgccaag 
2700 

gagtaccggc acctgctccg agcaatgggg gagcacctgg cgcagtattg gaaggatatt 
2760 * 

gccatcgccc agaggggaat catcaagttc tgggatgagt ttggctacct ctctgccaac 
2820 

tggaaccagc ccccgtccag tgagctgcgt tacaaacgcc ggagagctat ggaaatcccc 
2880 
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accaccatcc agtgcgattt 
2940 

gtggaaaaag actaccctga 
3000 

cggtgtgagg cttctgaaca 
3060 

aagacgcagg aagagaagca 
3120 

ctggaggccc ttcagaaaac 
3180 

ttggaagtga ccaccagacc 
3240 

tcgccccctt tacctgctgt 
3300 

cctagaccag ccagccagcc 
3360 

gctttggcag cccgggagga 
3420 

cgaaagcctg ccaacactct 
3480 

ctgtcaccat ctttactgcc 
3540 

atcaagactc cagtggtgaa 
3600 

agtcggaagc ggagtgtcgc 
3660 

aggaaggaga ggtgcaagcg 
3720 

gagctcccag acagtgctgg 
3780 

aaagggctgc acgtggaggt 
3840 

gtggaggtgg gcaagcatgt 
3900 

acgacaccaa gagaccgctg 
3960 

ccttctccgg aacatcagag 
4020 

cctgtggccc agcaggccat 
4080 

gagcctgaca ccactgccct 
4140 

ctccggaatt gtttacggta 
4200 

agtgctatga attcagatga 
4260 

gaagtagggc tccaaaacct 
4320 

gcctccgagg aaagcctgcg 
4380 

cagaagctga ggaccaacat 
4440 

aacacagatg atgagccgga 
4S0O 



gtgtctgaaa tggagaaccc 
cacctgggtt tgctccatga 
aaagcagaag gttcccctgg 
gaaacaactg acagagaaaa 
cacacccatc cgctcccaag 
ttccactgag gaacctgtgc 
gatcaggaac gcccccagca 
ccgaaaggct cctgtcatca 
ggccagcaca tctaggctgc 
cgtcaagact gcatcccgac 
caactccaag agccctcggg 
gaagacagag tcacccatca 
agtttctgat gaggaagaag 
gggcagattt gttgtgaagg 
gggagaggac tcggctgacc 
gcgtgtgaac agggagtggt 
ggtgcggtgg aaggtgaagt 
ggtggagaaa ggcagtgagg 
ccttgataca caacaggagg 
agctgtcgca gagccctcca 
gagcaccaat cacgagacca 
cttcctgcct ccaagtttcc 
gctaatatct tttcctctga 
gtgcaacccc taccagagcc 
cacctccgag aggaagctcc 
cgtggcactc ctgcaaaagg 
cgcctacatt gaggacctca 

2556 



tccccttcca gctgagttct 
accctgatcc tgaacaggac 
gaacactcag aaaggacacg 
ttcgccagca gcaggagaag 
cagacctgaa gaaattgccc 
gtagacctca gcgtcctcgg 
gacccccttc tttgccaact 
gcagtacccc aaagctccct 
tccagccacc tgaggcaccc 
ctgcccctct ggcgcagcaa 
aggttccttc tcccaaagtc 
aactctcccc ggctacccct 
ttgaggagga agctgagagg 
aggaaaagaa ggactcgaat 
tcaagagagc tcagaaagat 
acacgggccg tgtcacagcc 
ttgaccacgc gcccacagac 
atgtgcggct gatgaaaccc 
gcggggagga ggaggtgggc 
cttccgaatg cctccgcatt 
tcgacctgct tgtccagatc 
ccatctccaa gaagcagctg 
aggagtactt caagcaacat 
gtgccgactc ccgggccaag 
gcgagacgga ggagaagctg 
tgcaggagga catagacatc 
tcaccaaggg ggactgaagg 
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caggagagag agcagctccc ctgcccacct gcccctcaac cctgtagctg cagggggagg 
4560 

ggacttcatt catgggttgg tggtcgcacc ttggtttgac ttacacggga catttgtgtt 
4620 

tttggaggaa aagataccct gattctttga atcttcctta agtttataaa tatttatttt 
4680 

ttaaaagaag atgctgtgcc tgtgagacca tacttttttt ttcttttttt tttttttttt 

474 0 

ttttttttgg tgactgcaaa ggacagagaa cctttccact ttggccatac tgggttgcta 
4800 

agccggagcc atttcagctc ctggctcctc aagataacgg cgagtccagt gccatcttgg 
4860 

agaagctcca ggggcagggc tgacttttct cctacaggag gaacaatgtg gggatctgag 
4920 

ggatgggagg gagacttccc cctagagtgg tggtcctgct gggggctcat atccagggac 
4960 

ccaaaagggg ggctgtgtag gaggttccac attggagggg ctctctctct cgcagctgtc 
5040 

agagttggtc ctggctgtgg cgtccaaaca gcttgaggga aaaagatcct gtctaaccac 
5100 

ctcatctact actcaagttc tttctgaagg agggatttct tcagttaacc atggacagtg 
5160 

aggtttctca ccacagtaac ttgggtccag gttgaggggg agacagatct gtggtaaatc 
5220 

tctgacttgg gcagc 
5235 

<210> 3378 

<211> 970 

<212> PRT 

<213> Homo sapiens 



<400> 3376 



Met 


Leu 


Cys 


Phe 


Leu 


Asp 


Asp 


Gly 


Ala 


Gly Met Asp Pro Ser Asp Ala 


1 








5 










10 15 


Ala 


Ser 


Val 


He 


Gin 


Phe 


Gly 


Lys 


Ser 


Ala Lys Arg Thr Pro Glu Ser 








20 










25 


30 


Thr 


Gin 


He 


Gly 


Gin 


Tyr 


Gly 


Asn 


Gly 


Leu Lys Ser Gly Ser Met Arg 






35 










40 




45 


He 


Gly 


Lys 


Asp 


Phe 


He 


Leu 


Phe 


Thr 


Lys Lys Glu Asp Thr Met Thr 




50 










55 






60 


Cys 


Leu 


Phe 


Leu 


Ser 


Arg 


Thr 


Phe 


His 


Glu Glu Glu Gly He Asp Glu 


65 










70 








75 80 


Val 


He 


Val 


Pro 


Leu 


Pro 


Thr 


Trp 


Asn 


Ala Arg Thr Arg Glu Pro Val 










85 










90 95 


Thr 


Asp 


Asn 


Val 


Glu 


Lys 


Phe 


Ala 


He 


Glu Thr Glu Leu He Tyr Lys 








100 










105 


110 


Tyr 


Ser 


Pro 


Phe 


Arg 


Thr 


Glu 


Glu 


Glu 


Val Met Thr Gin Phe Met Lys 






115 










120 




125 


lie 


Pro 


Gly 


Asp 


Ser 


Gly 


Thr 


Leu 


Val 


He He Phe Asn Leu Lys Leu 




130 










135 






140 


Met 


Asp 


Asn 


Gly 


Glu 


Pro 


Glu 


Leu 


ASp 


He He Ser Asn Pro Arg Asp 


145 










150 








155 160 


He 


Gin 


Met 


Ala 


Glu 


Thr 


Ser 


Pro 


Glu 


Gly Thr Lys Pro Glu Arg Arg 
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165 170 175 

Ser Phe Arg Ala Tyr Ala Ala Val Leu Tyr He Asp Pro Arg Met Arg 

180 185 190 

He Phe He His Gly His Lys val Gin Thr Lys Arg Leu Ser Cys Cys 

195 200 205 

Leu Tyr Lys Pro Arg Met Tyr Lys Tyr Thr Ser Ser Arg Phe Lys Thr 

210 215 220 

Arg Ala Glu Gin Glu Val Arg He Ala Val His Val Ala Arg He Ala 
225 230 235 240 

Glu Glu Lys Ala Arg Glu Ala Glu Ser Lys Ala Arg Thr Leu Glu Val 

245 250 255 

Arg Leu Gly Gly Asp Leu Thr Arg Asp Ser Arg Val Met Leu Arg Gin 

260 265 270 

Val Gin Asn Arg Ala He Thr Leu Arg Arg Glu Ala Asp Val Lys Lys 

275 280 285 

Arg He Lys Glu Ala Lys Gin Arg Ala Leu Lys Glu Pro Lys Glu Leu 

290 295 300 

Asn Phe Val Phe Gly Val Asn He Glu His Arg Asp Leu Asp Gly Met 
305 310 315 320 

Phe He Tyr Asn Cys Ser Arg Leu He Lys Met Tyr Glu Lys Val Gly 

325 330 335 

Pro Gin Leu Glu Gly Gly Met Ala Cys Gly Gly Val Val Gly Val Val 

340 345 350 

Asp Val' Pro Tyr Leu Val Leu Glu Pro Thr His Asn Lys Gin Asp Phe 

355 360 365 

Ala Asp Ala Lys Glu Tyr Arg His Leu Leu Arg Ala Met Gly Glu His 

370 37S 380 

Leu Ala Gin Tyr Trp Lys Asp He Ala He Ala Gin Arg Gly He He 
385 390 395 ~ 400 

Lys Phe Trp Asp Glu Phe Gly Tyr Leu Ser Ala Asn Trp Asn Gin Pro 

405 410 415 

Pro Ser Ser Glu Leu Arg Tyr Lys Arg Arg Arg Ala Met Glu He Pro 

420 425 430 

Thr Thr He Gin Cys Asp Leu Cys Leu Lys Trp Arg Thr Leu Pro Phe 

435 440 445 

Gin Leu Ser Ser Val Glu Lys Asp Tyr Pro Asp Thr Trp Val Cys Ser 

450 455 460 

Met Asn Pro Asp Pro Glu Gin Asp Arg Cys Glu Ala Ser Glu Gin Lys 
4fi 5 470 475 480 

Gin Lys Val Pro Leu Gly Thr Phe Arg Lys Asp Met Lys Thr Gin Glu 

48S 490 495 

Glu Lys Gin Lys Gin Leu Thr Glu Lys He Arg Gin Gin Gin Glu Lys 

500 505 510 

Leu Glu Ala Leu Gin Lys Thr Thr Pro He Arg Ser Gin Ala Asp Leu 

515 520 525 

Lys Lys Leu Pro Leu Glu Val Thr Thr Arg Pro Ser Thr Glu Glu Pro 

530 535 540 

Val Arg Arg Pro Gin Arg Pro Arg Ser Pro Pro Leu Pro Ala Val He 
545 550 555 560 

Arg Asn Ala Pro Ser Arg Pro Pro Ser Leu Pro Thr Pro Arg Pro Ala 

565 570 " 575 

Ser Gin Pro Arg Lys Ala Pro Val He Ser Ser Thr Pro Lys Leu Pro 

580 585 590 

Ala Leu Ala Ala Arg Glu Glu Ala Ser Thr Ser Arg Leu Leu Gin Pro 
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595 




600 




Pro 


Glu 


Ala 


rro 


Arg Lys Pro Ala 


Asn 




610 






615 




Arg 


Pro 


Ala 


riO 


Leu Val Gin Gin 


Leu 


625 








630 




Ser 


Lys 


Ser 


Pro 


Arg Glu Val Pro 


Ser 










645 




Val 


Val 


Lys 


Lys 


Thr Glu Ser Pro 


He 








f r r\ 

660 




665 


Ser Arg Lys 


Arg 


Ser Val Ala Val 


Ser 






675 




680 




Glu 


Ala 


Glu 


Arg 


Arg Lys Glu Arg Cys 




690 






695 




Lys 


Glu 


Glu 


Lys 


Lys Asp Ser Asn Glu 


705 








710 




Glu Asp Ser 


Ala 


Asp Leu Lys Arg 


Ala 










725 




Val 


Glu 


Val 


Arg 


Val Asn Arg Glu Trp 








740 




745 


Val 


Glu 


Val 


Gly 


Lys His Val Val 


Arg 






755 




760 




Val 


Pro 


Thr 


Asp 


Thr Thr Pro Arg 


Asp 




770 






775 




Glu Asp' Val 


Arg 


Leu Met Lys Pro 


Pro 


785 








790 




Asp Thr Gin 


Gin 


Glu Gly Gly Glu Glu 










805 




Gin 


Ala 


He 


Ala 


Val Ala Glu Pro 


Ser 








820 




625 


Glu 


Pro Asp 


Thr 


Thr Ala Leu Ser 


Thr 






835 




840 




Leu 


Val 


Gin 


He 


Leu Arg Asn Cys 


Leu 




850 






855 




Phe 


Pro 


He 


Ser 


Lys Lys Gin Leu 


Ser 


865 








870 




He 


Ser 


Phe 


Pro 


Leu Lys Glu Tyr Phe 










885 




Gin 


Asn 


Leu 


Cys 


Asn Ser Tyr Gin 


Ser 








900 




905 


Ala 


Ser 


Glu 


Glu 


Ser Leu Arg Thr 


Ser 






915 




920 




Glu 


Glu 


Lys 


Leu 


Gin Lys Leu Arg 


Thr 




930 






935 




Lys 


Val 


Gin 


Glu 


Asp He Asp He 


Asn 


945 








950 




Tyr 


He 


Glu 


Asp 


Leu He Thr Lys 


Gly 



965 



<210> 3379 
<211> 698 
<212> DNA 

<213> Homo sapiens 
<400> 3379 



PCT/USOO/08621 



605 

Thr Leu Val Lys Thr Ala Ser 
620 

Ser Pro Ser Leu Leu Pro Asn 
635 640 



0*»« T.v/q Val T 1 0 
fro byo voa lie 


wyo lilt 


tr L*J 




6 5 5 

B J J 




T \ra T aw Car Dm 
AjyS LcU OCI f AO 


Ala Thr 


pro 




£70 




& e a 1 i ft ^ In ^ 111 

ASp uiU UlU ulu 


vai viu 


UIU 








T «#fft ft /*** 1 mm & y ii 

Lys >\rg v»iy Arg 


rnc val 


Veil 


Tftfl 

lUU 






L>eu ser Asp ©er 


Aia uiy 


i*iy 


•J 1 C 




Tin 

7a? U 


Gin Lys Asp Lys 


Gly Leu 


HIS 


/J U 


■J -j c 




Tyr Tnr Gly Arg 


vai Tnr 


hi* 

Aia 








Trp Lys val Lys 


Pne Asp 


Tyr 


1£C 

7b3 






Arg Trp Val Glu 


Lys Gly 


Ser 


AAA 

780 






Ser Pro Glu His 


Gin Ser 


w — 

Leu 


lac 




q n n 


ana 4 a> at *J 1 _. _ •*% .. 

Glu Val Gly Pro 


Val Ala 


Gin 


810 


815 




Thr Ser Glu Cys 


Leu Arg 


He 




830 




Asn His Glu Thr 


He Asp 


Leu 


845 






Arg Tyr Phe Leu 


Pro Pro 


Ser 


860 






Ala Met Asn Ser 


Asp Glu 


Leu 


875 




880 


Lys Gin Tyr Glu 


val Gly 


Leu 


690 


895 




Arg Ala Asp Ser 


Arg Ala 


Lys 




910 




Glu Arg Lys Leu 


Arg Glu 


Thr 


925 






Asn He Val Ala 


Leu Leu 


Gin 


940 






Thr Asp Asp Glu 


Leu Asp 


Ala 


955 




960 



Asp 
970 
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nagatctggg ctgaaacacg gttggtgctg atggccacag acagagggag cccagccctg 
60 

gtgggctcag ctaccttgac ggtgatggtc atcgacacca atggcaatcg ccccaccacc 
120 

ccccaaccct gggagctccg agtgtcagaa gatgcgttat tgggctcaga gattgcacag 
180 

gtaacaggga atgatgtgga ctcaggaccc gtgctgtggt atgtgctaag cccatctggg 
240 

ccccaggatc ccttcagtgt tggccgctat ggaggccgtg tctccctcac ggggcccctg 
300 

gactttgagc agtgtgaccg ctaccagctg cagctgctgg cacatgatgg gcctcatgag 
360 

ggccgtgcan acctcacagt gcttgtggag gatgtcaatg acaatgcacc tgccttctca 
420 

cagagcctct accaggtaat gctgcttgag cacacacccc caggcagtgc cattctctcc 
480 

gtctctgcca ctgatcggga ctcaggcgcc aacggtcaca tttcctacca cctggcttcc 
540 

cctgccgatg gcttcagtgt tgaccccaac aatgggaccc tgttcacaat agtgggaaca 
600 

ttggccttgg gccatgacgg gtcaggagca gtggatgtgg tgctggaagc acgagaccac 
660 

ggggctccag tccgggcagc acgagccaca gtgaacgtgc agctgcggga ccagaacgac 
720 

cacgccccga gcttcacatt gttccactac cgtgtggctg tgactgaaga cctgccccct 

780 

ggctccactc tgctaaccct ggaggctaca gatgctgatg gaagccgcag ccatgccgct 
840 

gtggatcaca gcatcatcag tggcaactgg ggccgagtct tccagctgga acccaggc 
898 

<210> 3380 

<211> 299 

<212> PRT 

<213> Homo sapiens 



<400> 3380 



Xaa 


He 


Trp 


Ala 


Glu Thr Arg 


Leu Val. Leu Met 


Ala Thr Asp Arg Gly 


1 








5 




10 


15 


Ser 


Pro 


Ala 


Leu 


Val Gly Ser 


Ala Thr 


Leu Thr 


Val Met Val He Asp 








20 




25 




30 


Thr 


Asn 


Gly 


Asn 


Arg Pro Thr 


He Pro 


Gin Pro 


Trp Glu Leu Arg Val 






35 






40 




45 


Ser 


Glu 


Asp 


Ala 


Leu Leu Gly 


Ser Glu 


He Ala 


Gin Val Thr Gly Asn 




50 






55 






60 


Asp Val 


Asp 


Ser 


Gly Pro Val 


Leu Trp 


Tyr Val 


Leu Ser Pro Ser Gly 


65 








70 




75 


80 


Pro 


Gin 


Asp 


Pro 


Phe Ser Val 


Gly Arg 


Tyr Gly 


Gly Arg Val Ser Leu 










85 




90 


95 


Thr Gly 


Pro 


Leu 


Asp Phe Glu 


Gin Cys 


Asp Arg 


Tyr Gin Leu Gin Leu 








100 




105 




110 


Leu 


Ala 


His 


Asp 


Gly Pro His 


Glu Gly 


Arg Ala 


Xaa Leu Thr Val Leu 






11S 






120 




125 


val 


Glu 


Asp 


Val 


Asn Asp Asn 


Ala Pro 


Ala Phe 


Ser Gin Ser Leu Tyr 
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130 




135 






.140 


Gin 


Val 


Met 


Leu Leu Glu His 


Thr 


Pro 


Pro Gly Ser Ala lie Leu Ser 


145 






150 






155 160 


Val 


Ser 


Ala 


Thr Asp Arg Asp 


Ser Gly 


Ala Asn Gly His lie Ser Tyr 








165 






170 175 


His 


Leu 


Ala 


Ser Pro Ala Asp 


Gly Phe 


Ser Val Asp Pro Asn Asn Gly 








180 




165 


190 


Thr 


Leu 


Phe 


Thr lie Val Gly 


Thr 


Leu 


Ala Leu Gly His Asp Gly Ser 






195 




200 




205 


Gly 


Ala 


Val 


Asp Val Val Leu 


Glu 


Ala 


Arg Asp His Gly Ala Pro Val 




210 




215 






220 


Arg 


Ala 


Ala 


Arg Ala Thr Val 


Asn 


Val 


Gin Leu Arg Asp Gin Asn Asp 


225 






230 






235 240 


His 


Ala 


Pro 


Ser Phe Thr Leu 


Phe 


His 


Tyr Arg Val Ala Val Thr Glu 








245 






250 2S5 


Asp 


Leu 


Pro 


Pro Gly Ser Thr 


Leu 


Leu 


Thr Leu Glu Ala Thr Asp Ala 








260 




265 


270 


Asp 


Gly 


Ser 


Arg Ser His Ala 


Ala 


Val 


Asp Tyr Ser lie He Ser Gly 






27S 




2B0 




285 


Asn 


Trp 


Gly 


Arg Val Phe Gin 


Leu 


Glu 


Pro Arg 




290 




295 









<210> 33B1 

<211> 1379 

<212> DNA 

<213> Homo sapiens 

<400> 3381 

ntgccgctcg tgtcagtcaa catggaggca gaggaatcgg agaaggccgc aacggagcaa 
60 

gagccgctgg aagggacaga acagacacta gatgcggagg aggagcagga ggaatccgaa 
120 

gaagcggcct gtggcagcaa gaaacgggta gtgccaggta ttgtgtacct gggccatatc 
180 

ccgccgcgcc tccggcccct gcacgtccgc aaccttctca gcgcctatgg cgaggtcgga 
240 

cgcgtcttct ttcaggctga ggaccggttc gtgagacgca agaagaaggc agcagcagct 
300 

gccggaggga aaaagcggtc ctacaccaag gactacaccg agggatgggt ggagttccgt 
360 

gacaagcgca tagccaagcg cgtggcggcc agtctacaca acacgcccat gggtgcccgc 
420 

aggcgcagcc ccttccgtta tgatctttgg aacctcaagt acttgcaccg tttcacctgg 
480 

tcccacctca gcgagcacct cgcctttgag cgccaggtgc gcaggcagcg cttgagagcg 
540 

gaggctgctc aagccaagcg tgagaccgac ttctatcttc aaagtgtgga acggggacaa 
600 

cgctttcttg cggccgatgg ggaccctgct cgcccagatg gctcctggac atttgcccag 
660 

cgtcctactg agcaggaact gagggcccgt aaagcagcac ggccaggggg acgtgaacgg 
720 

gctcgcctgg caactgccca ggacaaggcc cgctccaaca aagggcccct ggccaggatc 
780 
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tttggagccc cgccaccctc agagagcatg gagggacctt cccttgtcag ggactcctga 
640 

gggcctgggt ggccccttcc acttcctggc cctgctctgc ttcctgtcca cctcatacta 
900 

gaacgatcgt gactacccgg gcagacattt tactgtgttt ctcagaccaa gtgtctactg 
960 

atggcccaaa catggagttt tgtgggcttc cactgtcccc actccgaact cctgtatgtg 
1020 

cctggccgag tcacctaatt catactgcca tactagcata attatgacta ttgcatatgc 
1080 

ttgttttgtt tgactcttgg ctgcctacgt ctgtagggtc ccctgaaaat cccacttcct 
1140 

gcccccagaa agggccttta tttccaacta ggaggataat gcctagtcca ggcaatcttt 
1200 

ctctgtttag cagtcacagg tgagggtggt attagcatct tttttatgta gaaaaaattg 
1260 

agctaatggg gtggactggg ttgggaagaa atacatttcc taatgtattt atagaaaata 
1320 

aaaacatttt tatgtgaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaa 
1379 

<210> 3382 
<211> 279 

i 

<212> PRT 

<213> Homo sapiens 



<400> 3382 



Xaa 


Pro 


Leu 


Val 


Ser Val 


Asn Met Glu 


Ala Glu 


Glu Ser Glu Lys Ala 


1 








5 




10 


15 


Ala 


Thr 


Glu 


Gin 


Glu Pro 


Leu Glu Gly 


Thr Glu 


Gin Thr Leu Asp Ala 








20 




25 




30 


Glu 


Glu 


Glu 


Gin 


Glu Glu 


Ser Glu Glu 


Ala Ala 


Cys Gly Ser Lys Lys 






35 






40 




45 


Arg 


Val 


val 


Pro 


Gly He 


Val Tyr Leu 


Gly His 


He Pro Pro Arg Phe 




50 








55 




60 


Arg 


Pro 


Leu 


His 


Val Arg 


Asn Leu Leu 


Ser Ala 


Tyr Gly Glu Val Gly 


65 








70 




75 


80 


Arg 


Val 


Phe 


Phe 


Gin Ala 


Glu Asp Arg 


Phe Val 


Arg Arg Lys Lys Lys 










85 




90 


95 


Ala 


Ala 


Ala 


Ala 


Ala Gly 


Gly Lys Lys 


Arg Ser 


Tyr Thr Lys Asp Tyr 








100 




105 




110 


Thr 


Glu 


Gly 


Trp 


Val Glu 


Phe Arg Asp 


Lys Arg 


He Ala Lys Arg Val 






115 






120 




125 


Ala 


Ala 


Ser 


Leu 


His Asn 


Thr Pro Met 


Gly Ala 


Arg Arg Arg Ser Pro 




130 






* 


135 




140 


Phe 


Arg 


Tyr 


Asp 


Leu Trp 


Asn Leu Lys 


Tyr Leu 


His Arg Phe Thr Trp 


145 








150 




155 


160 


Ser 


His 


Leu 


Ser 


Glu His 


Leu Ala Phe 


Glu Arg 


Gin Val Arg Arg Gin 










165 




170 


175 


Arg 


Leu 


Arg 


Ala 


Glu Val 


Ala Gin Ala 


Lys Arg 


Glu Thr Asp Phe Tyr 








180 




185 




190 


Leu 


Gin 


Ser 


Val 


Glu Arg 


Gly Gin Arg 


Phe Leu 


Ala Ala Asp Gly Asp 






195 






200 




205 


Pro 


Ala 


Arg 


Pro 


Asp Gly 


Ser Trp Thr 


Phe Ala 


Gin Arg Pro Thr Glu 
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210 

Gin Glu Leu Arg Ala 
225 

Ala Arg Leu Ala Thr 

245 

Leu Ala Arg lie Phe 
260 

Pro Ser Leu Val Arg 
275 



215 

Arg Lys Ala Ala Arg Pro 
230 235 
Ala Gin Asp Lys Ala Arg 

250 

Gly Ala Pro Pro Pro Ser 
265 

Asp Ser 



220 

Gly Gly Arg Glu Arg 

240 

Ser Asn Lys Gly Leu 
2SS 

Glu Ser Met Glu Gly 
270 



<210> 3383 

<211> 309 

<212> DNA 

<213> Homo sapiens 



<400> 3383 
ttttcttttc 
60 

gtgttgcttg 
120 

aaatgctcac 
180 

ctgggagctg 
240 

caatctcaaa 
300 

agaaagccc 
309 



ctctgactgt 
cacacaaatt 
ttcttaacct 
tcctgccccc 
aaaaaaaagt 



agaacatgct 
ttgtagctgg 
cttttgtcct 
gatctcccac 
ttcgggcacc 



tgctcatcat 
agtgagtatt 
ggagcataga 
acaaacaccc 
tgaacaggaa 



ggtagcaggg 
gttgttattt 
attactgcaa 
cagcatgaaa 
ctggtttcca 



aaaaatgtca 
gtgttatagg 
atgctcaccc 
gagcgagact 
tcatcaactc 



<210> 3364 
<211> 94 
<212> PRT 

<213> Homo sapiens 



<400> 3384 






















Met Leu 


Ala 


His 


His Gly Ser 


Arg Glu Lys 


Cys 


Gin 


Cys 


Cys 


Leu His 


1 






5 






10 










IS 


Thr Asn 


Phe 


Val 


Ala Gly Val 


Ser 


lie 


val 


val 


He 


Cys 


val 


He Gly 






20 






25 










30 


Asn Ala 


His 


Phe 


Leu Thr Ser 


Phe 


Val 


Leu 


Glu 


His 


Arg 


He 


Thr Ala 




35 






40 










45 






Asn Ala 


His 


Pro 


Trp Glu Leu 


Ser 


Cys 


Pro Arg 


Ser 


Pro 


Thr 


Gin Thr 


50 






55 










60 








Leu Gin 


His 


Glu 


Arg Ala Arg 


Leu 


Asn 


Leu 


Lys 


Lys 


Lys 


Lys Phe Arg 


65 






70 








75 








80 


Ala Pro 


Glu 


Gin 


Glu Leu Val 


Ser 


lie 


He 


Asn 


Ser 


Glu 


Ser 





85 90 



<210> 3385 
<211> 720 
<212> DNA 

<213> Homo sapiens 



<400> 3385 
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nncctaggag atgaagccgc cagcctgagc aagcctggca gatagacatg- gccagacttg 
60 

gtaggggtga gccggcttgg ccagagggag gagggtctat gctgaggtct actgatggta 
120 

gtgaaaacag tgacggtgcg ggggtgggga gcactgcggt ccacttcttc agccccccac 
180 

tatcctggaa gcttcagggt gggcccgagg cagcctccag cttcagcgac cacccctgtt 
240 

cctctcgcca ggttctttgt gaacttcccc tcggccaagc agtacttcag ccagttcaag 
100 

cacatggagg atcccctgga gatggagcgg agcccccagc tgcggaagca cgcctgccga 
160 

gtcatggggg ccctcaacac tgtcgtggag aacctgcatg accccgacaa ggtgtcctct 
420 

gtgctcgccc ttgtggggaa agcccacgcc ctcaagcaca aggtggaacc ggtgtacttc 
460 

aagatcccct ctggggtcat tctggaggtg gtcgccgagg aatttgccag tgacttccca 
540 

cctgagacgc agagagcctg ggccaagctg cgtggcctca tctacagcca cgtgaccgct 
600 

gcctacaagg aagtgggctg ggcgcagcag gtccccaacg ccaccacccc accggccaca 
660 

ctgccctctt cggggccgta ggacccctcc ctccaccccc ctccccggca gcacctcgag 
720 

<210> 3186 

<211> 188 

<212> PRT 

<213> Homo sapiens 



<400> 3386 



Met 


Val 


Val 


Lys 


Thr 


Val 


Thr 


Val 


Arg 


Gly Trp Gly Ala Leu Arg Ser 


l 








5 










10 15 


Thr 


Ser 


Ser 


Ala 


Pro 


His 


Tyr 


Pro 


Gly 


Ser Phe Arg Val Gly Pro Arg 








20 










25 


30 


Gin 


Pro 


Pro 


Ala 


Ser 


Ala 


Thr 


Thr 


Pro 


Val Pro Leu Ala Arg Phe Phe 






35 










40 




45 


Val 


Asn 


Phe 


Pro 


Ser 


Ala 


Lys 


Gin 


Tyr 


Phe Ser Gin Phe Lys His Met 




50 










55 






60 


Glu 


Asp 


Pro 


Leu 


Glu 


Met 


Glu 


Arg 


Ser 


Pro Gin Leu Arg Lys His Ala 


65 










70 








75 80 


Cys 


Arg 


Val 


Met 


Gly 


Ala 


Leu 


Asn 


Thr 


Val Val Glu Asn Leu His Asp 










85 










90 95 


Pro 


Asp 


Lys 


Val 


Ser 


Ser 


Val 


Leu 


Ala 


Leu Val Gly Lys Ala His Ala 








100 










105 


110 


Leu 


Lys 


His 


Lys 


Val 


Glu 


Pro 


Val 


Tyr 


Phe Lys He Leu Ser Gly Val 






115 










120 




125 


He 


Leu 


Glu 


Val 


Val 


Ala 


Glu 


Glu 


Phe 


Ala Ser Asp Phe Pro Pro Glu 




130 










13S 






140 


Thr 


Gin 


Arg 


Ala 


Trp 


Ala 


Lys 


Leu 


Arg 


Gly Leu He Tyr Ser His Val 


145 










150 








155 160 


Thr 


Ala 


Ala 


Tyr 


Lys 


Glu 


Val 


Gly 


Trp 


Val Gin Gin Val Pro Asn Ala 










165 










170 175 


Thr 


Thr 


Pro 


Pro 


Ala 


Thr 


Leu 


Pro 


Ser 


Ser Gly Pro 
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180 185 

<210> 3387 

<211> 3299 

<212> DNA 

<213> Homo sapiens 

<400> 3387 

nacgcgtgaa ggggaagcag gcacgtccgg aagcgctcct ccagcaggga cagctcactg 
60 

atgaggtcgg tgatggcgtt ggtaaaggct tcctgggggt ttgccccgcc ggagtaatcc 
120 

ggaagaggcc tcttattagg gctctggtgg cggcggcggc ggacccttgg ggtctggacg 
180 

caacggcggc gggagcatga acgcccctcc agccttcgag tcgttcttgc tcttcgaggg 
240 

cgagaagaag taagtgacgc cggctgcggc gggccgagga tcaccattaa caaggacacc 
300 

aaggtaccca atgcctgttt attcaccatc aacaaagaag accacacact gggaaacatc 
360 

attaaatcac aactcctaaa agacccgcaa gtgctatttg ctggctacaa agtcccccac 
420 

cccttggagc acaagatcat catccgagtg cagaccacgc cggactacag cccccaggaa 
480 

gcctttacca acgccatcac cgacctcatc agtgagctgt ccctgctgga ggagcgcttt 
540 

cgggtggcca caaaagacaa gcaggaagga attgagtagg ggccagaggg ggctctgctc 
600 

ggcctgtgag ccccgtccct acctgtgcct gaccccccgc tccaggtacc acaccgagga 
660 

gagcggccgg tcccagccat ggcccgcctt gtggccaccc ctcaccctga caccgacgtg 
720 

tcggccaccc ctcaccctga caccgacgtg tcctgtacat agattaggtt ttatattcct 
780 

aataaagtat agcggaagag acctggatgt ggacttgagc agcggtgact tcgcaagcaa 
840 

atggattgtc aggcttgatg caggcagatg acctgtttca ggggcgtccg gctggcaggg 
900 

atgaattcat tctggaccaa agatccgggg tccaggggct gctgcggggg ctgtgctgag 
960 

ccggagagaa gtgtgcaaac ccatgagctc ccaagagtct ctgctctaga agcctcaact 
1020 

cctgggcccg cctgtcagtc aaagcaggaa cacttcttcc tgcataactc gaaacacctt 
1080 

tccacaggct tcttgtccac agtagagttt aataaaaata ttcactgaaa gacccccccc 
1140 

acccccatcg gcccaaagct gaataagtta gttagctgtg tccctggtcc tttgcgatgg 
1200 

tgtgaggcta catcctcccc cagatggcta cgatgttgga gtccgtcagg gcggtgaggt 
1260 

aggtgaagga ggcattggcc accactgtgt tcaccatggt cttggtcacc acctggccaa 
1320 

gggcccaggg ctggggccac ttcaggatct gtgtgggggc ctgcagggct gccggcagca 
1380 
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ggggtggctg cttcaggatg ttgctgacgt 
1440 

cacagagcac aatcccctta tcagggcagg 
1500 

acgaccattg cagccgcgcc aggaccacca 
1560 

cccacgtctg cctccagctc cacaggcaga 
1620 

cgatgtcctc attcacaaat gccagcccat 
16B0 

cagagaagac gaattccact tcacacaccc 
1740 

cccagcagca gcagccgccc tcgcagccgg 
1800 

cagggcagag gcgcaggggg atagaggtgg 
I860 

attcgtagtc ctggttgggc accccgatgt 
1920 

ccgtgaagag atgggtctcg tgggcggggc 
1980 

gggctcggat gaccccgcag cagaagccgg 
2040 

gtaggcctgc agccgccagc acactccagc 
2100 

tcagagcggt ccaggccaca gaaaagaact 
2160 

cgatgcccgt ctggcaatca attacgcaca 
2220 

gggatgtggc cccctcctcc caggccggct 
2260 

ggtcctgggg gctgttgttc ttgctgtggc 
2340 

cagcaggctg gctgccatcg gagcctgcca 
2400 

aggcacacgc ccgcttgctg ggagaaaggc 
2460 

ccgccagtct ggccctgggc ttgtgggcag 
2S20 

tagccttttg cacctgggtc ctactggcgg 
2580 

gccactgggt gaactcgctg agggactcgg 
2640 

tcacaaagtc cgcctgggcc ttctcagcct 
2700 

tctcccagtg agctgtgacc ctgctggtca 
2760 

aagttgagga cgcatccttg ccattgacct 
2820 

tcaggttgtc attgaccgtc aggaaggggt 
2880 

ggaactggca caaggcagta acatccccca 
2940 

ggtgggacag gcccaggttg tccggcagcg 
3000 



cgtagagcca cacgttgccc tcctcatccc 
cgctgagcga gaagtaggcc aactcggtgg 
ctgccactgt ggactggccg ccccggcccc 
tggtgcccag gccgctcccc ttggaggcca 
ccactctccg tccagatgcc tcggagccct 
tcctcttttg gggctggtcc agccgcacgt 
ccagcaggcg ggcgtccggg caggaggcga 
tgtccagtgt gagcagctgg ctggcctgga 
cccagaggat gatccgcttg tcataggagg 
tgaagcacag ggtggcgatg gccttcttgt 
cacgcacgtg cagcagccgg accaggcccc 
gctccttgtg gccagcctgt gtgaccacca 
cctcgccggg tgccttgtac ttgtggagca 
cagcctcccc gccgcacgtg gccacggtct 
cgaaggcaca ggcccacagc tgggtctcga 
actgcaggaa gcgcaggggc tccagcttca 
cagggctgcc ctccacctgg gccgacgggg 
tgagtgggac gtcgtctggc cgtttcaagg 
ctccagcttc tgggggcttc tctgggctgt 
ccaccagctc ctcagagatc atccgcaccc 
gcccgtagcg gacatccctg acagccgact 
cctcttcagg acccagtgtg gccatgaact 
gctcccgact caggttctcc acctgagagt 
cacggagcgt gggcaggaga aaggagactt 
tgccctccag gctgagttcc tcgagcttgg 
gctggttgtt ggcgcagcgg aggacacgca 
tctccaggtg gttgttagac aggtcaagct 
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cctgcagctg cgtcaggcgg cacaggagtt tggggtccag gtgctcggaa agcagctcca 
3060 

atcctgacag gtccagactc cggatcttcc ccagccggtc gctctcgggg cgcccgcgct 
3120 

gcattagcag ccgcgccgag agggggccca tggcgaggag gcgcagcccg cgctgaccca 
3180 

gtcggccacc ccggcgtgtg gcgtcgccct gcgtctcctg gagcccggca ctggcgcccg 
3240 

cggtaactga gcccaggagg cggcgccgcg cgagcccgtg ggcgttaacg accggaagg 
3299 

<210> 3388 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 3388 



Ser 


Gly 


Arg 


Gly 


Leu 


Leu 


Leu 


Gly Leu 


Trp 


Trp Arg 


Arg 


Arg 


Arg 


Thr 


1 








5 








10 








15 




Leu 


Gly 


val 


Trp 


Thr Gin 


Arg 


Arg Arg 


Glu 


His Glu 


Arg 


Pro 


Ser 


Ser 








20 








25 








30 






Leu 


Arg 


Val 


Val 


Leu 


Ala 


Leu 


Arg Gly 


Arg 


Glu Glu 


Val 


Ser 


Asp 


Ala 




* 


35 










40 






45 








Gly 


Cys 


Gly 


Gly 


Pro Arg 


He 


Thr He 


Asn 


Lys Asp 


Thr 


Lys 


Val 


Pro 




50 










55 






60 










Asn 


Ala 


Cys 


Leu 


Phe 


Thr 


He 


Asn Lys 


Glu 


Asp His 


Thr 


Leu 


Gly 


Asn 


65 










70 








75 








80 


lie 


lie 


Lys 


Ser 


Gin 


Leu 


Leu 


Lys Asp 


Pro 


Gin Val 


Leu 


Phe 


Ala 


Gly 










85 








90 








95 




Tyr 


Lys 


Val 


Pro 


His 


Pro 


Leu 


Glu His 


Lys 


He He 


He 


Arg 


Val 


Gin 








100 








105 








110 






Thr 


Thr 


Pro 


Asp 


Tyr 


Ser 


Pro 


Gin Glu 


Ala 


Phe Thr 


Asn 


Ala 


He 


Thr 






115 










120 






125 








Asp 


Leu 


He 


Ser 


Glu 


Leu 


Ser 


Leu Leu 


Glu 


Glu Arg 


Phe 


Arg 


Val 


Ala 




130 










135 






140 










lie 


Lys 


Asp 


Lys 


Gin 


Glu 


Gly 


He Glu 















145 150 

<210> 3389 
<211> 308 
<212> DNA 

<213> Homo sapiens 
<400> 3389 

nntgtctcca agcccttcca ccaccagcat gttctcattt ccaggtttct ctgtttaaaa 
60 

aacaaaagta gcgcatcggt ggtcttcacg acgtacaccc agaagcaccc gtccatcgag 
120 

gacgggcctc cgtttgtgga gccgctgctt aacttcatct ggttcctgct gctggctgtg 
180 

gacggggaac cttctgacca gcctcatggg ctcctcagag caggaggatg gggaggagag 
240 

ccccagcgac ggcagcccca tcgagctgga ctgaactggc caggccacgt ggagacacca 
300 
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cggtcgac 
308 

<210> 3390 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 3390 

Xaa Val Ser Lys Pro Phe His His Gin His Val Leu lie Ser Arg Phe 

15 10 15 

Leu Cys Leu Lys Asn Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr 

20 25 30 

Thr Gin Lys His Pro Ser He Glu Asp Gly Pro Pro Phe Val Glu Pro 

35 40 45 

Leu Leu Asn Phe He Trp Phe Leu Leu Leu Ala Val Asp Gly Glu Pro 

50 55 60 

Ser Asp Gin Pro His Gly Leu Leu Arg Ala Gly Gly Trp Gly Gly Glu 
65 70 75 80 

Pro Gin Arg Arg Gin Pro His Arg Ala Gly Leu Asn Trp Pro Gly His 

85 90 95 

Val Glu Thr Pro Arg Ser 
100 

c210> 3391 
<211> 1295 
<212> DNA 

<213> Homo sapiens 
<400> 3391 

atcgtccttt tactttattt agaaacctgt tcggaggtta tggatgataa acccaatcct 
60 

gaagccctaa gtgacagttc agagcgtctt ttctcctttg gcgtcatcgc agatgttcaa 
120 

tttgcagact tagaagatgg ctttaatttc caaggaacca ggcggcgata ctacagacat 
180 

agtcctcttc acctacaggg tgccattgaa gactggaata atgaaagcag catgccctgt 
240 

tgtgtccttc agcttggaga catcatcgat ggatataatg cacagtataa tgcatccaaa 
300 

aagtccctag aacttgttat ggacatgttc aagaggctta aagttccagt tcatcataca 
360 

tggggaaacc atgaattcta taacttcagt agagagtatt taacacactc taaactcaac 
420 

actaagtttc tagaagatca gattgtacat catcctgaga ccatgccttc agaagattat 
480 

tatgctcatc atcttgtacc attccctaaa ttccggttca ttttacttga tgcatatgac 
54 0 

tcgagtgtct tgggcgtgga tcagtcttct ccaaaatacg agcagtgtat gaagatattg 
600 

agggagcaca acccaaatac ggaactgaat agtcctcaag gactttccga gccccagttt 
660 

gtccagttta atggaggatt cagccaagaa cagctaaact ggttgaatga agtgctaaca 
720 
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ttccctgaca caaaccaaga 
780 

gcctctgaca atgtgtgcct 
640 

catgagtgtg tggtgtgttt 
900 

ccttttggtg tataccacgt 
960 

gcctttggca cagttcatgt 
1020 

ccagatagaa ttatgaatta 
1080 

taacttgata gaaaacgagc 
1140 

tgtctcattg tttagtattc 
1200 

tggttgataa aatactcaga 
1260 

aaaccaggga ggaaactgag 
1295 



aaaggtggtg attgtgagcc 
ggcctggaac tacagagatg 
ctccgctggt cacacccatg 
caacctagaa ggagttattg 
ctatcctgac aaaatgatgt 
caagaaagaa agagccttcc 
tttgtgtttg tccctcctaa 
agcttgcata acaaaatgta 
aatgttattt tggatcatgt 
gcaggggcgt atagt 



atcttcccat ttacccggac 
ccctggcagt catttggtct 
atggtggcta ctccgaggat 
aaacagctcc agacagccaa 
tgaaagggag aggcagagtt 
attgttagtc taatttattt 
acaaaaaaat aaaaatcctc 
tttatagttc cagtgtgtga 
atccattgta agttagaaac 



<210> 3392 

<211> 355 

<212> PRT 

c213> Homo sapiens 



<400> 3392 



lie val 


Phe 


Leu 


Leu 


Tyr 


Leu 


Glu 


Thr 


Cys Leu 


Glu Val Met Asp Asp 


1 






5 










10 


IS 


Lys Pro 


Asn 


Pro 


Glu 


Ala 


Leu 


Ser 


Asp 


Ser Ser 


Glu Arg Leu Phe Ser 






20 










25 




30 


Phe Gly 


Val 


lie 


Ala 


Asp 


Val 


Gin 


Phe 


Ala Asp 


Leu Glu Asp Gly Phe 




35 










40 






45 


Asn Phe 


Gin 


Gly 


Thr 


Arg 


Arg 


Arg 


Tyr 


Tyr Arg 


His Ser Leu Leu His 


50 










55 








60 


Leu Gin 


Gly 


Ala 


He 


Glu 


Asp 


Trp 


Asn 


Asn Glu 


Ser Ser Met Pro Cys 


65 








70 








75 


80 


Cys Val 


Leu 


Gin 


Leu 


Gly 


Asp 


He 


He 


Asp Gly 


Tyr Asn Ala Gin Tyr 








85 










90 


95 


Asn Ala 


Ser 


Lys 


Lys 


Ser 


Leu 


Glu 


Leu 


Val Met 


Asp Met Phe Lys Arg 






100 










105 




110 


Leu Lys 


Val 


Pro 


Val 


His 


His 


Thr 


Trp 


Gly Asn 


His Glu Phe Tyr Asn 




115 










120 






125 


Phe Ser 


Arg 


Glu 


Tyr 


Leu 


Thr 


His 


Ser 


Lys Leu 


Asn Thr Lys Phe Leu 


130 










135 








140 


Glu Asp 


Gin 


He 


Val 


His 


His 


Pro 


Glu 


Thr Met 


Pro Ser Glu Asp Tyr 


145 








150 








155 


160 


Tyr Ala 


Tyr 


His 


Phe 


Val 


Pro 


Phe 


Pro 


Lys Phe 


Arg Phe He Leu Leu 








165 










170 


175 


Asp Ala 


Tyr 


Asp 


Leu 


Ser 


Val 


Leu 


Gly 


Val Asp 


Gin Ser Ser Pro Lys 






180 










185 




190 


Tyr Glu 


Gin 


Cys 


Met 


Lys 


He 


Leu 


Arg 


Glu His 


Asn Pro Asn Thr Glu 




195 










200 






205 


Leu Asn 


Ser 


Pro 


Gin 


Gly 


Leu 


Ser 


Glu 


Pro Gin 


Phe Val Gin Phe Asn 
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210 






215 




220 


Gly 


Gly 


Phe 


Ser 


Gin Glu Gin Leu Asn Trp Leu 


* Mm mm 1 » _ — m 

Asn Glu Val Leu Thr 


225 








230 


235 


240 


Phe 


Ser 


Asp 


Thr 


Asn Gin Glu Lys Val 


Val He 


Val Ser His Leu Pro 










245 


250 


255 


lie 


Tyr 


Pro 


Asp 


Ala Ser Asp Asn Val 


Cys Leu 


Ala Trp Asn Tyr Arg 








260 


265 




270 


Asp 


Ala' 


Leu 


Ala 


Val lie Trp Ser His 


Glu Cys 


Val Val Cys Phe Phe 






275 




280 




265 


Ala 


Gly 


His 


Thr 


His Asp Gly Gly Tyr 


Ser Glu 


Asp Pro Phe Gly Val 




290 






295 




300 


Tyr 


His 


Val 


Asn 


Leu Glu Gly Val lie 


Glu Thr 


Ala Pro Asp Ser Gin 


305 








310 


315 


320 


Ala 


Phe 


Gly 


Thr 


Val His Val Tyr Pro 


Asp Lys 


Met Met Leu Lys Gly 










325 


330 


335 


Arg 


Gly 


Arg 


Val 


Pro Asp Arg lie Met 


Asn Tyr 


Lys Lys Glu Arg Ala 








340 


345 




350 


Phe 


His 


Cys 














355 











<210> 3393 

<211> 510 

<212» DJJA 

<213> Homo sapiens 



<400> 3393 

nngcgactct 
60 

atgggtccag 
120 

agtcggggcg 
180 

cagggtgtgg 
240 

acccagtata 
300 

gtgccatgct 
360 

aagaagaatc 
420 

gggcctgtgt 
480 

cccaatgagg 
510 



gggacccctt 
ganntgttac 
ggtcaaactc 
gcacaggcag 
tccgcctcac 
tcctgagaga 
tgcatgggga 
ttggaaacac 
agaagcagcc 



gggccgtggc 
tccttcttct 
cgagtacttg 
ttccccactg 
cccagatatg 
ctgggagttg 
tggcttggca 
ggacaaattt 
cttcacgcgc 



agcagtggcg 
tttgttgggg 
aaacgggagc 
tggaatctga 
caaagtaaac 
caggtgcact 
atctggtaca 
gtggggctgg 



gcgatgtttg 
tctgggcagg 
actcgctgcc 
tgggcaatng 
agggtgcctt 
tcaaaatcca 
caaaggaccg 
gagtatttgt 



tcggctcggg 
ggccacagca 
gaagccctac 
catggtgatg 
gtggaaccgg 
tggacaagga 
gatgcagcca 
agacacctac 



<210> 3394 

<211> 170 

<212> PRT 

<213> Homo sapiens 



<400> 3394 

Xaa Arg Leu Trp Asp Pro Leu Gly Arg Gly Ser Ser Gly Gly Asp Val 

15 10 15 

Cys Arg Leu Gly Met Gly Pro Gly Xaa Val Thr Pro Ser Ser Phe Val 
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Gly 


Val Trp Ala 




35 


Tyr 


Leu Lys Arg 




SO 


Thr 


Gly Ser Ser 


65 




Thr 


Gin Tyr He 


Leu 


Trp Asn Arg 




100 


His 


Phe Lys He 




115 


Leu 


Ala He Trp 




130 


Gly 


Asn Met Asp 


145 




Pro 


Asn Glu Glu 



Gly Ala Thr Ala 
40 

Glu His Ser Leu 
55 

Ser Leu Trp Asn 
70 

Arg Leu Thr Pro 
85 

Val Pro Cys Phe 

His Gly Gin Gly 
120 

Tyr Thr Lys Asp 
135 

Lys Phe Val Gly 
150 

Lys Gin Pro Phe 
165 



25 

Ser Arg Gly Gly 

Ser Lys Pro Tyr 
60 

Leu Met Gly Asn 
75 

Asp Met Gin Ser 
90 

Leu Arg Asp Trp 

105 

Lys Lys Asn Leu 

Arg Met Gin Pro 
140 

Leu Gly Val Phe 
155 

Thr Arg 
170 



30 

Ser Asn Phe Glu 
45 

Gin Gly Val Gly 

Xaa Met Val Met 
80 

Lys Gin Gly Ala 
95 

Glu Leu Gin Val 
110 

His Gly Asp Gly 
125 

Gly Pro Val Phe 

Val Asp Thr Tyr 
160 



<210> 3395 






<211> 807 






<212> DNA 






<213> Homo 


sapiens 




<400> 3395 






ntggcactta 


acggtggtgg 


ctggttctgc 


60 






gtgcttcgct 


gccgactgca 


tttcctcagt 


120 






gcggtgcgtg 


Ctgctgcgag 


tgggacgcgc 


180 






aaatctttaa 


gaacggagtc 


taaaccttca 


240 






tccagctcct 


taagtgctag 


gatgatgtct 


300 






tatcactcaa 


gagactcttc 


atttagattg 


360 






gcatctgcgt 


caccatttca 


atctgcatgg 


420 






cgctcaagat 


cgcagaacca 


gcaacgggat 


480 






acaaactgta 


ctacctcagc 


tgggagaaat 


540 






tcatcttgga ggcatagtca 


agttcctaga 


600 






acagacttaa 


tgagagagag 


gagagatttg 


660 






cttatggatt 


atagtcaccg 


aagtggtgat 


720 






gttccttcat 


attcacaagg 


agcaagacca 


780 






aatacatcat 


ccacaaacca 


ccaattg 



807 



gccggatccg ggagaggggc gggcgccatt 
cacgggccta gaactccaag gagaaaggcg 
actggtcggc gccggcccag gagccgggaa 
aggattccaa gaagaatttc tgttcaacct 
ggaagcagag gaagtagttt aaatgatacc 
gattctgaat atcagtctac atcagcatca 
tatagtgaat ctgagataac tcagggagca 
catgattcaa aaagacctaa actttcctgt 
gttggaaatg gtttaaacac attatcagat 
tcttcatcaa tggtacttgg atcatttgga 
gagagaagaa cagattccte tattagtaat 
ttcacaactt catcatatgt tcaagacaga 
aaagaaaact caatgagcac tttacagttg 



« 
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<210> 3396 
<211> 205 
<212> PRT 

<213> Homo sapiens 
<400> 3396 

Met Glu Ser Lys Pro Ser Arg lie Pro Arg Arg He Ser Val Gin Pro 

15 10 15 

Ser Ser Ser Leu Ser Ala Arg Met Met Ser Gly Ser Arg Gly Ser Ser 

20 25 30 

Leu Asn Asp Thr Tyr His Ser Arg Asp Ser Ser Phe Arg Leu Asp Ser 

35 40 45 

Glu Tyr Gin Ser Thr Ser Ala Ser Ala Ser. Ala Ser Pro Phe Gin Ser 

50 55 60 

Ala Trp Tyr Ser Glu Ser Glu He Thr Gin Gly Ala Arg Ser Arg Ser 
65 70 75 80 

Gin Asn Gin Gin Arg Asp His Asp Ser Lys Arg Pro Lys Leu Ser Cys 

65 90 95 

Thr Asn Cys Thr Thr Ser Ala Gly Arg Asn Val Gly Asn Gly Leu Asn 

100 105 110 

Thr Leu Ser Asp Ser Ser Trp Arg His Ser Gin Val Pro Arg Ser Ser 

115 120 125 

Ser Met val Leu Gly Ser Phe Gly Thr Asp Leu Met Arg Glu Arg Arg 

130 135 140 

Asp Leu Glu Arg Arg Thr Asp Ser Ser He Ser Asn Leu Met Asp Tyr 
145 150 155 160 

Ser His Arg Ser Gly Asp Phe Thr Thr Ser Ser Tyr Val Gin Asp Arg 

165 170 175 

Val Pro Ser Tyr Ser Gin Gly Ala Arg Pro Lys Glu Asn Ser Met Ser 

180 185 190 

Thr Leu Gin Leu Asn Thr Ser Ser Thr Asn His Gin Leu 
195 200 205 

<210> 3397 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<400> 3397 

ggcccagctt gccagggggc ccgggagagc agctacatgg agatgaaagg ccctccctca 
60 

ggatctcccc ccaggcagcc tcctcagttc tgggacagcc agaggcggcg gcaaccccag 
120 

ccacagagag acagtggcac ctacgagcag cccagccccc tgatccatga ccgagactct 
180 

gtgggctccc agccccctct gcctccgggc ctaccccccg gccactatga ctcacccaag 
240 

aacagccaca tccctggaca ttatgacttg cctccagtac ggcatccccc atcacctcan 
300 

cttcgacgcc aggatcgttg aggagccagg atggtatggc agaggcagca anacctggct 
360 

gttgctgctc aaggctgggg acagagcata gtgtacccct gccaggagca gggagtggac 
420 
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cggcaggctg tgaacatgaa caacgcttaa cagagcaagt gatgggagaa taattcatgg 
480 

cttctaccat gg 
492 



<210> 3396 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 3396 



Met 


Val Glu 


Ala 


Met 


Asn 


Tyr 


Ser 


1 






5 








Cys 


Ser Cys 


Ser 


Gin 


Pro 


Ala 


Gly 






20 










Thr 


Leu Cys 


Ser 


Val 


Pro 


Ser 


Leu 




35 










40 


Ala 


Ser Ala 


He 


Pro 


Ser 


Trp 


Leu 




50 








55 




Glu 


Val Met 


Gly 


Asp 


Ala 


Val 


Leu 


65 








70 






Cys 


Gly Cys 


Ser 


Trp 


Val 


Ser 


His 




• 




65 








Ala 


Glu Gly 


Ala 


Gly 


Ser 


Pro 


Gin 






100 










Trp 


Ala Ala 


Arg 


Arg 


Cys 


His 


Cys 




115 










120 


Ala 


Ser Gly 


Cys 


Pro 


Arg 


Thr 


Glu 




130 








135 




Arg 


Glu Gly 


Leu 


Ser 


Ser 


Pro 


Cys 


145 








150 






Lys 


Leu Gly 













Pro 


He 


Thr 


Cys 


Ser Val Lys Arg 




10 






15 


Pro 


Leu 


Pro 


Ala 


Pro Gly Arg Gly 


25 








30 


Glu 


Gin 


Gin 


Gin 


Pro Gly Xaa Ala 










45 


Leu 


Asn 


Asp 


Pro 


Gly Val Glu Xaa 








60 




Glu 


Ala 


Ser 


His 


Asn Val Gin Gly 






75 




BO 


Ser 


Gly 


Arg 


Gly 


Val Gly Pro Glu 




90 






95 


Ser 


Leu 


Gly 


His 


Gly Ser Gly Gly 


105 








110 


Leu 


Ser 


val 


Ala 


Gly Val Ala Ala 










125 


Glu 


Ala 


Ala 


Trp 


Gly Glu He Leu 








140 




Ser 


Cys 


Ser 


Pro 


Gly Pro Pro Gly 






155 




160 



<210> 3399 

<211> 5784 

<212> DNA 

<213> Homo sapiens 



<400> 3399 
nnatggaatc 
60 

gggcccggcg 
120 

cattacatca 
160 

aaaggacagc 
240 

aacgtcttgg 
300 

tcacaaactg 
360 

cacatttatt 

420 



acagcggcag 
tctgcctcga 
accctgcaca 
tgtgtgatgt 
ctgccagcag 
tatttcagct 
cttcctctct 



cggcggctgc 
gactgaagac 
cgccatttct 
gctgctgatt 
cgaatacttt 
tgacttctgt 
atttgttgag 



ggcgcgcgcg 
cgataaactc 
ctcctaagtg 
gttggagacc 
cagagtttat 
gagccagatg 
aagagcagcc 



agccgagtgt 
aagccatgga 
ccctgaatga 
aaaagttccg 
tcacaaataa 
cttttgataa 
ttgctgctgt 



gagcggaaag 
gggattactg 
ggagcgtctc 
agctcataaa 
ggaaaatgag 
tgttttaaac 
gcaagaactt 
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ggctatagtc ttgggatttc ctttctgact 
480 

tttccaacgt gtcctaatag aaaaaaagtg 
54 0 

aagagaagtg tcattgtttg tcaaagtaga 
600 

aatcaacccg atgtaagcca tacttcccgg 
660 

accaataagc cacatgtccc aaaaccaata 
720 

aagagttggc cgaaagatag ttctgtggta 
780 

ttggatgatc ctaatagaat cagtttggtg 
640 

ctgcaagaca gagaagctat ggatgataaa 
900 

aaagctctag agctggctct gaagagacca 
960 

tcagagactc cctatctatt aaaagaaact 
1020 

aacttgttgt actattcaaa gttaggctta 
1080 

aaccaaagca ttgacaggag tggcccactt 
1140 

atggacagcc aggttcctgt ctattcacct 
1200 

tcttcggtgc ccagtgatgc accagggaat 
1260 

ttaaaagatt gtagtgaaaa aacagcccta 
1320 

cgcctcaggt cctttagtgc ttctcagtca 
1380 

gaggtgcgca taaagactga gcccagcagc 
1440 

gtcactgtgg gagatgcggc aacaacagca 
1500 

ctgtctctga aaacagaaga tgaccaaaaa 
1560 

ttccaagcgg accgaagatt gccgtttaag 
1620 

gtgtcagaag ataattttga ggaaggctca 
1680 

gattctgatt tgaataaaga cgaatttggt 
1740 

tttaaatgca aacattgcct taagatcttt 
1800 

aacacgtacc ataacccaga aaagccctac 
1860 

accaacttca aagtgtggac acactgtcag 
1920 

ccagcctcta gttcacatgc tgttctggat 
1980 

gtgagagaga gagaaattaa gaaggccccg 
2040 



aacatcgttt ctaaaacacc tcaagccccc 
tttgtagaag acgatgaaaa cagttctcaa 
aacgaagcac aaggaaaaac tgttagtcaa 
ccctctccta gcattgcagt caaggccaat 
gaaccacttc ataatttgtc attaactgaa 
tatgcaaagt ctcttgagca tcctggatct 
aaaagaaatg cagtgttgcc ttcaaagcct 
ccaggtgtga gtggtcagct tccaaaagga 
cggccacctg ttttgtctgc ttgtagctca 
aacaaaggaa atggccaagg tgaagataga 
gtgatcccat ccagtggatc tggttctgga 
gttaagagtc tcctcagacg gtcattgtcg 
tccatagatt tgaaatcttc ccagggatca 
gtgttgtgtg ctttatctca gaagtcatct 
gatgacaggc ctcaagtgct acaaccgcat 
acagacaggg agggagcttc ccctgtgact 
ccgctgtcgg acccctcgga catcatccgc 
gctgcctcat cttcgtcggt cacaagagac 
gacatgagca gactcccagc aaaaaggagg 
aagttaaagg tgaatgagca cgggtctcct 
agccctactc tccttgatgc agattttcca 
gagttggagg ggacgagacc aaacaaaaaa 
agatcaacag caggtcttca ccgtcatgtt 
gcttgtgaca tctgtcacaa gaggtttcac 
acccaacacg gcatagtgaa gaacccatca 
gaaaaattcc aaagaaagct gattgacata 
atcattaagc taaggcgcgg caagcctggt 
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tttcagggac agagtagctc 
2100 

gccaaaggag cttacatttg 
2160 

aagcagcata taaaaacgca 
2220 

ccaaaagagc atgctcctct 
2260 

ctctgcaatg ctaagctctc 
2340 

aacgcggccg tctgccctta 
2400 

cacgagagca agtgtgagta 
2460 

tcctctttca gcatctggcg 
2520 

accgaaaact tttctttgcc 
2560 

ccccaatccc agcctgagcc 
2640 

gtgttcagtg attcttcaga 
2700 

gaagacctta gcctttccaa 
2760 

gctgaagaag aggcacccga 
2820 

gccagcctgc ggccctgcga 
2660 

cgtcaccagg agcttctgcg 
2940 

tttcgcacta attttcgact 
3000 

gaatcggcac ataaggaacc 
3060 

cctccgccac cgccaccacc 
3120 

ggccrgtccg aaaacccaac 
3180 

accctttttt accatgcccc 
3240 

aaactttgcc acaggacatt 
3300 

aattgaaaga ccaacacttt 
3360 

cgaaatgtgt cataagaaac 
3420 

ttacgcttga aattaagctg 
3460 

gaaatacagc ttttaaaata 
3540 

cattaatgtt gaaattggac 
3600 

agtataatca tttaactgag 
3660 



ccaagcacag caagtcatca 
tacttactgc ggaaaagcgt 
tccaggagaa aaaccccttg 
tgcaagtcca gtagaaaaca 
ttctctccta gagcaaggaa 
ctgcagcctc aggtttttct 
taagaagctg acctgcctcg 
gcaccaggtt gaagtccata 
cgttttggac cacaatggtg 
caacaaagta aaccacatcg 
acaagttaac ttcgactcgg 
gcaactgaaa atccaagtca 
ggccagcaca gcccccaaag 
gaagtgtggg aagatgttca 
ctccgtgaaa ccatttattt 
ctggagtcac ttccaatcgc 
tgaggtgtgc cctgctccca 
actgcccaag atccagcctc 
tccagccaca gaaaaactgt 
acccccttca gcaatcacat 
caagactgca tttagtcttt 
ttacctatgg gaggcagtcc 
aaaatattct ttaaacaaga 
gaggcaaatt gataattact 
ttgtggttct ggaccttaca 
tggtcttgat tgtgcgcatg 
gtttttggtt ttttattgat 



agaggaactt gagatctcga 
accgctttct ctctcaattt 
gagtaaataa agttgctaaa 
aggaggttta ccagtgccgc 
gccacgagcg gctgtgccgg 
cgcccgagct gaagcaagaa 
agtgcatgcg caccttcaag 
atcagaacaa catggcaccc 
atgtgactgg Ctcttcaagg 
tcaccacaaa agacgacaac 
aagattcctc ttgtcttccc 
aagaggagcc tgtggaggag 
aagcgggtcc tagcaaagaa 
cggtgcataa gcagctggag 
gtcacgcgtg caacaaagct 
acatgtctca ggcttcagag 
caaactctcc ctctccacca 
tggagcctga cagccccaca 
ttgtgcccca agaatcagac 
ttaaaagaca gtttatgtgc 
ggagtcacga acaaacacac 
ccagatttca acctgaattg 
ataataaagg ttggagattg 
tagtaatgtc cttaacttta 
agaacaagat ggcttgatct 
gttcctcatt ccatggtgtc 
tagtggaata ctgtcgaagt 
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attccttctt ttaattattt tagacacctg agttctagtt aaatcttaac catgctctta 
3720 

agtccaaaac aggaagaagt ggagtagttt gcagtattga tttatatctt agactacttt 
3700 

agcaataaaa gataaatctc aactttaata agttatcctg acacttgata aaaataaata 
3840 

tttggtattt tgtggtcatg caaaacttct ttttgtatga aaattgtgag aaatttaaat 
3900 

cagcaatagt aacacttaga tttctataaa ctaacaaaaa cttgctctca gtcaatataa 
3960 

taaatgatag Ctaaactcta aggaagacct gggaaatgaa aacaatctat ggaagtcccc 
4020 

tacagtcagt ttataagggc ttcagtagtg atagacattg ttataaaaac ttgtaccatg 
4080 

ttacatgtac actgcaccac agtctaaatt cagaccagca tctgaaggac tgcacatatt 
4140 

tcatttcctc tgatttatgc tgtcacaaat tgaaaatctg agtgtagtta ggacaaaaaa 

4200 

caaagctaac catatggcac taattttgat tttaacatta gcgtaacaaa taaggccggg 
4260 

acatatattt acatagatcc cagacaccca agaattagca cagctgatgt aaaattctaa 
4320 

actaccattt acttccagat agagcagagg agaaacacct cactgcagtt tcaacacgct 
4380 

ttccaagaac aacatatacg acatatacat tttcctgcct ctctcttgtg acaatttctg 
4440 

ttagaatttg ttgggggtct gacggttaaa atcatgggca aggccattct ctacatcatt 
4500 

gcttaatact tcaaaaatag gtattagagc actatcagtg gtccaaaatt agttttagct 
4560 

acttattctg ctccatgggt tttgggcttt tcaaagaata ctatgtataa tttgtaattg 
4620 

aaagcctttc agtaggatat ccaaagttca atgtgtttca aaagggaaaa cttttacttg 
4680 

tgggggtggg agttagatgt attaaaaaaa cgaaactaca aaatcctttt aagaaagtaa 

4740 

taccaattta gactctagtt tgtgttacga ggtattctct caaatttttt ttaaaagcca 
4800 

actactgtca ttaagaaata attttagatt tgtgctctag cagaaaataa ctctgtaccc 
4860 

atcaatctta ccgccaacac tccataccag tggtaggaaa gatattctca ttttttttat 
4920 

tgaaccagac atttttataa aatactgatt gacttcgtac attatggata ttatatatga 
4980 

aattttgcct tgtatccttt cacttgaaaa aactccaaaa ttccacaata ttttagtagc 
5040 

taacttccta ttctttctta aatttgatgg agaagggaaa ataaattgca gttattgatt 
5100 

cttgccatct ttgttttctt aaagaaatct atgcatttca aggataaaac taaagcatat 
5160 

gggtttacat gaaacaccag gatggattat tgtacattga attcattccg cgtataatgt 
5220 

ggtatttctt actctgtcca tcttggcagc tgtcacttca aaagaagaca gtttccctga 
5280 
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gtaatcatca cctacatggc cattagagta 
5340 

accttggcat tataaattca gcatcccagg 
5400 

ttttttaaaa ataatattgt taatcagtaa 
5460 

gttctgcata tctgttagat tttaaaaatg 
5520 

agcaaggaat ataagatttc aaataaaatt 
5580 

ggtttttcta ttacttttta tactgtactt 
5640 

ggtggtcaaa aaaaatatgc ttccactcat 

5700 

aatgaaagat atgttaatta ctttactcag 
5760 

agtaggcaaa tacttggggt aaaa 
5784 



tctatcggtg ataactccac gatacagagt 
acctaaacct ctatgctaca ttttcgaaga 
aaaaaaaaaa tacttttgat ctaaacatag 
accggtgctt tgtcttcaca tttttgtcta 
ttgaaccaaa aacatttata atgccgttct 
taaaagcatt aggctgaaag agtttatttt 
gtaactattt taaatgtcaa gcagtaaaat 
taaagttttt taagaatgtt tatctcagcc 



<210> 3400 
<211> 1069 
<212> PRT 

<213> Homo sapiens 
<400> 3400 

Thr Gin Ala Met Glu Gly Leu Leu His Tyr He Asn Pro Ala His Ala 

1 5 10 15 

He Ser Leu Leu Ser Ala Leu Asn Glu Glu Arg Leu Lys Gly Gin Leu 

20 25 30 

Cys Asp Val Leu Leu lie Val Gly Asp Gin Lys Phe Arg Ala His Lys 

35 40 ^ 45 

Asn Val Leu Ala Ala Ser Ser Glu Tyr Phe Gin Ser Leu Phe Thr Asn 

50 55 60 

Lys Glu Asn Glu Ser Gin Thr Val Phe Gin Leu Asp Phe Cys Glu Pro 
65 70 75 80 

Asp Ala Phe Asp Asn Val Leu Asn Tyr He Tyr Ser Ser Ser Leu Phe 

65 90 95 

Val Glu Lys Ser Ser Leu Ala Ala Val Gin Glu Leu Gly Tyr Ser Leu 

100 105 HO 

Gly He Ser Phe Leu Thr Asn He Val Ser Lys Thr Pro Gin Ala Pro 

115 120 125 

Phe Pro Thr Cys Pro Asn Arg Lys Lys Val Phe Val Glu Asp Asp Glu 

130 135 140 

Asn Ser Ser Gin Lys Arg Ser Val He Val Cys Gin Ser Arg Asn Glu 
14 5 150 155 160 

Ala Gin Gly Lys Thr Val Ser Gin Asn Gin Pro Asp Val Ser His Thr 

165 170 175 

Ser Arg Pro Ser Pro Ser He Ala Val Lys Ala Asn Thr Asn Lys Pro 

180 185 190 

His Val Pro Lys Pro He Glu Pro Leu His Asn Leu Ser Leu Thr Glu 

195 200 205 

Lys Ser Trp Pro Lys Asp Ser Ser Val Val Tyr Ala Lys Ser Leu Glu 

210 215 220 

His Ser Gly Ser Leu Asp Asp Pro Asn Arg He Ser Leu Val Lys Arg 
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225 








230 








^ c 
235 


*> a n 
24 0 


Asn 


Ala 


val 


Leu 


Pro Ser 


Lys 


Pro 


Leu 


Gin Asp Arg giu 


Aia net Asp 










245 








250 


255 


Asp 


Lys 


Pro Gly 


Val Ser 


Gly 


Gin 


Leu 


Pro Lys Gly Lys 


Aia Leu giu 








260 








265 




270 


Leu 


Ala 


Leu Lys 


Arg Pro 


Arg 


Pro 


Pro 


val Leu ser vai 


t • mm ^m mmW ^ r m^m mmm 

cys ser ser 






275 








280 




285 




Ser 


Glu 


Thr 


Pro 


Tyr Leu 


Leu 


Lys 


jmm y 

Glu 


Thr Asn Lys Gly 


Asn Gly Gin 




290 








295 






300 




Gly Glu Asp Arg 


Asn Leu 


Leu 


Tyr 


Tyr 


Ser Lys Leu Gly 


* _ ■ m % mm % 

Leu Val He 


305 








310 








315 


320 


Pro Ser Ser Gly 


Ser Gly 


Ser 


Gly 


Asn 


Gin Ser He Asp 


Arg Ser Gly 










325 








330 


335 


Pro 


Leu 


Val 


Lys 


Ser Leu 


Leu 


Arg 


Arg 


Ser. Leu Ser Met 


Asp Ser Gin 








340 








345 




350 


Val 


Pro 


Val 


Tyr 


Ser Pro 


Ser 


mm 

He 


Asp 


Leu Lys Ser Ser 


Gin Gly Ser 






355 








360 




365 




Ser 


Ser 


val 


Ser 


Ser Asp 


Ala 


Pro 


Gly 


m mm ^ v ^m, _ 

Asn Val Leu Cys 


Ala Leu Ser 




370 








375 






380 




Gin 


Lys 


Ser 


Ser 


Leu Lys 


Asp 


Cys 


Ser 


Glu Lys Thr Ala 


Leu Asp Asp 


385 








390 








395 


400 


Arg 


Pro 


Gin 


Val 


Leu Gin 


Pro 


His 


Arg 


Leu Arg Ser Phe 


Ser Ala Ser 










405 








410 


415 


Gin 


i 

Ser 


Thr 


Asp 


Arg Glu 


Gly 


Ala 


Ser 


Pro Val Thr Glu 


Val Arg He 








420 








425 




430 


Lys 


Thr 


Glu 


Pro 


Ser Ser 


Pro 


Leu 


Ser 


Asp Pro Ser Asp 


He He Arg 






435 








440 




445 




Val 


Thr 


Val 


Gly 


Asp Ala 


Ala 


Thr 


Thr 


Ala Ala Ala Ser 


Ser Ser Ser 




450 








455 






460 




Val 


Thr Arg Asp 


Leu Ser 


Leu 


Lys 


Thr 


Glu Asp Asp Gin 


♦ m m\ M m 

Lys Asp Met 


465 








470 








475 


480 


Ser Arg 


Leu 


Pro 


Ala Lys 


Arg 


Arg 


Phe 


Gin Ala Asp Arg 


Arg Leu Pro 










485 








490 


495 


Phe 


Lys 


Lys 


Leu 


Lys Val 


Asn 


Glu 


His 


-mm, %\ fm , <■— . ■ m \ 

Gly Ser Pro Val 


Ser Glu Asp 








SOO 








505 




510 


Asn 


Phe 


Glu 


Glu 


Gly Ser 


Ser 


Pro 


Thr 


Leu Leu Asp Ala 


Asp Phe Pro 






515 








520 




525 




Asp 


Ser Asp Leu 


Asn Lys 


Asp 


Glu 


Phe 


Gly Glu Leu Glu 


Gly Thr Arg 




530 








535 






S40 




Pro 


Asn 


Lys 


Lys 


Phe Lys 


Cys 


T mt m mmm 

Lys 


His 


Cys Leu Lys He 


Phe Arg Ser 


S45 








550 








555 


560 


Thr Ala Gly Leu 


His Arg 


His 


Val 


Asn 


Met Tyr His Asn 


Pro Glu Lys 










565 








570 


575 


Pro Tyr Ala Cys 


Asp He 


Cys 


His 


Lys 


Arg Phe His Thr 


Asn Phe Lys 








580 








585 




590 


Val 


Trp Thr His 


Cys Gin 


Thr 


Gin 


His 


Gly He Val Lys 


Asn Pro Ser 






595 








600 




605 




Pro 


Ala 


Ser 


Ser 


Ser His 


Ala 


Val 


Leu 


Asp Glu Lys Phe 


Gin Arg Lys 




610 








615 






620 




Leu lie Asp He 


Val Arg 


Glu 


Arg 


Glu 


He Lys Lys Ala 


Leu He He 


625 








630 








635 


640 


Lys 


Leu Arg Arg 


Gly Lys 


Pro 


Gly 


Phe 


Gin Gly Gin Ser 


Ser Ser Gin 










645 








650 


655 


Ala 


Gin 


Gin 


Val 


He Lys 


Arg 


Asn 


Leu 


Arg Ser Arg Ala 


Lys Gly Ala 
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660 665 670 

Tyr He Cys Thr Tyr Cys Gly Lys Ala Tyr Arg Phe Leu Ser Gin Phe 

675 680 685 

Lys Gin His He Lys Met His Pro Gly Glu Lys Pro Leu Gly Val Asn 

690 695 700 

Lys Val Ala Lys Pro Lys Glu His Ala Pro Leu Ala Ser Pro Val Glu 
705 710 715 720 

Asn Lys Glu Val Tyr Gin Cys Arg Leu Cys Asn Ala Lys Leu Ser Ser 

725 730 735 

Leu Leu Glu Gin Gly Ser His Glu Arg Leu -Cys Arg Asn Ala Ala Val 

740 745 750 

Cys Pro Tyr Cys Ser Leu Arg Phe Phe Ser Pro Glu Leu Lys Gin Glu 

755 760 765 

His Glu Ser Lys Cys Glu Tyr Lys Lys Leu Thr Cys Leu Glu Cys Met 

770 775 780 

Arg Thr Phe Lys Ser Ser Phe Ser He Trp Arg His Gin val Glu Val 
785 790 795 800 

His Asn Gin Asn Asn Met Ala Pro Thr Glu Asn Phe Ser Leu Pro Val 

605 810 815 

Leu Asp His Asn Gly Asp Val Thr Gly Ser Ser Arg Pro Gin Ser Gin 

620 825 830 

Pro Glu Pro Asn Lys Val Asn His He Val Thr Thr Lys Asp Asp Asn 
835 840 845 

■ 

Val Phe Ser Asp Ser Ser Glu Gin Val Asn Phe Asp Ser Glu Asp Ser 

850 655 860 

Ser Cys Leu Pro Glu Asp Leu Ser Leu Ser Lys Gin Leu Lys He Gin 
865 670 875 880 

Val Lys Glu Glu Pro Val Glu Glu Ala Glu Glu Glu Ala Pro Glu Ala 

865 890 895 

Ser Thr Ala Pro Lys Glu Ala Gly Pro Ser Lys Glu Ala Ser Leu Trp 

900 905 910 

Pro Cys Glu Lys Cys Gly Lys Met Phe Thr Val His Lys Gin Leu Glu 

915 920 925 

Arg. His Gin Glu Leu Leu Cys Ser Val Lys Pro Phe He Cys His Val 

930 935 940 

Cys Asn Lys Ala Phe Arg Thr Asn Phe Arg Leu Trp Ser His Phe Gin 
945 950 955 960 

Ser His Met Ser Gin Ala Ser Glu Glu Ser Ala His Lys Glu Ser Glu 

965 970 975 

Val Cys Pro Val Pro Thr Asn Ser Pro Ser Pro Pro Pro Leu Pro Pro 

980 985 990 

Pro Pro Pro Leu Pro Lys He Gin Pro Leu Glu Pro Asp Ser Pro Thr 

995 1000 1005 

Gly Leu Ser Glu Asn Pro Thr Pro Ala Thr Glu Lys Leu Phe Val Pro 

1010 1015 1020 

Gin Glu Ser Asp Thr Leu Phe Tyr His Ala Pro Pro Leu Ser Ala He 
1025 1030 1035 1040 

Thr Phe Lys Arg Gin Phe Met Cys Lys Leu Cys His Arg Thr Phe Lys 

1045 1050 1055 

Thr Ala Phe Ser Leu Trp Ser His Glu Gin Thr His Asn 
1060 1065 

<210> 3401 
<211> 579 
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<212> DNA 

<213> Homo sapiens 

<400> 3401 

gttgaaaaca aggaaaagga cagcaacatg ccacactttc aaactttgca agctattgtt 
60 

tctcacttcc aaaagccatt tgatgtgcct tctctaaatg gagtctatcc ccgaatgaat 
120 

gaagtttata ctaggcttgg agaaatgaac aatgctgtga gaaacctcca agaactctta 
180 

gaattagata gttcatcctc attgtgtgtg ctagtaagca ctgttggaaa actctgtagg 

240 

ctgactaatg aagatgtgaa tgagcaggtt atgcaggtat taggacctga agacctccag 
300 

agcattatct acaaattgga agaacacgag gaatttttcc cagcatttca ggcatttact 
360 

aatgatctac ttgaaatctt agaaattgat gactctggat gccattgtac ctgcagtaaa 
420 

gaaattaaaa gtactttcat actgaaaaca aatcaaatca tttttactgt gtaaattgta 
460 

ttcttaacat tttgtatttt gtaggattga tcttattttg agacaagggt tgtaaaatgt 
540 

atttgctctc agaattcacc cccttcttag tattaggtc 
579 

<210> 3402 

<211> 148 

<212> PRT 

<213> Homo sapiens 



Met 


Pro 


His Phe 


Gin Thr 


Leu 


Gin Ala 


He 


Val 


Ser His Phe Gin Lys 


1 






5 






10 




15 


Leu 


Phe 


Asp Val 


Pro Ser 


Leu 


Asn Gly 


val 


Tyr 


Pro Arg Met Asn Glu 






20 






25 






30 


val 


Tyr 


Thr Arg Leu Gly Glu 


Met Asn 


Asn 


Ala 


Val Arg Asn Leu Gin 






35 






40 






45 


Glu 


Leu 


Leu Glu 


Leu Asp 


Ser 


Ser Ser 


Ser 


Leu 


Cys Val Leu Val Ser 




50 






55 








60 


Thr 


Val 


Gly Lys 


Leu Cys 


Arg 


Leu He 


Asn 


Glu 


Asp Val Asn Glu Gin 


65 






70 








75 


80 


Val 


Met 


Gin Val 


Leu Gly 


Pro 


Glu Asp 


Leu 


Gin 


Ser He He Tyr Lys 








85 






90 




95 


Leu 


Glu 


Glu His 


Glu Glu 


Phe 


Phe Pro 


Ala 


Phe 


Gin Ala Phe Thr Asn 






100 






105 






110 


Asp 


Leu 


Leu Glu 


He Leu 


Glu 


He Asp 


Asp 


Ser 


Gly Cys His Cys Thr 






115 






120 






125 


Cys 


Ser 


Lys Glu 


He Lys 


Ser 


Thr Phe 


He 


Leu 


Lys Thr Asn Gin He 




130 






135 








140 


He 


Phe 


Thr Val 














145 



















<210> 3403 
<211> 1696 
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<212> DNA 

<213> Homo sapiens 

<400> 3403 

aaaaacatca gtgtctgtgg gtagttagaa 
60 

tgggcctgtg gagtttcttg gacaggggcc 
120 

accatggccc gaaatgcaga aaaggccatg 
1B0 

ctggaagagg gaaaagtgaa ggaacgaaga 
240 

cctaaagctg agaagtggag acgacagatc 
300 

atccagaatg ctggtttagg tgaattccga 
360 

ctgctaaggg agaaaggaca ctgggaggtc 
420 

ggaaaagttg gccctaaaat gctggatcat 
460 

tacaagtact ttggagcagc aaaagacctg 
540 

acctcttcct cctcccagnn aaagacacgt 
600 

tactatggtt acctagatga agatgatggt 
660 

aagaaactca gagccgagct agtggaaaag 
720 

agaggagaaa aggaagagga ggaggaagag 
780 

gaggaggagt cggacgagga aggcagccag 
640 

ttcattgctc acgcccctgt tccctcgcag 
900 

aagaaaatgg aactcctcca gaagtatgca 
960 

gccagaaggc tcctggggta ttaggaccca 
1020 

cccagcggta cctcaggacc cagggctgca 
1080 

cccattctca gccttccttc cctctccttg 
1140 

ccctggtctt cctggtaggt tttgtacaca 
1200 

Ctattgtgga gtgtatacaa caggttgcga 
1260 

actgccattt tgaggggaga agaatcaatt 
1320 

gcagaccaaa gtataatttt aaaaaatgca 
1380 

tgagacgacg tggccaggcg cagtggctca 

1440 

aggcgggcgg gtcacgaggt caagagatgg 
1500 



tcttcagttc ctgtgagcgt cggcgtcttc 
gcggggctcc aggacggcgc ccttagcgac 
acggccttag caagatttcg ccaggctcag 
ccctttctgg cctcagaatg tactgaactg 
attggagaga tctctaaaaa agtggctcag 
attcgtgacc tgaatgatga aattaacaag 
cggataaagg agctgggagg tcctgattat 
gaaggaaaag aagtcccagg aaaccgaggt 
cctggtgtta gagagctgtt tgaaaaanga 
gctgagctca tgaaggcaat cgattttgag 
gttattgtgc ctttggaaca ggaatatgaa 
tggaaagcag agagagaggc tcggctggca 
gaggaagaga tcaacatcta tgcagtcacc 
gagaaaggag gggacgacag ccagcagaag 
caagagattg aggaggcact ggcgcgaagg 
agcgagaccc tgcaggccca aagtgaagaa 
gctggggctc tccttggagt tcttccatcc 
gacacaggct ggtgctgcaa gggctcctgc 
tcccatgttg accggagggt aggggcccgt 
tattttgcta ctgtgtggat ccatttattt 
accggctgcc tgtgtcttat tttgacttgc 
agcggcaaac atttaaaaae gcaatttttt 
aattttctaa aagacacacc tcttgaaaaa 
cgcctgtaac cccagcactt tgggaggccg 
agaccatcct ggccaacacg gcgaaacccc 
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atgtctacca aaaatacaaa aaaattagct gggcgtactg gcatgcacct gtagtcccag 
1560 

ctgctttggg aggctgaggc aggagaatca cttgaacccc cggaggtgga ggtttgagtg 
1620 

agcccagatc gtggccattg actccaagcc ttgggacaag tgggaacctc ttccccccaa 
1680 

aaaaaaaaaa aagttt 
1696 

<210> 3404 
<211> 286 
<212> PRT 

<213> Homo sapiens 

<400> 3404 

Met Ala Arg Asn Ala Glu Lys Ala Met Thr Ala Leu Ala Arg Phe Arg 

IS 10 15 

Gin Ala Gin Leu Glu Glu Gly Lys Val Lys Glu Arg Arg Pro Phe Leu 

20 25 30 

Ala Ser Glu Cys Thr Glu Leu Pro Lys Ala Glu Lys Trp Arg Arg Gin 

35 40 4S 

He He Gly Glu He Ser Lys Lys Val Ala Gin He Gin Asn Ala Gly 

50 55 60 

Leu Gly Glu Phe Arg He Arg Asp Leu Asn Asp Glu He Asn Lys Leu 
65 70 75 80 

Leu Arg Glu Lys Gly His Trp Glu Val Arg He Lys Glu Leu Gly Gly 

85 90 95 

Pro Asp Tyr Gly Lys Val Gly Pro Lys Met Leu Asp His Glu Gly Lys 

100 105 110 

Glu Val Pro Gly Asn Arg Gly Tyr Lys Tyr Phe Gly Ala Ala Lys Asp 

115 120 125 

Leu Pro Gly Val Arg Glu Leu Phe Glu Lys Xaa Thr Ser Ser Ser Ser 

130 135 140 

Gin Xaa Lys Thr Arg Ala Glu Leu Met Lys Ala He Asp Phe Glu Tyr 
145 150 155 160 

Tyr Gly Tyr Leu Asp Glu Asp Asp Gly Val He Val Pro Leu Glu Gin 

165 170 17S 

Glu Tyr Glu Lys Lys Leu Arg Ala Glu Leu Val Glu Lys Trp Lys Ala 

180 185 190 

Glu Arg Glu Ala Arg Leu Ala Arg Gly Glu Lys Glu Glu Glu Glu Glu 

195 200 20S 

Glu Glu Glu Glu He Asn He Tyr Ala Val Thr Glu Glu Glu Ser Asp' 

210 21S 220 

Glu Glu Gly Ser Gin Glu Lys Gly Gly Asp Asp Ser Gin Gin Lys Phe 
225 230 235 240 

He Ala His Val Pro Val Pro Ser Gin Gin Glu He Glu Glu Ala Leu 

245 250 255 

Val Arg Arg Lys Lys Met Glu Leu Leu Gin Lys Tyr Ala Ser Glu Thr 

260 265 270 

Leu Gin Ala Gin Ser Glu Glu Ala Arg Arg Leu Leu Gly Tyr 
275 280 285 

<210> 3405 
<211> 402 
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<212> DNA 

<213> Homo sapiens 
<400> 3405 

gggtgggagg cccccttgca ggagaggctg gcgttctatc agacagcaat tgaaagcgcc 
60 

agacaagctg gagacagcgc caagatgcgg cgctacgatc gggggcttaa aacactggaa 
120 

aacctgctcg cctccatccg taagggcaat gccattgacg aagcggacat cccgccgcca 
180 

gtggccatag gaaaaggccc ggcgtccacg cctacctaca gccctgcacc cacccagccg 
240 

gcccctagaa tcgcgtcagc cccagagccc agggtcaccc tggagggacc ttctgccacc 
300 

gccccagcct catctccagg cttggctaag ccccagatgc ccccaggtcc ctgcagcect 
360 . " 

ccctctggcc cagttgcaga gccgccagcg cgactacaag ct 
402 

<210> 3406 

<211> 134 

<212> PRT 

<213> Homo sapiens 

<400> 3406 

Gly Tip Glu Ala Pro Leu Gin Glu Arg Leu Ala Phe Tyr Gin Thr Ala 

IS 10 15 

He Glu Ser Ala Arg Gin Ala Gly Asp Ser Ala Lys Met Arg Arg Tyr 

20 25 30 

Asp Arg Gly Leu Lys Thr Leu Glu Asn Leu Leu Ala Ser He Arg Lys 

35 40 45 

Gly Asn Ala He Asp Glu Ala Asp He Pro Pro Pro Val Ala He Gly 

50 55 60 

Lys Gly Pro Ala Ser Thr Pro Thr Tyr Ser Pro Ala Pro Thr Gin Pro 
65 70 75 80 

Ala Pro Arg He Ala Ser Ala Pro Glu Pro Arg Val Thr Leu Glu Gly 

85 90 95 

Pro Ser Ala Thr Ala Pro Ala Ser Ser Pro Gly Leu Ala Lys Pro Gin 

100 105 110 

Met Pro Pro Gly Pro Cys Ser Pro Pro Ser Gly Pro Val Ala Glu Pro 

US 120 125 

Pro Ala Arg Leu Gin Ala 
130 

<210> 3407 

<211> 535 

<212> DNA 

c213> Homo sapiens 

<400> 3407 

ggaacgaggg gggatgggga agaacccccc aggacagcac caagcaggtc tgcggggacc 
60 

tttcccggac accatgcctt ctcggcggtg aggcaggtgg cggcaccgac aggcccgggg 
120 
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gggacctttc ccggacaccc aacctcctcg gtggcgaggc aggtggcggc accgacaggc 
100 

ccggcgggga cctttcccgg ancacctggc ctccctggca agcaggtggc ggcaccaaca 
240 

ggcccggggg ggacctttcc cggacacctg gcctcctcgg cgaggcaggt ggcagaactg 
300 

gttccacgtc tgatcttcct tagacaaacc tgccttcaga ggaaattgtg ttcaactgga 
360 

gaaactggaa aatgtactag atattggctg atatgaagga tatatgcttt aagtatgata 
420 

attcgatttt ggctetgtag ggaaaggctc ttattttaaa aagatgtgca ctagagaaaa 
480 

aggaaacagc atgtagcaaa tacatccacg gatgtcctcc tggtttaaaa aaaaa 
535 

<210> 3406 
<211> 131 
<212> PRT 

<213> Homo sapiens 
<400> 3406 

Gly Met Arg Gly Asp Gly Glu Glu Pro Pro Arg Thr Ala Pro Ser Arg 

15 10 15 

Ser Ala" Gly Thr Phe Pro Gly His Hi3 Ala Phe Ser Ala val Arg Gin 

20 25 . 30 

Val Ala Ala Pro Thr Gly Pro Gly Gly Thr Phe Pro Gly His Pro Thr 

35 40 45 

Ser Ser Val Ala Arg Gin Val Ala Ala Pro Thr Gly Pro Ala Gly Thr 

50 55 60 

Phe Pro Gly Xaa Pro Gly Leu Leu Gly Lys Gin Val Ala Ala Pro Thr 
65 70 15 80 

Gly Pro Gly Gly Thr Phe Pro Gly His Leu Ala Ser Ser Ala Arg Gin 

6S 90 95 

Val Ala Glu Leu Val Pro Arg Leu He Phe Leu Arg Gin Thr Cys Leu 

100 105 110 

Gin Arg Lys Leu Cys Ser Thr Gly Glu Thr Gly Lys Cys Thr Arg Tyr 

115 120 125 

Trp Leu He 
130 

<210> 3409 
<211> 959 
<212> DNA 

<213> Homo sapiens 
<400> 3409 

nagatctccg aggacaccgg acgggagcgc ttggccatcc tctctccggc agaggagcag 
60 

acgtttgctt tccaagtgca aaactacaga cacgcgcgcg cacacacgca agcacacgcg 
120 

gagagagagg aaccttgccg gtccgaggca gctctgcgcg tcccctcctg cgcttagcat 
160 

cctcggccca gcgcggcccg caccgccatg gaggtgctgg agagcgggga gcagggcgtg 
240 
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ctgcagtggg accgcaagct gagcgagctg tcagagcccg gggacggcga ggccctcatg 
300 

taccacacgc acttctcaga acttctggat gagttttccc agaacgtctt gggtcagctc 
360 

ctgaatgatc ctttcctctc agagaagagc gtgtcaatgg aggtggaacc ttccccgacg 
420 

tccccggcgc ctctcatcca ggctgagcac agctactccc tgtgcgagga gcctcgggcc 
480 

cagtcgccct tcacccacat taccaccagt gacagcttca atgacgatga ggtggaaagt 
540 

nngagaaatg gtacctgtct acagacetcc cttcaacatc catcaagaca gagccagtta 
600 

cagacgaacc acccccagga ctcgttccgt ctgtcactct gaccatcaca gccatctcca 
660 

cccncgttgg aaaaggagga acctcctctg gaaatgaaca ctggggttga ttcctcgtgc 
720 

cagaccatta ttcctaaaat taagctggag cctcatgaag tggatcagtt tctaaacttc 

780 

cctcctaaag aaggtctgtc tngccctccc tgtgtccctt tgggttatgg atatggtctc 
840 

tgggcctaca gagagggaat atggcgagag agctgggatg agtttgtacc acagatgttg 
900 

tagctggctt tatgaaatag ctctgttctt aaaaaataaa aattctgctt ccaaataaa 
959 

<210> 3410 

<211> 144 

<212> PRT 

c213> Homo sapiens 

<400> 3410 

Met Glu Val Leu Glu Ser Gly Glu Gin Gly Val Leu Gin Trp Asp Arg 

15 10 15 

Lys Leu Ser Glu Leu Ser Glu Pro Gly Asp Gly Glu Ala Leu Met Tyr 

20 25 30 

His Thr His Phe Ser Glu Leu Leu Asp Glu Phe Ser Gin Asn Val Leu 

35 40 45 

Gly Gin Leu Leu Asn Asp Pro Phe Leu Ser Glu Lys Ser Val Ser Met 

50 55 60 

Glu Val Glu Pro Ser Pro Thr Ser Pro Ala Pro Leu lie Gin Ala Glu 
65 70 75 80 

His Ser Tyr Ser Leu Cys Glu Glu Pro Arg Ala Gin Ser Pro Phe Thr 

85 90 95 

His He Thr Thr Ser Asp Ser Phe Asn Asp Asp Glu Val Glu Ser Xaa 

100 105 110 

Arg Asn Gly Thr Cys Leu Gin Thr Ser Leu Gin His Pro Ser Arg Gin 

115 120 125 

Ser Gin Leu Gin Thr Asn His Pro Gin Asp Ser Phe Arg Leu Ser Leu 
130 135 140 

<210> 3411 

<211> 958 

<212> DNA 

<213> Homo sapiens 
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<400> 3411 

nngcgcgccg gttttgttgt tattgcgagg gggtcgcggc ggggcggggc agtgaccccg 
60 

ggccggccgt tgtgccctca tccctcccac ccttccttcg tatagcttcc tttctcctca 
120 

cgacggcctc cacagtccgg agcccggcgg agcccggacc tggcggggag agctgcctcc 
1B0 

acggccgggc acccagaccc caccgtcgca gtcgccacca cctcagtcca tccttggtac 
240 

cggcaatggg cttcgtatcc tccagtgcac tcgtaactga cctggacacg gaatactaag 
300 

aactcacttc tgtcctcatc ccagtcgcgc cggcggtgac catctcggct cttttgggct 
360 

taactgccgc tcctctggac tctgtctgac tttgggggca ccatggacca aagtgggatg 
420 

gagattcctg tgaccctcat cattaaagca ccgaatcaga aatacagtga ccagactatt 
480 

agctgcctcc tgaactggac cgtggggaaa ctaaaaacgc atctatctaa cgtttaccct 
540 

agcaaaccac tgacgaagga tcagagattg gtgtattcgg gcagactgcc ccccgaccac 
600 

ctgcagctga aagacactcc cagaaaacaa gatgagcacc atatggttca tctagtatgt 
660 

acttctcgga ctcctcccag ttctccaaaa tccagcacca atagagaaag tcatgaagca 
720 

ttggcatcca gcagcaattc tagttcagat cattcaggat caacaactcc atcatctggt 
780 

caagaaacct tgtctttagc tgtgggttct tcctcagaag gattgaggca gcgtaccctt 
640 

ccacaagcac aaactgacca agcacagagt caccagttcc catatgtaat gcaaggaaat 
900 

gtagacaacc aatttcctgg gcaagctgct ccacctggat Ccccagtgta tcccgcgg 
958 

<210> 3412 

<211> 185 

<212> PRT 

<213> Homo sapiens 

<400> 3412 

Met Asp Gin Ser Gly Met Glu lie Pro Val Thr Leu He lie Lys Ala 

15 10 15 

Pro Asn Gin Lys Tyr Ser Asp Gin Thr He Ser Cys Phe Leu Asn Trp 

20 25 30 

Thr Val Gly Lys Leu Lys Thr His Leu Ser Asn Val Tyr Pro Ser Lys 

35 40 45 

Pro Leu Thr Lys Asp Gin Arg Leu Val Tyr Ser Gly Arg Leu Leu Pro 

50 55 60 

Asp His Leu Gin Leu Lys Asp He Leu Arg Lys Gin Asp Glu Tyr His 
65 70 75 60 

Met Val His Leu Val Cys Thr Ser Arg Thr Pro Pro Ser Ser Pro Lys 

85 90 95 

Ser Ser Thr Asn Arg Glu Ser His Glu Ala Leu Ala Ser Ser Ser Asn 
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100 105 110 

Ser Ser Ser Asp His Ser Gly Ser Thr Thr Pro Ser Ser Gly Gin Glu 

115 120 125 

Thr Leu Ser Leu Ala Val Gly Ser Ser Ser Glu Gly Leu Arg Gin Arg 

130 135 140 

Thr Leu Pro Gin Ala Gin Thr Asp Gin Ala Gin Ser His Gin Phe Pro 
145 150 155 160 

Tyr Val Met Gin Gly Asn Val Asp Asn Gin Phe Pro Gly Gin Ala Ala 

165 170 175 

Pro Pro Gly Phe Pro Val Tyr Pro Ala 
180 185 

<210> 3413 
<211> 3344 
<212> DNA 

<213> Homo sapiens 
<400> 3413 

nnccagaaac tatttcttga gtccgttctt ctcagagttt attacttcct cccacgtctt 
60 

ggtctgctgg tctaattccc ttcaataacc ttcaacatag gaaaaaacca gagtgtgttg 
120 

tgtgtcttta aagatattag agaagtggga gctgttgccc caaaactgtt ttcttatgta 
180 

gctactgaag gaacagaaag caggaagaaa gaaaaaagtt agttgtggcc ccagaagagt 
240 

tgtttttcaa atgccgagcc gtgaagcctc atgcactcaa cacaaagttt ttctttcata 
300 

tagataagcc tgaagaaaaa agaataagcc tgagtatgta ttttaggtgt ccaactatcc 
360 

attaccaaga agaaacctat tcgtttgagc ctgagacact ctttgaggta aaaaattaga 
420 

atgaaagaac ctttggatgg tgaatgtggc aaagcagtgg taccacagca ggagcttctg 
480 

gacaaaatta aagaagaacc agacaatgct caagagtatg gatgtgtcca acagccaaaa 
540 

actcaagaaa gtaaattgaa aattggtggt gcgtcttcag ttaatgagag acctattgcc 
600 

cagcagttga acccaggctt tcagcttccc tttgcatcat ctggcccaag tgtgttgctt 
660 

ccttcagttc cagctgttgc tattaaggtt ttttgttctg gttgtaaaaa aacgctttat 
720 

aagggccaaa ctgcatatca taagacagga tctactcagc tcttctgctc cacacgatgc 
780 

atcaccagac attcttcacc tgcctgcccg ccacctcctc ccaagaaaac ctgcacaaac 
840 

tgctcgaaag acattttaaa tcctaaggat gtgatcacaa ctcgctttga gaattcctat 
900 

cctagcaaag atttctgcag ccaatcatgc ttgtcatcct atgagctaaa gaaaaaacct 
960 

gttgttacca tatataccaa aagcatttca actaagtgca gtatgtgcca gaagaatgct 
1020 

gatacccgat ttgaagttaa atatcaaaat gtggtacacg gtctttgtag tgacgcctgt 
1080 
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tttccaaaat ttcactctac 
1140 

tattgctata gtagccctgg 
1200 

acggcataca agcagaattc 
1260 

tcctcagcag aaatgattga 
1320 

attaattgct tatctgctta 
1360 

tgtcataget gtaaaacctc 

1440 

atatacagct tctgcagctc 
1500 

aaaggaacaa actcttcggc 
1560 

tcctccaggt cagcagtgtc 
1620 

atccgtggct ctgctgcagc 
1660 

ttaacccata cagttgttaa 
1740 

ccagaactcc ttttttacaa 
1800 

gaatacaaga agaaaaataa 
I860 

gtaaaggaga ctgttcggtt 
1920 

Ctgctttata aacatgactt 
1980 

tgttcacaga catccccaaa 
2040 

tgctgtgaag attgtatgtc 
2100 

ggttgtaaac gacagggtaa 
2160 

ttctgtaacc tattttgtgt 
2220 

ccacaaaata aagtaaatat 
2280 

aggacagata caacaccagt 
2340 

ttatctacag ggaacaccaa 
2400 

atcattcaag atgaaagtac 
2460 

cagccttcca ggcttttaaa 
2520 

gccacttctt gcaaaccaca 
2580 

gcagtttgct gaggtgttcc 
2640 

ccaaatagct gtgggctttc 
2700 



aaacaacctc accacgaact 
tccttgccaa tcccagaagg 
cgcccaaatt cctccatatg 
aaataccaat agcttgggga 
cagagctaag actgttactt 
agcaatccct cagtatcacc 
cagttgtgtg gttgctttcc 
ggtgcccctg tctcagggcc 
aataggagga ggcaacacct 
cagcctccaa cctcttggtg 
actcaagtgt cagcactgta 
gggtaaaatg tttctgtttt 
agttgtggca atgtgtgaat 
ctcaggcgct gacaagtcat 
ggcaaaacgc tggggaaatc 
tttggtacag aaccgattgg 
caaatttaca gtcccgcccc 
actaagcgag cccataaagt 
cctggagcct tgtcatcagc 
ttctaaagca aaaactgctg 
tataaccagt gtgatgtcat 
cagtgtttta aaaggtgcag 
acaggaagat gctatgaaat 
gaacaaaggc atatcatgca 
tacacagcac aaagaatgtc 
cgctgaaggt atttggctac 
tggaactgct ggctgggttg 



gttgtgagaa ctgtgggagc 
tttttagctc aacaagtgcc 
ccctggggaa gtcattgaga 
agacagagct tttctgttct 
ctgcaggtgt ccaggtttca 
tagccatgtc agatggaact 
agaatgcatt tagcaagcca 
aagtggttgt aagcccgccc 
ctgccgtttc ccccagctcc 
aacaatccca gcaagttgct 
aecatccatc tgccacaaaa 
gtggcaagaa ttgctctgac 
attgtaaaat tgagaaaatt 
tctgtagcga aggttgcaaa 
actgcaaaat gtgcagctac 
agggcaagtt agaagagttt 
atcagatggc caagtgtgat 
ggcgaggcaa cattaaacat 
aaattatgaa tgactgtctt 
tgacggagct cccttctgca 
tggcaaaaat acctgctacc 
ttactaaaga ggcagcaaag 
ttccatcttc ccaaccttcc 
aacccgtcac acagaccaag 
agacagaatg ccctgttcgt 
cagccagatc ccctgaacta 
ctgctggtca tgggcccacc 
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gatgctgcaa gagatcagta acttgttctt gattctgctc atgatggggg ctatcttcac 
2760 

cttggcagct ctgaaagagt cactaagcac ctgcatccca gccattgtct gcctggggtt 
2820 

cctgctgctg ctgaatgtcg gccagctctt agcccagact aagaaggtgg tcagacccac 
2080 

taggaagaag actctaagta cattcaagga atcctggaag tagagcatcc ctgtctcttt 
2940 

atgccatgca gctgtcacag caggaacatg gtagaacaca gagtctatca tcttgctacc 
3000 

agtataatat ccagggtcag ccagtgttga aagagacatt ttgtctacct ggcactgctt 
3060 

tctcttttta gctttactac tcttttgtga ggagtacatg ttatgcacac taacattcct 
3120 

catgtcatat gaaaatacaa aacaagcaga aaagaaattt aaaccaacca aaattctgat 
3180 

gccccaaata accactttta atgccttggt gtaagtatac ctctgaactt ttttctgtgc 
3240 

ctctaaacag atatatattt tttttaaatg aaaataaaac catatatcct atcttatttc 
3300 

ctccttttaa aaccttataa actataacac tgtaaaaaaa aaaa 
3344 

<210> 3414 

c211> 723 

c212> PRT 

<213> Homo sapiens 

<400> 3414 

Met Lys Glu Pro Leu Asp Gly Glu Cys Gly Lys Ala Val Val Pro Gin 

IS 10 15 

Gin Glu Leu Leu Asp Lys lie Lys Glu Glu Pro Asp Asn Ala Gin Glu 

20 25 30 

Tyr Gly Cys Val Gin Gin Pro Lys Thr Gin Glu Ser Lys Leu Lys He 

35 40 45 

Gly Gly Val Ser Ser Val Asn Glu Arg Pro He Ala Gin Gin Leu Asn 

50 55 60 

Pro Gly Phe Gin Leu Ser Phe Ala Ser Ser Gly Pro Ser Val Leu Leu 
65 70 75 80 

Pro Ser Val Pro Ala Val Ala He Lys Val Phe Cys Ser Gly Cys Lys 

85 90 95 

Lys Met Leu Tyr Lys Gly Gin Thr Ala Tyr His Lys Thr Gly Ser Thr 

100 105 110 

Gin Leu Phe Cys Ser Thr Arg Cys He Thr Arg His Ser Ser Pro Ala 

115 120 125 

Cys Leu Pro Pro Pro Pro Lys Lys Thr Cys Thr Asn Cys Ser Lys Asp 

130 135 140 

He Leu Asn Pro Lys Asp Val He Thr Thr Arg Phe Glu Asn Ser Tyr 
145 150 155 160/ 

Pro Ser Lys Asp Phe Cys Ser Gin Ser Cys Leu Ser Ser Tyr Glu Leu 

165 170 175 

Lys Lys Lys Pro Val Val Thr He Tyr Thr Lys Ser He Ser Thr Lys 

180 185 190 

Cys Ser Met Cys Gin Lys Asn Ala Asp Thr Arg Phe Glu Val Lys Tyr 
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195 




Gin 


Asn 


Val 


Val 




210 






His 


Ser 


Thr 


Asn 


225 








Tyr 


Cys 


Tyr 


Ser 


Ser 


Thr 


Ser 


Val 








260 


Tyr 


Ala 


Leu 


Gly 






275 




Thr 


Asn 


Ser 


Leu 




290 






Ser 


Ala 


Tyr 


Arg 


305 








Cys 


His 


Ser 


Cys 


Ser 


Asp Gly 


Thr 








340 


Phe 


Gin 


Asn 


Val 






355 




Pro 


Leu 


Ser 


Gin 




370. 






Ala 


Val 


Ser 


He 


385 








He 


Arg Gly 


Ser 


Gin 


Gin 


Val 


Ala 








420 


Cys 


Asn 


His 


Leu 






435 




Lys 


Met 


Phe 


Leu 




450 






Lys 


Asn 


Lys 


Val 


465 








Val 


Lys 


Glu 


Thr 


Glu 


Gly Cys 


Lys 








500 


Asn 


His 


Cys 


Lys 






515 




Val 


Gin 


Asn 


Arg 




530 






Cys 


Met 


Ser 


Lys 


545 








Gly 


Cys 


Lys 


Arg 


Asn 


He 


Lys 


His 








580 


Gin 


Gin 


lie 


Met 






595 




Lys 


Ala 


Lys 


Thr 




610 






Thr 


Pro 


Val 


He 



200 

His Gly Leu Cys 
215 

Asn Leu Thr Thr 
230 

Ser Ser Gly Pro 
245 

Thr Ala Tyr Lys 

Lys Ser Leu Arg 
280 

Gly Lys Thr Glu 
295 

Val Lys Thr Val 
310 

Lys Thr Ser Ala 
325 

He Tyr Ser Phe 

Phe Ser Lys Pro 
360 

Gly Gin Val val 
375 

Gly Gly Gly Asn 
390 

Ala Ala Ala Ser 
405 

Leu Thr His Thr 
Phe Ala Thr Lys 

440 

Phe Cys Gly Lys 
455 

Val Ala Met Cys 
470 

Val Arg Phe Ser 
485 

Leu Leu Tyr Lys 

Met Cys Ser Tyr 
520 

Leu Glu Gly Lys 
535 

Phe Thr Val Leu 
550 

Gin Gly Lys Leu 
565 

Phe Cys Asn Leu 

Asn Asp Cys Leu 
600 

Ala Val Thr Glu 
615 

Thr Ser Val Met 



c a r 

set 


Asp Ala 










220 

4m 4m W 


& C ¥1 

Hon 


Cys 


Cys 








235 




Cys 


Gin 


Ser 


Gin 




250 






Gin 


Asn 


Ser 


Aia 


tec 








Ser 


Ser 


Ala 


/■•l ii 


Leu 


Phe 


Cys 


Ser 








i n n 


Thr 


Ser 


Ala 


Gly 






315 




He 


Pro 


Gin 


Tyr 




330 






Cys 


Ser 


Ser 


Ser 


T A C 

34 5 








Lys 


Gly Thr 


Asn 


Val 


Ser 


Pro 


Pro 








3 BO 


Thr 


Ser 


Ala 


Val 






395 




Leu 


Gin 


Pro 


Leu 




410 






Val 


Val 


Lys 


w 

Leu 


A *i C 

4 2 5 








Pro 


Glu 


Leu 


Leu 


H mm w* 

Asn 


Cys 


Ser 


A5p 








/ten 
sou 


C1U 


Tyr 


Cys 


T i > n 

Lys 






475 




Gly 


Ala 


Asp 


Lys 




490 






HIS 


Asp 


Leu 


Ala 


DUD 








Cys 


Ser 


Gin 


Thr 


Leu 


Glu 


Glu 


Phe 








540 


Phe 


Tyr Gin 


Met 






555 




Ser 


Glu 


Ser 


He 




570 






Phe 


Cys 


Val 


Leu 


585 








Pro 


Gin 


Asn 


Lys 


Leu 


Pro 


Ser 


Ala 








620 


Ser 


Leu 


Ala 


Lys 



205 

Phe Ser Lys Phe 

Asn Cys Gly Ser 
240 

Lys Val Phe Ser 
255 

Gin He Pro Pro 
270 

Met He Glu Asn 
2B5 

He Asn Cys Leu 

Val Gin val Ser 
320 

His Leu Ala Met 
335 

cys Val Val Ala 
350 

Ser Ser Ala Val 
365 

Ser Ser Arg Ser 

Ser Pro Ser Ser 
400 

Gly Glu Gin Ser 
415 

Lys Cys Gin His 
430 

Phe Tyr Lys Gly 
44S 

Glu Tyr Lys Lys 

He Glu Lys He 
460 

Ser Phe Cys Ser 
495 

Lys Arg Trp Gly 
510 

Ser Pro Asn Leu 
525 

Cys Cys Glu Asp 

Ala Lys Cys Asp 
S60 

Lys Trp Arg Gly 
575 

Glu Phe Cys His 
590 

Val Asn He Ser 
605 

Arg Thr Asp Thr 
He Pro Ala Thr 
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625 

Leu Ser Thr Gly 

Glu Ala Ala Lys 
660 

Lys Phe Pro Ser 
675 

Lys Gly He Ser 
690 

Lys Pro His Thr 
705 

Ala Val Cys 



630 

Asn Thr Asn Ser 
645 

He He Gin Asp 

Ser Gin Ser Ser 
660 

Cys Lys Pro Val 
695 

Gin His Lys Glu 
710 



635 

Val Leu Lys Gly 
650 

Glu Ser Thr Gin 
665 

Gin Pro Ser Arg 

Thr Gin Thr Lys 
700 

Cys Gin Thr Glu 
715 



640 

Ala Val Thr Lys 
655 

Glu Asp Ala Met 
670 

Leu Leu Lys Asn 
685 

Ala Thr Ser Cys 

Cys Pro Val Arg 
720 



<210> 3415 

<211> 3501 

<212> DNA 

<213> Homo sapiens 

<400> 3415 

ngcagccccg gcggccgaac gcccgcggcg cgggactcca tcgtcagaga agccattcag 
60 

aactcaaaag aagttctaag tttattgcaa gaaaaaaacc ctgccttcaa gccggttctt 
120 

gcaattatcc aggcaggtga cgacaacttg atgcaggaaa tcaaccagaa tttggctgag 
160 

gaggctggtc tgaacatcac tcacatttgc ctccctccag atagcagtga agccgagatt 
240 

atagatgaaa tcttaaagat caatgaagat accagagtac atggccttgc ccttcagatc 
300 

tctgagaact tgtttagcaa caaagtcctc aatgccttga aaccagaaaa agatgtggat 
360 

ggagtaacag acataaacct ggggaagctg gtgcgagggg atgcccatga atgttttgtt 
420 

tcacctgttg ccaaagctgt aattgaactt cttgaaaaat cagtaggtgt caacctagat 
480 

ggaaagaaga ttttggtagt gggggcccat gggtctttgg aagctgctct acaatgcctg 
540 

ttccagagaa aagggtccat gacaatgagc atccagcgga aaacacgcca gcttcaaagc 
600 

aagcttcacg aggccgacat tgtggtccta ggctcaccta agccagaaga gattcccctt 
660 

acttggatac aaccaggaac tactgttctc aactgctccc atgacttcct gtcagggaag 
720 

gttgggtgtg gctccccaag aatanncatt ttggtggact cattgaggaa gatgatgtga 
780 

ttcntccttg ctgcagctct gcgaattcag aacatggtca gtagtggaag gagatggctt 
840 

cgtgaacagc agcacaggcg gtggagactt cactgcttga aacttcagcc tctctcccct 
900 

gtgccaagtg acattgagat ttcaagagga caaactccaa aagctgtgga tgtccttgcc 
960 

aaggagactg gattgcttgc agatgaaact gaaatctatg gcaaaagcaa agccaaagta 
1020 
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cgtttgtccg tgctagaaag gttaaaggat caagcagatg gaaaatacgt cttagttgct 
1080 

gggatcacac ccacccctct tggagaaggg aagagcacag tcaccatcgg gcttgtgcag 
1140 

gctctgaccg cacacctgaa tgtcaactcc tttgcctgct tgaggcagcc ttcccaagga 
1200 

ccgacgtttg gagtgaaagg aggagccgcg ggtggtggat atgcccaggt catccccatg 
1260 

gaggagttca accttcactt gactggagac atccacgcca ecaccgctgc caataacttg 
1320 

ctggctgccg ccatcgacac gaggattctt catgaaaaca cgcaaacaga taaggctctg 
1380 

tataaccggc tggttccttt agtgaatggt gtcagagaat tttcagaaat tcagcctgct 

1440 

cggctaaaaa aactgggaat aaataagact gatccgagca cactgacaga agaggaagtg 
1500 

agtaaatctg cccgtctcga catcgaccca tctaccatca cgtggcagag agtattggat 
1560 

acaaatgacc gatttctacg aaaaataacc atcgggcagg gaaacacaga gaagggccat 
1620 

taccggcagg cgcagtttga catcgcagtg gccagcgaga tcatggcggt gctggccctg 
1680 

acggacagcc tcgcagacat gaaggcacgg ctgggaagga tggtggtggc cagtgacaaa 
1740 

agcgggcagc ctgtgacagc agatgatttg ggggtgacag gtgctttgac agttttgatg 
1800 

aaagatgcaa taaaaccaaa cctgatgcag accctggaag ggacacctgt gttcgtgcat 
1860 

gcgggccctt ttgctaacat tgctcacggc aactcttcag tgttggccga taaaattgcc 
1920 

ctgaaactgg ttggtgaaga aggatttgta gtgaccgaag ctggctttgg tgctgacatc 
1980 

ggaatggaga aattcttcaa catcaagtgc cgagcttccg gcttggtgcc caacgtggtt 
2040 

gtgttagtgg caacggtgcg agctctgaag atgcatggag gcgggccaag cgtaacggct 
2100 

ggtgttcctc ttaagaaaga atatapagag gagaacatcc agctggtggc agacggctgc 
2160 

tgtaacctcc agaagcaaat tcagatcact cagctctttg gggttcccgt tgtggtggct 
2220 

ctgaatgtct tcaagaccga cacccgcgct gagattgact tggtgtgtga gcttgcaaag 
2280 

cgggctggtg cctttgatgc agtcccctgc tatcactggt cggttggtgg aaaaggatcg 
2340 

gcggacttgg ctcgggctgt gagagaggct gcgagtaaaa gaagccgatt ccagttcctg 
2400 

tatgatgttc aggttccaat tgtggacaag ataaggacca ttgctcaggc tgtctatgga 
2460 

gccaaagata ttgaactctc tcctgaggca caagccaaaa tagatcgtta cactcaacag 
2520 

ggttttggaa atttgcccat ctgcatggca aagacccacc tttctctatc tcaccaacct 
2580 

gacaaaaaag gtgcgccaag ggacttcatc ttacctatca gtgacgtccg ggccagcata 
2640 
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ggcgctgggt tcacttaccc cttggtcgga acgatgagca ccatgccagg actgcccacc 
2700 

cggccctgct tttatgacat agatcttgat accgaaacag aacaagctaa aggcttgttc 

2760 

taagtggaca aggctctcac aggacccgat gcagactcct gaaacagact actctttgcc 
2820 

tttttgctgc agttggagaa gaaactgaat ttgaaaaatg tctgctatgc aatgctggag 
2880 

acacggtgaa ataggccaaa gatttcttct tcgttcaaga Cgaattctgt tcacagtgga 
294 0 

gtatggtgtt cggcaaaagg acctccacca agactgaaag aaactaactt atttctgttt 
3000 

ctgtggagtt tccattattt ctactgctta cactttagaa tgtttatttt atggggacta 
3060 

agggattagg agtgtgaact aaaaggtaac attttccact ctcaagtttt ctactttgtc 
3120 

tttgaactga aaataaacac ggatctagaa aaccaaccag caagttttca gtgccagata 
3180 

aaactctgcg ctctagaggt aactcctcat gggaggcagc taggagtgtt acctgacacc 
3240 

agtttcctag aaaaccgtga caagcaaagc aataacacac gtcgagaaat atctgatcaa 
3300 

gcgggaaatc ttctgactgt cggggatctc tagtaagatc tcttggaatg aagtgcactg 
3360 

tgtatccaaa actatcctcc agcgccagtg aagttgctct Cacctaaaac aaatgggttt 
3420 

atgctagttt ccaccaagga atgagtctcg atggccatta aaccttctaa gcgcacaggg 
3480 

ctaggaaaag tcaaaaaaaa a 
3501 

<210> 3416 

<211> 259 

<212> PRT 

<213> Homo sapiens 



<400> 3416 



Xaa 


Ser 


Pro 


Gly 


Gly Arg 


Thr 


Pro Ala Ala Arg Asp 


Ser 


He 


Val 


Arg 


1 








5 




10 






15 




Glu 


Val 


He 


Gin 


Asn Ser 


Lys 


Glu Val Leu Ser Leu 


Leu 


Gin 


Glu 


Lys 








20 






25 




30 






Asn 


Pro 


Ala 


Phe 


Lys Pro 


Val 


Leu Ala He He Gin 


Ala 


Gly Asp 


Asp 






35 








40 


45 








Aen 


Leu 


Met 


Gin 


Glu He 


Asn 


Gin Asn Leu Ala Glu 


Glu 


Ala 


Gly 


Leu 




50 








55 


60 










Asn 


He 


Thr 


His 


He Cys 


Leu 


Pro Pro Asp Ser Ser 


Glu 


Ala 


Gl'u 


lie 


65 








70 




75 








80 


He 


Asp 


Glu 


He 


Leu Lys 


He Asn Glu Asp Thr Arg 


Val 


His Gly 


Leu 










85 




90 






95 




Ala 


Leu 


Gin 


He 


Ser Glu 


Asn 


Leu Phe Ser Asn Lys 


Val 


Leu 


Asn 


Ala 








100 






105 




110 






Leu 


Lys 


Pro 


Glu 


Lys Asp Val 


Asp Gly Val Thr Asp 


He 


Asn 


Leu 


Gly 






115 








120 


125 








Lys 


Leu 


Val 


Arg 


Gly Asp Ala His Glu Cys Phe Val 


Ser 


Pro 


Val 


Ala 
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1 « A 


135 




140 






Ala Vdi 11c ulu LcU 


Leu Glu Lys 


Ser 


Val Gly val 


&cn Leu Ann 


145 


150 






155 


160 


Gly 


Lys Lys lie Leu Val 


Val Gly Ala 


His 


Gly Ser Leu 


Glu Ala Ala 




165 




170 




175 


Leu 


Gin Cys Leu Phe Gin 


Arg Lys Gly Ser Met Thr Met 


Ser He Gin 




180 


185 






190 


Trp 


Lys Thr Arg Gin Leu 


Gin Ser Lys 


Leu 


His Glu Ala 


Asp He Val 




195 


200 




205 




Val 


Leu Gly Ser Pro Lys 


Pro Glu Glu 


He 


Pro Leu Thr 


Trp He Gin 




210 


215 




220 




Pro 


Gly Thr Thr Val Leu 


Asn Cys Ser 


His 


Asp Phe Leu 


Ser Gly Lys 


225 


230 






235 


240 


Val 


Gly Cys Gly Ser Pro 


Arg lie Xaa 


He 


Leu Val Asp 


Ser Leu Arg 




245 




250 




255 


Lys 


Met Met 











<210> 3417 
<211> 405 
<212> DNA 

<213> Homo sapiens 
<400> 3417 

gggggggcgg cctgagaaga tattatggct gctgccacgg agcataatcg cccgagcagc 
60 

ggtgacagga acctggagcg aagatgcagc cccaacctct cccgagaggt gctctacgaa 
120 

atctttcgct ccctacacac cctggttgga cagcttgacc tcagagatga tgtggtgaaa 
160 

attacaatcg attggaacaa gctccagagc ctctcggcat tccagcctgc attgctcttt 
240 

.agtgcacttg aacaacacat tttatattta caggtaaatt tcttgttaga aatgataacc 
300 

cgatattgaa aatagaaatt gattgtggtt aagttagttg gagtatttga cagttctaaa 
360 

cactatatta atagtgttgc taataaaacg ctatttacat ccgga 
405 

<210> 341B 
<211> 94 
<212> PRT 

<213> Homo sapiens 
<400> 3418 

Met Ala Ala Ala Thr Glu His Asn Arg Pro Ser Ser Gly Asp Arg Asn 

15 10 15 

Leu Glu Arg Arg Cys Ser Pro Asn Leu Ser Arg Glu Val Leu Tyr Glu 

20 25 30 

He Phe Arg Ser Leu His Thr Leu Val Gly Gin Leu Asp Leu Arg Asp 

35 40 45 

Asp Val Val Lys lie Thr He Asp Trp Asn Lys Leu Gin Ser Leu Ser 

50 55 60 

Ala Phe Gin Pro Ala Leu Leu Phe Ser Ala Leu Glu Gin His He Leu 
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65 70 75 

Tyr Leu Gin Val Asn Phe Leu Leu Glu Met He Thr Arg Tyr 

65 90 



80 



<210> 3419 

c211> 416 

<212> DNA 

<213> Homo sapiens 



<400> 3419 
cccgggcctc 
60 

ccgtggcacc 
120 

aatggggcta 
180 

aaccgtgtca 
240 

agtcccattg 
300 

gggcgccttg 
360 

agccttctgc 
418 



ccacctctct 
cactggtctg 
cgtcgcgtga 
cagtgcagat 
tggacggagg 
aggctcgccc 
ccccactacc 



aacggttcac 
ctgggcctcc 
cctcacgtgt 
ggacgcacgg 
tttgcatttc 
cggtcaggct 
accgcccatt 



acctgacccg 
aggctctccc 
ggttcctctg 
acggcggtga 
tcctgggtcc 
tgccatttct 
cccctggcgc 



tcccatcctg 
tgttctggat 
agcgtagtgc 
gcctttaacg 
acatctatgg 
ggggaagagg 
tctcggagag 



cccactcccg 
gtctcatgtt 
tttccagggc 
ccaagcaaca 
tgcccccata 
actggggggg 
aggctgga 



<210> 3420 

<211> 105 

<212> PRT 

c2l3> Homo sapiens 



<400> 3420 




Met Ala Ser 


Leu 


1 




He Asp Val 


Asp 




20 


Cys Cys Leu 


Ala 


35 




Cys Asp Thr 


Val 


50 




Glu Val Thr 


Arg 


65 




Glu Pro Gly 


Gly 


Gly Trp Asp 


Gly 




100 



Thr Gly Ala Ser 
5 

Pro Gly Glu Met 

Leu Lys Ala His 
40 

Ala Leu Glu Ser 
55 

Arg Ser Pro He 
70 

Pro Ala Asp Gin 
85 

Ser Gly val Asn 



Leu Lys Ala Pro 
10 

Gin Thr Ser Val 
25 

Arg Arg Pro Cys 

Thr Thr Leu Arg 
60 

Asn Met Lys His 
75 

Trp Val Pro Arg 
90 

Arg 
105 



Tyr Gly Gly Thr 
15 

His Asn Gly Thr 
30 

Val His Leu His 
45 

Gly Thr Thr Arg 

Pro Glu Gin Gly 
60 

Arg Glu Trp Ala 
95 



<210> 3421 
<211> 2988 
<212> DNA 

<213> Homo sapiens 
<400> 3421 

ggatcccggg acaggaaagg aggactggag aaacgccatg ctctgcatca cgagggtcgc 
60 
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catcctgtgt aatcgatagg agaaagtcag 
120 

ggactgcagg ggaagctcca gcttaaaatg 
180 

gtcttcctct ctagtcgaaa cgagcgggac 
240 

gcgcggggct ctgctccaaa gccgcgctgc 
300 

tcccgccgct gctggtggcc ttccggagcc 
360 

aggagcagcc gaccgtgcgc ttccaacacc 

420 

aaagcgacgg gttcctcgcc tggagcacgc 
460 

gcctgcgcgt ccccctcctt tcctggagga 
540 

gggccactgt gtatgtacag aagtgatgtg 
600 

ctgctgggcc tgtttgggtt tccctagact 
660 

acggacatgt tacattttaa gctggagctt 
720 

gtgcagctca tcctgacttt ctcctatcga 
780 

agcatggcgt ttctccagtc ctcctttcct 
840 

gacctgaggc cgcagcagaa gcagccgctg 
900 

atatccgtga tcaacgggac cagccccttt 
960 

gctgcctacc aggagaggaa cgaaagctcc 
1020 

tgtggcatag agtgattcaa ccaccttaag 
1080 

tcgagacatc tcccatggat ttgtgatcag 
1140 

tggcccccag ccgcccgcat gtggctgcca 
1200 

ctcctggcac agaccacctg cctcctgccc 
1260 

ccagccggcg gcgaggatcg tgtgcacgtg 
1320 

tccttcttgg gccagctctc cagccagcac 
1380 

tggcacgtgt ggaccaccct gtcgcagggc 
1440 

gacctgatgc gctctatctt tttgtgcgac 
1500 

ggtccccgga gacagcccag cctctttcag 
1560 

cctgcctgtg acatcatccc acaagatgaa 
1620 

tgcagteaac agccctttga ggtggtggag 
1680 



gatgagctgc acaccgagaa cgtgctccgt 
taacatgccc gtcttcccat cccggtccct 
gcgcaggcga tccccttgca gccagttacc 
tcctgctgcc ggccgctgcg ctcacgtaca 
acgggttttg gctgaagcgg agcagctacg 
aggtgctgct cgtggccctg ctcggacccg 
tcccggcctt caaccggctg caaggggatc 
aattatgccc gttgtgtaca gcaagacagt 
gattcctccc agactcatta gtgaccaggg 
agagaagaag acaggaacca ggatgggaag 
cccctgcagt ccacggagca cgttctcggt 
ttacacagga tggcgaccct cgtgatgcag 
gtcccgggat cccagttata cgtgaacgga 
agctgtggtg gcctagatgc ccgatacaac 
gcctatgact acgacctcac ccatattgtt 
cagtgaggaa ctggtcttct ggagactctg 
aagacctctg gctttcctgg aacacagatg 
cgctgcagct ctcccagcag ccctggacgg 
cggttctcca gcaagacagt gacagtgctc 
ttcatcatct cccggccagg gccctcatcc 
ctggtgctgt cctcgtggcg ctcgggctca 
cccgacgtcc tctacctgat ggagcccgcg 
agcgcggcaa cgctgcacat ggccgcgcgc 
atggacgtgc ttgatgccta catggaacct 
tgggagaaca gccgggccct gtgttccgca 
atcatccccc gggctcactg caggctcctg 
aaggcctgcc gctcctacag ccacgtggtg 
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ctcaaggagg 
1740 


tgcgcttctt 


caacctgcag 


tccctctacc 


cgctgctgaa 


agacccctcc 


ctcaacctgc atatcgtgca 
1600 


cctggtccgg 


gacccccggg 


ccgtgctgcg 


ctcccgggag 


gcggcgggcc 
1660 


cgatactggc 


acgcgacaac 


ggcatcgtgc 


tgggcaccaa 


cggcaagtgg 


gtggaggccg acccccacct 
1920 


gcgcctgact 


cgcgaggtgt 


gccgcagcca 


cgcgcgcatc 


gccgaggccg 
1960 


ccacactcaa 


gccgccaccc 


ttcctgcgcg 


gccgctaccg 


cccggtgcgc 


ttcgaggacc 
2040 


tggcgcggga 


gccgccggca 


gaga tc eg eg 


cactctacgc 


cttcaccggc 


ctgaccctca 
2100 


cgccacagct 


cgaggcctgg 


atccaeaaca 


tcacccacgg 


gteggggate 


ggcaagccaa 
2160 

tggcgccacg 
2220 


tcgaggcctt 


ccatacttcg 


tctaggaatg 


cgcgcaacgt 


ctcccaggcc 


cgttgccctt 


cactaagatc 


ctgcgcgtgc 


aggaggtgtg 


cgccggcgcg 


ctgcagctgc 
2280 


tgggctaccg 


gcctgtgtac 


tctgcggacc 


agcagcgtga 


cctcaccctg 


gatctggtgc 
2340 


tgccacgagg 


cccagaccac 


ttcagctggg 


catcgcctga 


ctgagaactc 


tgggccttag 
2400 


agcaagcccc 


gaactgtggt 


cgccaggccc 


aggaggegae 


tgcatggtgg 


agagggagct 
2460 


ggggcgcatg 


gggaagcagg 


tccctactat 


caacegggag 


tttggggtcc 


tcccctgaag 
2520 


taggcaagga 


ctgcacgttt 


ctttctctcc 


tgattctegg 


ttttcctttg 


agtcttctgg 
2580 


agctgccttc 


tcatcaggtg 


eactcttcat 


ggaaagcaac 


tcttgcccct 


acctcttctg 
2640 


ggcgcaggga 


gtaagttact 


getaaattaa 


attaaatgtg 


tgccaggccg 


ggtgcggtgg 
2700 


ctcatgcctg 


taatcccagc 


attttgagag 


getgaggegg 


gtggatcacc 


tgaggtcagg 
2760 


actcaaaacc 


agcctggcca 


acacagegaa 


accccctctc 


tactaaaaat 


gcaaaaatta 
2620 


gtccggcgtg 


gtggcacact 


cctgtaatcc 


cagctactta 


ggaggctgag 


gcgggagaat 
2880 


cacttggact 


ccaaaggtgg 


aggctgeagt 


aagctgaaat 


catgccactg 


caccctagct 
2940 


tgggtggcaa 


agcaaaaccc 


tatcaaaaaa 


ataattaaca 


aatttgecca 


aaagtcctgc 


cgaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaa 





2988 

<210> 3422 
<211> 418 
<212> PRT 

<213> Homo sapiens 
<400> 3422 

Met Ser Arg His Leu Pro Trp lie Cys Asp Gin Arg Cys Ser Ser Pro 

15 10 15 

Ser Ser Pro Gly Arg Trp Pro Pro Ala Ala Arg Met Trp Leu Pro Arg 
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20 


25 






30 






Phe Ser Ser Lvs 


Thr Val Thr val Leu 


Leu Leu 


Ala Gin 


Thr 


Thr 


Cys 




40 




45 








IjPU Leu Leu Ph.fi 


lie lie Ser Arg Pro 


Gly Pro Ser Ser Pro Ala 


Gly 


SO 


55 




60 








Glv Glu Asd Ara 


Val His Val Leu Val 


Leu Ser 


Ser Trp Arg 


Ser 


Gly 


c e 
O 9 


70 


75 








80 


Car Cpr Php T.fMl 
96i w w 4. rile uwU 


Glv Gin Leu Phe Ser 


Gin His 


Pro Asp Val 


Phe 


Tyr 




O 9 


90 






95 




t.o\i M^t" fil u Prn 


Ala Tro His Val TrD 

•"VA CI A. £» *140 ▼ » J. A- A> ^ 


Thr Thr 


Leu Ser 


Gin Gly 


Ser 


IV v 


105 

A V w 






110 






Ala Ala Thr Leu 


His Met Ala Val Ara 


Asp Leu 


Met Arg 


Ser 


He 


Phe 


lie 
113 


120 

1*V 




125 








T.Ati Pvr Ann Mpf 

UCU VJfo t\QfJ 1 IC h» 


Aen Val Phe Asd Ala 


Tyr Met Glu Pro Gly Pro 


Arg 


1 JU 


19 9 




140 








Ara Gin *Ier Ser 


Leu Phe Gin Tro Glu 


Asn Ser Arg Ala Leu Cys 


Ser 


14 9 


1 9U 


155 








160 

1 V V 


& 1 n D m Ala fve 
nlo MO Hid v/3 


len Tip Tip prn Rln 
r\o vt lie lie riu wiii 


Asp Glu 


He He 


Pro 


Arg 


Ala 




ICC 
ID 9 


170 






175 




Hi ft fv<; Ara Levi 


T.eu fvt; Cpr Gin Gin 

UCU vjfs wwl ull* 


Pro Phe 


Glu Val 


Val 


Glu 


Lvs 


lOV 


iae 

la J 






190 






A] a Cvq Irn Cor 


Tvrr Ser Hi«; Val Val 
i y *. mo vox vox 


Leu Lys 


Glu Val 


Arg 


Phe 


Phe 

* iiv 




200 




205 








ficn Leil* Gin Cpr 
UCU Will Jul 


T an TVT D r O I.P11 I.PU 


Lys Asp 


Pro Ser 


Leu 


Asn 


Leu 


510 


119 




220 








His Tie Val Hie 

nio vox mo 


T.pu Val Ara Asn Pro 


Arg Ala 


Val Leu Arg 


Ser 


Arg 


225. 

119 




235 








240 


Glu Ala Ala Glv 


Pro Tie Leu Ala Ara 


Asp Asn Gly He Val 


Leu 


Glv 




24 5 


250 






255 




Thr Asn Glv Lvs 


Tro Val Glu Ala Asd 


Pro His 


Leu Arg 


Leu 


He 


Arg 


260 

4- U V 


265 

«V V ^ 






270 






G lu Va 1 Cvs Ara 


Ser His Val Arg lie 


Ala Glu 


Ala Ala 


Thr 


Leu 


Lys 


275 


2B0 




285 








Pro Pro Pro Phe 


Leu Ara Glv Ara Tvr 


Arg Leu 


Val Arg 


Phe 


Glu 


Asd 




295 




300 








Leu Ala Aira Glu 


Pro Leu Ala Glu He 


Arg Ala 


Leu Tyr 


Ala 


Phe 


Thr 


305 


310 


315 








320 


Gly Leu Thr Leu 


Thr Pro Gin Leu Glu 


Ala Trp 


He His 


Asn 


He 


Thr 




325 


330 






335 




His Gly Ser Gly 


He Gly Lys Pro He 


Glu Ala 


Phe His 


Thr 


Ser 


Ser 


340 


345 






350 






Arg Asn Ala Arg 


Asn Val Ser Gin Ala 


Trp Arg His Ala 


Leu 


Pro 


Phe 


355 


360 




365 








Thr Lys lie Leu 


Arg Val Gin Glu Val 


Cys Ala 


Gly Ala 


Leu 


Gin 


Leu 


370 


375 




380 








Leu Gly Tyr Arg 


Pro Val Tyr Ser Ala 


Asp Gin 


Gin Arg 


Asp 


Leu 


Thr 


385 


390 


395 








400 


Leu Asp Leu Val 


Leu Pro Arg Gly Pro 


Asp His 


Phe Ser Trp Ala 


Ser 




405 


410 






41S 




Pro Asp 















<210> 3423 
<211> 1851 
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<212> DNA 

<213> Homo sapiens 
<400> 3423 

cgatcgagag ctcgaatagc catcgggtgc cgtacccgcc actcaggtct gccctctacg 
60 

tctactggtt atggagcctg tctgtcactc ttctcgtcgt actaacccgc ttacccccgg 
120 

cgttcattgg ccgtggcctc tctagctccg ccccctaggg gggtcgaccc cgtaaccagt 
180 

gaggcgcggg ccaacctagt gcgacgtgtg ggcgtggcgg gggctggggt ctgcgggcga 

240 

aggtggtagc ccattggagg tcccgggagc gaagtccagc tgccgttagg cgctgggata 
300 

gtcgcacgct ggatgcatct acgtccgccg agcccctggg gcgaagaggc cgcgcccgcc 
360 

ttcagttgtg gccggtgctt cgccccctga cccttcgccc ccaaagacca gctctaacgt 
420 

gagcgcctcg gccgccctgc cccagcctcg tacacgccgc cagcctcgcc cagccggtgt 
480 

ccggagaccc tcgggccgtg tccatttgtg ggcaaagcca gcggggcagg cttggccaga 

540 

gtgcaccact cggcgccgcc ccaggcccga cgctctgggc gcgcccggaa ccccaggtta 
600 

atttggagtg gcccctggag tcagtttcct acaccatccg aggccccacc cagcacgagc 
660 

tacagcctcc accaggaggg cctggaaccc tcagcctgca cctcctcaac cctcaggaag 
720 

ctcagcggtg ggcagtccta gtccgaggtg ccaccgtgga aggacagaat ggcagcaaga 
780 

gcaactcacc accagccttg ggcccagaag catgccctgt ctccctgccc agtcccccgg 
840 

aagcctccac actcaagggc cctccacctg aggcagatct tcctaggagc cctggaaact 
900 

tgacggagag agaagagctg gcagggagcc tggcccgggc tattgcaggt ggagacgaga 
960 

agggggcagc ccaagtggca gccgtcctgg cccagcatcg tgtggccctg agtgttcagc 
1020 

ttcaggaggc ctgcttccca cctggcccca tcaggctgca ggtcacactt gaagacgctg 
1080 

cctctgccgc atccgccgcg tcctctgcac acgttgcccc gcaggtccac ccccactgca 
1140 

ctgttgcagc tctccaggag caggtgggca cagggtctgg ggagccctgc caggggcaga 
1200 

ggagcctagg tgacatcacc tgccctgatg ctctggccac aggtgttctc agagcteggt 
1260 

cccccgccag ccgtgcaacg ctgggtcatc ggacggtgcc tgtgtgtgcc tgagcgcagc 
1320 

cttgcctctt acggggttcg gcaggatggg gaccctgctt tcctctactt gctgtcagct 
1380 

cctcgagaag ccccagccac aggacctagc cctcagcacc cccagaagat ggacggggaa 
1440 

cttggacgct tgtttccccc atcattgggg ctacccccag gcccccagcc agctgccccc 
1500 
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agcctgccca gtccactcca gcccagctgg tcctgtcctt cctgcacctt catcaatgcc 
1560 

ccagaccgcc ctggctgtga gatgtgtagc acccagaggc cctgcacttg ggacccccct 
1620 

gctgcagctt ccacctagca gccaccagag gttacaaggg gagagtggcc cttccctcac 
1680 

aagtccgaca cctccaggcc cccactgaac tccggggacc tctactgact gcttgctggg 
1740 

acagtcacca gggttggggg gaagggccac aaaatgaaac cattaaagac ccttaagagc 
1800 

caaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 
1851 

<210> 3424 

<211> 136 

<212> PRT 

<213> Homo sapiens 

<400> 3424 



Met 


Leu 


Trp Pro 


Gin Val Phe 


Ser 


Glu 


Leu 


Gly Phe 


Pro 


Pro 


Ala 


Val 


1 






5 






10 








15 




Gin 


Arg Trp Val 


He Gly Arg 


Cys 


Leu 


Cys 


Val Pro 


Glu 


Arg 


Ser 


Leu 






20 






25 








30 






Ala 


Ser -Tyr Gly 


Val Arg Gin 


Asp 


Gly 


Asp 


Pro Ala 


Phe 


Leu 


Tyr 


Leu 






35 




40 








45 








Leu 


Ser 

50 


Ala Pro 


Arg Glu Ala 
55 


Pro 


Ala 


Thr 


Gly Pro 
60 


Ser 


Pro 


Gin 


His 


Pro 


Gin 


Lys Met 


Asp Gly Glu 


Leu 


Gly 


Arg 


Leu Phe 


Pro 


Pro 


Ser 


Leu 


65 






70 








75 








80 


Gly 


Leu 


Pro Pro 


Gly Pro Gin 
8S 


Pro 


Ala 


Ala 
90 


Ser Ser 


Leu 


Pro 


Ser 
95 


Pro 


Leu 


Gin 


Pro Ser 
100 


Trp Ser Cys 


Pro 


Ser 
105 


Cys 


Thr Phe 


He 


Asn 
110 


Ala 


Pro 


Asp 


Arg 


Pro Gly 
115 


Cys Glu Met 


Cys 
120 


Ser 


Thr 


Gin Arg 


Pro 
125 


Cys 


Thr 


Trp 


Asp 


Pro 
130 


Leu Ala 


Ala Ala Ser 
135 


Thr 

















<210> 3425 

<211> 1416 

<212> DNA 

<213> Homo sapiens 

<400> 3425 

tccggcggaa agggtctttg ctgctgcgcc cgggcagggg ctgccgcggc cccaggtccc 
60 

gcttcgagac gcggcgcggt ccaggcggga ggcgactccc taggaaggga cccggggcgg 
120 

gaggaggaag tgaggccgcg cggaaggaag gcggcgagcc ccggggcccc gaggccttgg 
180 

ccgcgtcaca gcacccacac ggcctctgga gtgggcgcgg ccttcgagga actgcctcac 
240 

gacggcacgt gtgacgagtg cgagcccgac gaggctccgg gggccgagga agtgtgccga 
300 
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gaatgcggct tctgceactg ccgccgccat gccgaggcgc acaggcagaa gttcctcagt 
360 

caccatctgg ccgaatacgt ccacggctcc caggcctgga ccccgccagc tgacggagag 
420 

ggggcgggga aggaagaagc ggaggtcaag gtggagcagg agagggagat agaaagcgag 
480 

gcaggggaag agagcgagtc ggaggaagag agcgagtcag aggaagagag cgagacagag 
540 

gaagagagtg aggatgagag cgatgaggag agtgaagaag acagcgagga agaaatggag 
600 

gatgagcaag aaagcgaggc cgaagaagac aaccaagaag aaggggaatc cgaggcggag 
660 

ggagaaactg aggcagaaag tgaatctgac ccagaaatag aaatggaagc agagagagtg 

720 

gccaagagga agtgtccgga ccatgggctt gatttgagta cctattgcca ggaagatagg 
780 

cagctcatct gtgtcctgtg cccagccatt ggggctcacc agggccacca actctccacc 
640 

ccagacgaag cctttgaaga attaagaagc aaagactcag gtggactgaa ggccgctatg 
900 

atcgaattgg tggaaaggtt gaagttcaag agctcagacc ccaaagtaac tcgggaccaa 
960 

atgaagatgt ttatacagca ggaatttaag aaagttcaga aagtgattgc tgatgaggag 
1020 

cagaaggccc ttcatctagt ggacatccaa gaggcaatgg ccacagctca tgtgactgag 
1080 , 

atactggcag acatccaatc ccacatggat aggttgatga ctcagatggc ccaagccaag 
1140 

gaacaacttg atacctctaa tgaatcagct gagccaaagg cagagggcga tgaggaagga 
1200 

cccagtggtg ccagtgaaga agaggacaca tgaaggcttg ctacccccag tgaaaatcat 
12 60 

cccctcccct tgtgtgtatg tgacagcgtg tatgcaacgg cttctgattt ccgtgaaagc 
1320 

tgctcagcaa caaacgtact tccaccagat gtgtccccag atccacagca ggcacatatc 
1380 

tccccaaggg atgaccagtt tuatgcttac tgtgtg 
1416 

<210> 3426 
<211> 410 
<212> PRT 

<213> Homo sapiens 



<400> 3426 

Ser Gly Gly Lys Gly Leu Cys Cys Cys Ala Arg Ala Gly Ala Ala Ala 

1 5 10 15 

Ala Pro Gly Pro Ala Ser Arg Arg Gly Ala Val Gin Ala Gly Gly Asp 

20 25 30 

Ser Leu Gly Arg Asp Pro Gly Arg Glu Glu Glu Val Arg Pro Arg Gly 

35 40 45 

Arg Lys Ala Ala Ser Pro Gly Ala Pro Arg Pro Trp Pro Arg His Ser 

50 55 go 

Thr His Met Ala Ser Gly Val Gly Ala Ala Phe Glu Glu Leu Pro His 
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65 




70 


75 


80 


Asp Gly Thr Cys 


Asp Glu Cys Glu Pro 


Asp Glu Ala 


Pro Gly Ala Glu 




85 




90 


95 


Glu Val Cys Arg 


Glu Cys Gly Phe Cys 


Tyr Cys Arg 


Arg His Ala Glu 


100 




105 




110 


Ala His Arg Gin 


Lys 


Phe Leu Ser His 


His Leu Ala 


Glu Tyr Val His 


115 




120 




125 


Gly Ser Gin Ala 


Trp 


Thr Pro Pro Ala 


Asp Gly Glu 


Gly Ala Gly Lys 


130 




135 


140 




Glu Glu Ala Glu 


Val 


Lys Val Glu Gin 


Glu Arg Glu 


He Glu Ser Glu 


145 




150 


155 


160 


Ala Gly Glu Glu 


Ser 


Glu Ser Glu Glu 


Glu Ser Glu 


Ser Glu Glu Glu 


165 




170 


175 


Ser Glu Thr Glu 


Glu Glu Ser Glu Asp 


Glu Ser Asp 


Glu Glu Ser Glu 


190 




185 




190 


Glu Asp Ser Glu 


Glu 


Glu Met Glu Asp 


Glu Gin Glu 


Ser Glu Ala Glu 


195 




200 




205 


Glu Asp Asn Gin 


Glu Glu Gly Glu Ser 


Glu Ala Glu 


Gly Glu Thr Glu 


210 




215 


220 




Ala Glu Ser Glu 


Phe 


Asp Pro Glu lie 


Glu Met Glu 


Ala Glu Arg val 


225 




230 


235 


240 


Ala Lys Arg Lys 


Cys 


Pro Asp His Gly 


Leu Asp Leu 


Ser Thr Tyr Cys 




245 




250 


255 


Gin Glu -Asp Arg 


Gin Leu lie Cys Val 


Leu Cys Pro 


Val He Gly Ala 


260 




265 




270 


His Gin Gly His 


Gin 


Leu Ser Thr Leu 


Asp Glu Ala 


Phe Glu Glu Leu 


275 




280 




285 


Arg Ser Lys Asp 


Ser Gly Gly Leu Lys 


Ala Ala Met 


He Glu Leu Val 


290 




295 


300 




Glu Arg Leu Lys 


Phe 


Lys Ser Ser Asp 


Pro Lys Val 


Thr Arg Asp Gin 


305 




310 


315 


320 


Met Lys Met Phe 


lie 


Gin Gin Glu Phe 


Lys Lys Val 


Gin Lys Val He 




325 




330 


335 


Ala Asp Glu Glu 


Gin 


Lys Ala Leu His 


Leu Val Asp 


He Gin Glu Ala 


340 




345 




350 


Met Ala Thr Ala 


His 


Val Thr Glu He 


Leu Ala Asp 


He Gin Ser His 


355 




360 




365 


Met Asp Arg Leu 


Met 


Thr Gin Met Ala 


Gin Ala Lys 


Glu Gin Leu Asp 


370 




375 


380 




Thr Ser Asn Glu 


Ser 


Ala Glu Pro Lys 


Ala Glu Gly 


Asp Glu Glu Gly 


385 




390 


395 


4 00 


Pro Ser Gly Ala 


Ser 
405 


Glu Glu Glu Asp 


Thr 
410 





<210> 3427 
<211> 580 
<212> DNA 

<213> Homo sapiens 
<400> 3427 

ggatcccctc tcttcaaaat tgtagacgcg tctccgagtc ctttcactca tcggaggctg 
60 

ccggacttca atgtcatagt tcccattgtc aatgacatca tcggagaact tgacctgctg 
120 
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gggtctggat tgagacttgg accttctgag caccggcaga tgtactggcc cctcttcagg 
180 

caggattttc tctggacaca actctgaacc tagactcttt aaggactctg cactcctgtg 
240 

cagcatggaa gagttcaaag ttcccatatt gctcatcttc tcacaatctt ccgtttccat 
300 

ctcctcaaaa ttttgcagag aatacaatga tggccttggc ttgcttcccc catccaccga 
360 

agcccctgtg atattggaca atgccaaaga atccatcgaa tcccgaacac tttgctctgg 
420 

tttcaggtct gacagacact ccagggaatc ttcataccac tgtgtttcat catgattata 
480 

ccctgaagcc ccatggtcca gttccaattc ctgaagcctt ctactgcttg cagggcctgg 
540 

gtggctgcca taagcagaac cgcccagtcc atcttgtgac 
580 

<210> 3428 
<211> 132 
<212> PRT 

<213> Homo sapiens 
<400> 3428 



Met 


Asp' 


Ser 


Leu 


Ala 


Leu Ser 


Asn He 


Thr 


Gly Ala 


Ser Val Asp 


Gly 


1 








5 






10 






15 




Glu 


Asn 


Lys 


Pro 


Arg 


Pro Ser 


Leu Tyr 


Ser 


Leu Gin 


Asn Phe 


Glu 


Glu 








20 






25 






30 






Met 


Glu 


Thr 


Glu 


Asp 


Cys Glu 


Lys Met 


Ser 


Asn Met 


Gly Thr 


Leu 


Asn 






35 








40 






45 






Ser 


Ser 


Met 


Leu 


His 


Arg Ser 


Ala Glu 


Ser 


Leu Lys 


Ser Leu 


Ser 


Ser 




50 








55 






60 








Glu 


Leu 


Cys 


Pro 


Glu 


Lys He 


Leu Pro 


Glu 


Glu Lys 


Pro Val 


His 


Leu 


65 










70 






75 






80 


Pro 


val 


Leu 


Arg 


Arg 


Ser Lys 


Ser Gin 


Ser 


Arg Pro 


Gin Gin 


Val 


Lys 










85 






90 






95 




Phe 


Ser 


Asp 


Asp 


Val 


He Asp 


Asn Gly 


Asn 


Tyr Asp 


lie Glu 


He 


Arg 








100 






105 






110 






Gin 


Pro 


Pro 


Met 


Ser 


Glu Arg 


Thr Arg 


Arg 


Arg Val 


Tyr Asn 


Phe 


Glu 






115 








120 






12S 






Glu 


Arg 


Gly 


Ser 



















130 



<210> 3429 

<211> 634 

<212> DNA 

<213> Homo sapiens 

<400> 3429 

cccgggggcc tgggagggga ggcacagtct ggtctgcact gaggcaggcc gccgtggaga 
60 

agggaaggga gccggcagct ggacgtggca ggatgatttc tcctgagagc agccctcgcg 
120 

gtcagcttcc ttttcatact ttcccggcgt tctctccacg agcaggtgca ccagggacct 
180 



2603 



WO 00/58473 PCT/US00/08621 



gtccctctgc cctacacggt caccacagtg acgacccaag gcttccccct gcctacaggc 
240 

cagcacatcc ctggctgcag cgcccagcag ctcccagcat gctccgtgat gttcagtggg 
300 

cagcattacc ccctctgctg cctcccgccc ccgcttatcc aggcgtgcac catgcagcag 
360 

ccgcctgtgc cctatcaggc ctacccccac ctcatctcca gtgaccacta catcctgcac 
420 

cccccaccac cgggcacaca cccagcagct ccagggtctg tataagaaac cctgtggaag 
480 

gcccatccct gtcctaggcc acccaggcag gacactccac tgttaaggcc cacagcctca 
540 

actcctgggc ctctgccaag ctgtgaggca ggtacagggg tactggaagg ttcctgaacc 
600 

ttgaaacact ctattaccaa atgtgaacac gcgt 
634 

<210> 3430 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 3430 

Phe Leu' Leu Arg Val Ala Leu Ala Val Ser Phe Leu Phe lie Leu Ser 

15 10 15 

Arg Arg Ser Leu His Glu Gin Val His Gin Gly Pro Val Pro Leu Ser 

20 25 30 

Tyr Thr Val Thr Thr Val Thr Thr Gin Gly Phe Pro Leu Pro Thr Gly 

35 40 45 

Gin His lie Pro Gly Cys Ser Ala Gin Gin Leu Pro Ala Cys Ser Val 

50 55 60 

Met Phe Ser Gly Gin His Tyr Pro Leu Cys Cys Leu Pro Pro Pro Leu 
65 70 75 80 

lie Gin Ala Cys Thr Met Gin Gin Leu Pro Val Pro Tyr Gin Ala Tyr 

85 90 95 

Pro His Leu lie Ser Ser Asp His Tyr lie Leu His Pro Pro Pro Pro 

100 105 110 

Gly Thr His Pro Ala Ala Pro Gly Ser val 
115 120 

<210> 3431 

<211> 1396 

<212> DNA 

<213> Homo sapiens 

<400> 3431 

tgcagctcgg cctctgctgc ctgccggtgc tctccgtggc tctgggcatg gcatcggacc 
60 

ccatcttcac gctggcgccc ccgctgcatt gccactacgg ggccttcccc cccaatgcct 
120 

ctgcgtggga gcagcgtccc aatgccagcg cgtcacgtcg ccagcgctgc cctagcacgc 
180 

agcgccgcca gccgtgtcgc caacagtacc aaatcgtcgt gcagcggctt cgccccgccg 
240 
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gacttcaacc attgcctcaa ggattgggac tataatggcc ttcctgtgct caccaccaac 
300 

gccaccggcc agtgggatct ggtgtgtgac ctgggctggc aggtgatcct ggagcagatc 
360 

ctcttcatct tgggctttgc ctccggctac ctgttcctgg gttaccccgc agacagattt 
420 

ggccgtcgcg ggattgtgct gctgaccttg gggctggtgg gcccctgtgg agtaggaggg 
480 

gctgctgcag gctcctccac aggcgtcatg gccctccgat tcctcttggg ctttctgctt 
S40 

gccggtgttg acctgggtgt ctacctgatg cgcctggagc tgtgcgaccc aacccagagg 
600 

cttcgggtgg ccctggcagg ggagttggtg ggggtgggag ggcacttcct gttcctgggc 
660 

ctggcccttg tctctaagga ctggcgattc ctacagcgaa tgatcaccgc tccctgcatc 
720 

ctcttcctgt tttatggctg gcctggtttg ttcctggagt ccgcacggtg gctgatagtg 
780 

aagcggcaga ttgaggaggc tcagtctgtg ctgaggatcc tggctgagcg aaaccggccc 
840 

catgggcaga tgctggggga ggaggcccag gaggccctgc aggacctgga gaatacctgc 
900 

cctctccctg caacatcctc cttttccttt gcttccctcc tcaactaccg caacatctgg 
960 

aaaaatctgc ttatcctggg cttcaccaac ttcattgccc atgccattcg ccactgctac 
1020 

cagcctgtgg gaggaggagg gagcccaccg gacttctacc tgtgctctct gctggccagc 
1080 

ggcaccgcag ccctggcctg tgtcttcctg ggggtcaccg tggaccgatt tggccgccgg 

ggcatccttc ttctctccat gacccttacc ggcattgctt ccctggtcct gctgggcctg 
1200 

tgggattgtg agcatcctat cttccccaca gtgtgggctc aacaagggaa ccccaacaga 
1260 

gatctgaacg aggctgccac caccactttc tctgtccttg ggctcttctc ctcccaagct 
1320 

gccgccatcc tcagcaccct ccttgctgct gaggtcatcc ccaccactgt ccggggccgt 
1380 

ggcctgggcc tgatca 
1396 

<210> 3432 

<211> 296 

<212> PRT 

<213> Homo sapiens 

<400> 3432 

Met Ala Leu Arg Phe Leu Leu Gly Phe Leu Leu Ala Gly Val Asp Leu 

15 10 15 

Gly Val Tyr Leu Met Arg Leu Glu Leu Cys Asp Pro Thr Gin Arg Leu 
20 25 30 

Arg Val Ala Leu Ala Gly Glu Leu Val Gly Val Gly Gly His 'Phe Leu 

35 40 45 

Phe Leu Gly Leu Ala Leu Val Ser Lys Asp Trp Arg Phe Leu Gin Arg 
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50 






55 


60 






Met 


He 


Thr 


Ala 


Pro Cys He Leu Phe Leu Phe 


Tyr Gly Trp 


Pro Gly 


65 








70 75 






80 


Leu 


Phe 


Leu 


Glu 


Ser Ala Arg Trp Leu He Val 


Lys Arg Gin 


He 


Glu 










85 90 




95 




Glu 


Ala 


Gin 


Ser 


Val Leu Arg He Leu Ala Glu 


Arg Asn Arg 


Pro 


His 








100 


105 


110 






Gly 


Gin 


Met 


Leu 


Gly Glu Glu Ala Gin Glu Ala 


Leu Gin Asp 


Leu 


Glu 






115 




120 


125 






Asn 


Thr 


Cys 


Pro 


Leu Pro Ala Thr Ser Ser Phe 


Ser Phe Ala 


Ser 


Leu 




130 






135 


140 






Leu 


Asn Tyr Arg 


Asn lie Trp Lys Asn Leu Leu 


He Leu Gly 


Phe 


Thr 


145 








150 155 






160 


Asn 


Phe 


He 


Ala 


His Ala He Arg His Cys Tyr 


Gin Pro Val 


Gly Gly 










165 170 




175 




Gly 


Gly Ser 


Pro 


Ser Asp Phe Tyr Leu Cys Ser 


Leu Leu Ala 


Ser Gly 








180 


185 


190 






Thr 


Ala 


Ala 


Leu 


Ala Cys Val Phe Leu Gly Val 


Thr Val Asp 


Arg 


Phe 






195 




200 


205 






Gly 


Arg Arg Gly 


He Leu Leu Leu Ser Met Thr 


Leu Thr Gly 


He 


Ala 




210 






215 


220 






Ser 


Leu 


Val 


Leu 


Leu Gly Leu Trp Asp Cys Glu 


His Pro He 


Phe 


Pro 


225 








230 235 






240 


Thr 


val- 


Trp Ala 


Gin Gin Gly Asn Pro Asn Arg 


Asp Leu Asn 


Glu 


Ala 










245 250 




255 




Ala 


He 


Thr 


Thr 


Phe Ser Val Leu Gly Leu Phe 


Ser Ser Gin 


Ala 


Ala 








260 


265 


270 






Ala 


He 


Leu 


Ser 


Thr Leu Leu Ala Ala Glu Val 


He Pro Thr 


Thr 


val 






275 




260 


285 






Arg 


Gly Arg Gly 


Leu Gly Leu He 










290 






295 









<210> 3433 

<211> 1257 

<212> DNA 

<213> Homo sapiens 

<400> 3433 

tgagctacac gcggagcngg gccgcaacag cggctcctcc cttcggccca gaggcccagc 
60 

tcagtgcccc cttcaccttc acctcgacct ctgccgggag ggagacagcg tccgcagaga 
120 

ccgagccact cccgttccca caccaggtcg aacttgaaaa gggacgtcgc ccacctgtac 
180 

cgaggagtcg gctcgcgcta catcatgggg tcaggagaat ccttcatgca gctgcagcag 
240 

cgtctcctga gagagaagga ggccaagatc aggaaggcct tggacaggct tcgcaagaag 
300 

aggcacctgc tccgccggca gcggacgagg cgggagttcc ccgtgatctc cgtggtgggg 
360 

tacaccaact gcggtgagca cgcgcccagg ggaggggcct tccgcggtct ccgtgtcacc 
420 

ggtgaggact cgcccggggg agggcagggg gtccctgtcg tctcagtggt gccgtacgac 
480 
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agctgcggtg agcacgtgcc caggagaggg ggttcccatg gtcgccgtgt ggggtacacc 
540 

agctgctgtg agagctcacc caggagacgg gtttcctgtg gtctctgtgt ggggtacagc 
600 

agccaaggtg aggatgtcat ctaccccatc ctcccatcca gagctttacc accctgtcta 
660 

taccacaacc tcccctccat ctacaccatc ctcctgtcta gaccatcccc actgccctat 
720 

ctataccacc accctgtcta cacaatccac ccatctacac catcacctct cctctgtcta 
780 

taccatcctc ctgtctacac cagcaccact accccatcta taccaccacc ccgtctacat 
840 

aatccacccg tgtacaccac aatgtcccct tcgtctgcac cgtcctcctg tctacactgg 
900 

caccactgcc ccagctatac caccaccccg tctacataat ccacccatct gtctacacca 
960 

tcgcctctcc tctgtctaca ccatccttct gtcaacaccg gcaccactgc cgtatctata 
1020 

tccacccatc tacaccatca cctcccctgt gtctacacca tcctcccatc cacaccagca 
1060 

ccaccacccc acctacacca tcccaccatc tacgccattg ccaaatctac acagacgacc 
1140 

tcactcccat ccacgccttc acacgcacac ccgtccacac caccatctcc cccgtgtccg 
1200 

cacggcggcc ccgctccatc ggcccgagaa cagcgacggt ggctttgtcc cacgcgt 
1257 

<210> 3434 
<2U> 311 
<212> PRT 

<213> Homo sapiens 
<400> 3434 

Ala Thr Arg Gly Ala Gly Pro Gin Gin Arg Leu Leu Pro Ser Ala Gin 

15 10 15 

Arg Pro Ser Ser Val Pro Pro Ser Pro Ser Pro Arg Pro Leu Pro Gly 

20 25 30 

Gly Arg Gin Arg Pro Gin Arg Pro Ser His Ser Arg Ser His Thr Arg 

35 40 45 

Ser Asn Leu Lys Arg Asp Val Ala His Leu Tyr Arg Gly Val Gly Ser 

50 55 60 

Arg Tyr He Met Gly Ser Gly Glu Ser Phe Met Gin Leu Gin Gin Arg 
65 70 75 80 

Leu Leu Arg Glu Lys Glu Ala Lys He Arg Lys Ala Leu Asp Arg Leu 

85 90 95 

Arg Lys Lys Arg His Leu Leu Arg Arg Gin Arg Thr Arg Arg Glu Phe 

100 105 110 

Pro Val He Ser Val Val Gly Tyr Thr Asn Cys Gly Glu His Ala Pro 

115 120 125 

Arg Gly Gly Ala Phe Arg Gly Leu Arg Val Thr Gly Glu Asp Ser Pro 

130 135 140 

Gly Gly Gly Gin Gly Val Pro Val Val Ser Val Val Pro Tyr Asp Ser 
145 150 155 160 

Cys Gly Glu His Val Pro Arg Arg Gly Gly Ser His Gly Arg Arg Val 
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165 








Gly 


Tyr 


Thr 


Ser 
180 


Cys 


Cys 


Glu 


Ser 


Glv 

w * 7 


Leu 


Cvs 


Val 


Glv 


Tvr 


Ser 


Ser 

200 

m V w 


He 


Leu 
210 


Pro 


Ser 


Arg 


Ala 


Leu 
215 


Pro 


Ser 


He 


Tyr 


Thr 


lie 


Leu 


Leu 


Ser 


22S 










230 






Tyr 


His 


His 


Pro 


val 
245 


Tyr 


Thr 


He 


Leu 


Cys 


Leu 


Tyr 
260 


His 


Pro 


Pro 


Val 


He 


Pro 


Pro 
275 


Pro 


Arg 


Leu 


His 


Asn 
280 


Pro 


Ser 
290 


Ser 


Ala 


Pro 


Ser 


Ser 
295 


Cys 


Tyr 


Thr 


Thr 


Thr 


Pro 


Ser 


Thr 




305 










310 







<210> 3435 
<211> 1225 
<212> DNA 

<213> Homo sapiens 
<400> 3435 

nnccactcct tgtatgacca ctggggcaag 
60 

tatgtggaga gcatagacgt ttcctcctac 
120 

gacagcaatg ccgataccta ctgggagagc 
180 

cttactatga agaagggcac cattgtcaag 
240 

gacaacttta tgccaaagcg ggtggtggtc 
300 

ctgagcgacg tgagcattga cnngagaccc 
360 

atgaccgtcc acctcccgat catcgagatc 
420 

gatgttcgtc tccgaggggt caagatcaag 
480 

gcagacccgt tccagccaac tagtctggtg 
540 

gaagtactgt accgcagagc tgtcctcctg 
6 00 

ctgcaccacc tggtacctgc ctgggaccac 
660 

gtgaagcagt tcccactgct gtcccgccag 
720 

gaccctgaga gcagcaagcc cagcttcatg 
780 

atggaacacc gtgcctgccc ctctcgagac 
840 



170 175 
Ser Pro Arg Arg Arg Val Ser Cys 
185 190 
Gin Gly Glu Asp Val He Tyr Pro 

205 

Pro Cys Leu Tyr His Asn Leu Pro 
220 

Arg Pro Ser Pro Leu Pro Tyr Leu 
235 240 
His Pro Ser Thr Pro Ser Pro Leu 

250 25S 
Tyr Thr Ser Thr Thr Thr Pro Ser 
265 270 
Pro Pro Val Tyr Thr Thr Met Ser 

285 

Leu His Trp His His Cys Pro Ser 
300 



gaggatgaga acctgggtag cgtgaagcag 
acggaggagt tcaacgtgtc ctgcctgaca 
gatgggtccc agtgccaaca ctgggtacgg 
aagctgctac tcgcagtgga taccacagat 
tatgggggtg aaggggacaa cctgaagaag 
tcatcggggn atgtctgtgt cctggaggac 
cgcaccgtgg agtgccgaga tgatgggatt 
tcatctagac agcgggaact agggttgaat 
cgatatccac gcctagaagg caccgaccct 
cagagactca tcaagatcct cgatagtgtc 
acactgggca ccttcagtga gattaagcaa 
cggccaggcc tggtggctca gtgcctgcgt 
ccacgcctat acatcaaccg ccgtcttgcc 
cctgcctgca agaatgcagt cctcacccag 
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gtatatgaag gcctcaagcc ctctgacaaa tatgaaaagc ccctggacta caggtggccc 
900 

atgcgctatg accagtggtg ggagtgtaaa tttattgcag aaggcatcat tgaccaaggg 
960 

ggtggtttcc gggacagcct ggcagatacg tcagaagagc tgtgccctag ctcagcggat 
1020 

acccccgtgc ccctgccctt ctttgtacgc acagccaacc agggcaatgg cactggcgag 
1080 ' 

gcccgggaca tgtatgtacc caacccctcc tgccgagact ttgccaagta tgaatggatc 
1140 

ggacagccga tgggggctgc ccttcggggt aaggagttcc tggtcctggc cctgcctgat 
1200 ~ 3 

tttgtgtgga agcagctttc tgcag 
1225 

<210> 3436 
<211> 408 
<212> PRT 

<2i3> Homo sapiens 
«400> 3436 

Xaa His Ser Leu Tyr Asp His Trp Gly Lys Glu Asp Glu Asn Leu Gly 

1 s 10 15 

Ser Val Lys Gin Tyr Val Glu Ser He Asp Val Ser Ser Tyr Thr Glu 

20 25 30 

Glu Phe Asn Val Ser Cys Leu Thr Asp Ser Asn Ala Asp Thr Tyr Trp 

35 40 45 

Glu Ser Asp Gly Ser Gin Cys Gin His Trp Val Arg Leu Thr Met Lys 

50 55 60 

Lys Gly Thr He Val Lys Lys Leu Leu Leu Ala Val Asp Thr Thr Asp 
65 70 75 " 80 

Asp Asn Phe Met Pro Lys Arg Val Val Val Tyr Gly Gly Glu Gly Asp 

85 90 95 

Asn Leu Lys Lys Leu Ser Asp Val Ser He Asp Xaa Arg Pro Ser Ser 

100 105 no 

Gly Xaa Val Cys Val Leu Glu Asp Met Thr Val His Leu Pro He He 

115 120 125 

Glu He Arg He Val Glu Cys Arg Asp Asp Gly He Asp Val Arg Leu 

130 135 140 

Arg Gly Val Lys He Lys Ser Ser Arg Gin Arg Glu Leu Gly Leu Asn 
145 150 155 160 

Ala Asp Leu Phe Gin Pro Thr Ser Leu Val Arg Tyr Pro Arg Leu Glu 

165 170 175 

Gly Thr Asp Pro Glu Val Leu Tyr Arg Arg Ala Val Leu Leu Gin Arg 

180 185 190 

Phe He Lys lie Leu Asp Ser Val Leu His His Leu Val Pro Ala Trp 

195 200 205 

Asp His Thr Leu Gly Thr Phe Ser Glu He Lys Gin Val Lys Gin Phe 

210 215 220 

Leu Leu Leu Ser Arg Gin Arg Pro Gly Leu Val Ala Gin Cys Leu Arg 
22S 230 235 240 

Asp Ser Glu ser Ser Lys Pro Ser Phe Met Pro Arg Leu Tyr He Asn 

245 250 255 

Arg Arg Leu Ala Met Glu His Arg Ala Cys Pro Ser Arg Asp Pro Ala 
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260 265 270 

Cys Lys Asn Ala Val Phe Thr Gin Val Tyr Glu Gly Leu Lys Pro Ser 

275 280 285 

Asp Lys Tyr Glu Lys Pro Leu Asp Tyr Arg Trp Pro Met Arg Tyr Asp 

290 295 300 

Gin Trp Trp Glu Cys Lys Phe He Ala Glu Gly He He Asp Gin Gly 
305 310 315 320 

Gly Gly Phe Arg Asp Ser Leu Ala Asp Met Ser Glu Glu Leu Cys Pro 

325 330 335 

Ser Ser Ala Asp Thr Pro Val Pro Leu Pro Phe Phe val Arg Thr Ala 

340 345 350 

Asn Gin Gly Asn Gly Thr Gly Glu Ala Arg Asp Met Tyr Val Pro Asn 

355 360 365 

Pro Ser Cys Arg Asp Phe Ala Lys Tyr Glu Trp He Gly Gin Leu Met 

370 375 380 

Gly Ala Ala Leu Arg Gly Lys Glu Phe Leu Val Leu Ala Leu Pro Gly 
385 390 395 400 

Phe Val Trp Lys Gin Leu Ser Ala 

405 

<210> 3437 

<211> 2081 

<212> UNA 

c2l3> Homo sapiens 

<400> 3437 

gtggccccag aaaagtcagt gcgtaggcct cagccacttc aggtccggcg tacattctcc 
60 

ctggacacca ccctcagctc ctaccttctg ggccagtgca cgagatgctg atggggcctt 
120 

cacctgctgc accatcgaca aggccaccca gacgcccctg tcctggcaag agctagaagg 
180 

cgagcgtgcc agttcctgtg cacacaagcg ctcagcatcc tggggcagca cagaccaccg 
240 

aaaagagatt cccaagttga agcaacaact gcagaggacg aagctgagcc gcagtgggaa 
300 

agagaaggag cgaggttcac cactcctagg ggaccacgca gtgcggggag cactgagggc 
360 

gtcccctccc agcttcccct cagggtcccc tgtcttgcga ctcagcccct gcctgcacag 
420 

gagcctggaa gggctcaacc aagagctgga ggaggtattt gtgaaggagc agggagaaga 
480 

ggagccgctg aggatccttg atatccctga tgggcaccgg gccccagctc ctccccagag 
540 

tggcagctgt gatcatcccc tcctcctcct gagcctggca accttgccag ctctccttcc 
600 

atgtccttgg catctcccca gcctgtggcc tggccagtca tgaggaacat cggggtgccg 
660 

ccgaggagct ggcatccacc cccaacgaca aagcctcctc tccaggacac ccagcctttc 
720 

ttgaagatgg cagcccatct ccagtccttg cctttgctgc ctcccctcga cctaatcata 
780 

gccacatctt caaacgggag cccccagaag gctgtgagaa agtgcgtgtg tttgaagaag 
84 0 
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ccancgtctc caggtcctga cctggccttc 
900 

catttcaacc cgaccggctc accttctgcc 
960 

gcacgggctt catctcgtaa ctgcccctca 
1020 

cccaggccac cacctcggaa ggatccggaa 
10B0 

ccatggcagc gcaccccacc atcagaagag 

1140 

tgagggtccc acccctgccc cactttacca 
1200 

ccccaggtcc cctgagatgg ggtatggagg 
1260 

ctttcactta ctgtgtcaaa gccctgggtc 
1320 

cgtgatggga cctgccttct ccactagtag 
1380 

ctgccacatc cctcacttgg tggaaaacac 
1440 

tgtcagtcca aatgactgca taggaggccc 
1500 

aacgaagcjag agaagacgcc acagatctcc 
1560 

atcccccatc ctctcagccc tattcccatg 
1620 

cagccctaac gggccataac acttgaccaa 
1680 

gttttcccaa gtggcatttt catctcgctt 
1740 

agcccagccc gcccagcccc aggtgggtag 
1800 

gcaaatggcg actctatact ctccgcccgc 
1860 

atttttcttg tatcgatgta gagactctat 
1920 

tttgaagttt gtatattttc cgtactgcag 
1980 

tcgagtcctc ttatcttgtg tttagaggtt 
2040 

aaataaataa ataaatattc ccagcaaaaa 
2081 



ctgacttcct gtcctgacaa gaacaaagtc 
ccgtcaacct gatgaagccc ctctcccccg 
aacccgggat ctccccttcc cccggccagc 
gcctccaagg cctccccact gccattcgag 
cctgtgcttt tccagagctc cctgatggtc 
tagagaccag tgccttggtg gcaggtccct 
ggcccttccc tctcggcctt cgagcacttt 
ctctttttga tgggcaccgg cccctctgaa 
ctgggcagct cacaattcac acctgtgtac 
ccagaaggtc ttgagtcccc cacccctggg 
ttatttttgt cacagagcaa gctggccatg 
ttccctctcc tccaggagac cataagatag 
cctccctctc attggaggag ctgaccaaag 
ttcagctgct ggcagaggga ggaaacaagt 
tcaccccgac taaagattgt cttaagtagc 
tggggaggag agctggcatt cctccaggtg 
cccagggctg gacggattag aaaaatgcct 
tccctcccaa agacaccatt tttgcagctg 
agcttacaca aaattgaaga atgttaatgt 
gttttttgca gatcttggtg ttaatagacc 
aaaaaaaaaa a 



<210> 3438 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 3438 

Ala Cys Gin Phe Leu Cys Thr Gin 

1 5 
Arg Pro Pro Lys Arg Asp Phe Gin 
20 

Glu Ala Glu Pro Gin Trp Glu Arg 



Ala Leu Ser lie Leu Gly Gin His 

10 15 
Val Glu Ala Thr Thr Ala Glu Asp 
25 30 
Glu Gly Ala Arg Phe Thr Thr Pro 
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35 40 45 

Arg Gly Pro Arg Ser Ala Gly Ser Thr Glu Gly .Val Pro Ser Gin Leu 

50 55 60 

Pro Leu Arg Val Pro Cys Leu Ala Thr Gin Pro Leu Pro Ala Gin Glu 
65 70 75 80 

Pro Gly Arg Ala Gin Pro Arg Ala Gly Gly Gly lie Cys Glu Gly Ala 

85 90 95 

Gly Arg Arg Gly Ala Ala Glu Asp Pro 
100 105 

<210> 3439 

c211> 1519 

<212> DNA 

<213> Homo sapiens 

<400> 3439 

acgcgtccac cattagcgag ccggctccgg ctaatacaaa tatttactgg gcggctctga 
60 

ctcaccgcgc ctcgcctcgc tccgccggcg ccgcggcacg ctgggatatg tagtccccac 
120 

ggggcgccgg gcgccccggg ggagcggggc cggcacccta ggggacgcaa agccccggga 
180 

aggggccggc ggagggaggc cggagcgggc agcgcggcgg cgccatgtcc gtgaacatgg 
240 

acgagctcaa gcaccaggtc atgatcaacc agttcgtgct gacggcgggc tgcgcggccg 
300 

accaggcgaa gcaactgctg caggcggccc actggcagtt cgagacagcc ctcagcgcct 
360 

ttttccagga gaccaacatc ccctacagcc accatcacca ccagatgatg tgcacccccg 
420 

ccaacacccc tgctacaccc cccaacttcc ctgacgctct caccatgtec tcccgtctca 

480 

aggcctccga gagcttccac agcggtggca gcggcagccc gatggccgcg acagccacgt 
540 

cacccccgcc acactccccc catgccgcca ccagcagctc tgcggcctcc agctggccca 
600 

cggcggcctc gcnccccggg gggcccacag caccaccagc cacagccgcc cctgtggact 
660 

ccaacacccc cttctccggc ttcagactgg ccacccctgc cccccaacag gccacctcag 
720 

aacccagggc ccaccctgcc atggaggcag agagataagg gaggcccctc ccccctcccg 
780 

gaggccagga ccccgtgggg cgggggagag gacgtctctg cgggccccct tnncacccct 
840 

tttccgtctg caccccttgt tccccggagc cctggagggg agagcgcgga ctctagccag 
900 

gcagggacac gtctggtgcc agaacacgca gctgcccaca cgcaaggtca tggccccagc 
960 

ggccccggca catggagtgg ttcagagcgg cctgggtgcc tggcggacag aacttcagag 
1020 

accacgcagc cctccctcga agacgcacct gcccagccca gcccaggggt gccgtggagg 
1080 

accaccctgg cggagacatt gctgatccct ggcttggagc tcettggggg ccggcaggcc 
1140 
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tcgaccccca cectagggaa 
1200 

gtatttctac gtgtgccgct 
1260 

atgttagtgt gagcccccag 
1320 

cccaccccct cgtcagccag 
1380 . 

caggactctt cccaccgcct 

1440 

gcacctgggg gtacccgcat 
1S0O 

tccaaaccaa aaaaaaaaa 
1519 



tgcagagcct ctccgcatgt 
cctcagaagc aacetagttc 
ccccctgccc gccgccccct 
cgttgctgtt ccttgcagag 
cccagcgcct gcctgctggg 
ccacttcctt tccccctttt 



gcgcgcgtgg ccgtgtccgt 
ctggggcagc tggactttgc 
ccccagggcc ctgcctcctc 
aaaaggattg tgggaaactc 
gctgcctgca tgcctcccct 
aacaaaagag aagaacgaat 



<210> 3440 

<211> 287 

<212> PRT 

<213> Homo sapiens 



<400> 3440 

Cys Ala Pro Pro Pro lie Pro Leu Leu His Pro Pro Thr Ser Leu Thr 

15 10 15 

Leu Ser Pro Cys Ser Pro Val Ser Arg Pro Pro Arg Ala Ser Thr Ala 

20 25 30 

Val Ala Ala Ala Ala Arg Trp Pro Arg Gin Pro Arg His Pro Arg His 

35 40 4S 

Thr Ser Pro Met Pro Pro Pro Ala Ala Leu Arg Pro Pro Ala Gly Pro 

50 55 60 

Arg Arg Pro Arg Xaa Pro Gly Gly Pro Gin His His Gin Pro Gin Pro 
65 70 75 80 

Pro Leu Trp Thr Pro Thr Pro Pro Ser Pro Ala Ser Asp Trp Pro Pro 

85 90 95 

Leu Pro Pro Asn Arg Pro Pro Gin Asn Pro Gly Pro Thr Leu Pro Trp 

100 105 110 

Arg Gin Arg Asp Lys Gly Gly Pro Ser Pro Leu Pro Glu Ala Arg Thr 

115 120 125 

Pro Trp Gly Gly Gly Glu Asp Val Ser Ala Gly Pro Leu Xaa Thr Pro 

130 135 140 

Phe Leu Ser Ala Pro Leu Val Pro Arg Ser Pro Gly Gly Glu Ser Ala 
145 150 155 160 

Asp Ser Ser Gin Ala Gly Thr Arg Leu Val Pro Glu His Ala Ala Ala 

165 170 175 

His Thr Gin Gly His Gly Pro Ser Gly Pro Gly Thr Trp Ser Gly Ser 

180 185 190 

Glu Arg Pro Gly Cys Leu Ala Asp Arg Thr Ser Glu Thr Thr Gin Pro 

195 200 205 

Ser Phe Glu Asp Ala Pro Ala Gin Pro Ser Pro Gly Val Pro Trp Arg 

210 215 220 

Thr Thr Leu Ala Glu Thr Leu Leu lie Pro Gly Leu Glu Leu Leu Gly 
225 230 235 240 

Gly Arg Gin Ala Ser Thr Pro Thr Leu Gly Asn Ala Glu Pro Leu Arg 

245 250 255 

Met Cys Ala Arg Gly Arg Val Cys Val Phe Leu Arg Val Ser Leu Phe 
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260 265 270 

Arg Ser Asn Leu Val Pro Gly Ala Ala Gly Leu Cys Met Leu Val 
275 280 285 

<210> 3441 

<211> 2074 

<212> DNA 

<213> Homo sapiens 

<400> 3441 

ntcatgaagc acctgcccaa ggttccggag aaaaaactga agctggttat ggctgacaag 
60 

gagctgtatc gagcctgcgc cgtggaggtg aagcggcaga tctggcaaga caaccaggcc 
120 

ctctccgggg acgaggtttc cccactcctg aagcagtaca tcctggagaa ggagagcgct 
180 

ctcttcagta cagagctctc tgtcctgcac aactttttca gtccttcccc caagaccagg 

240 

cgccagggcg aggtggtgca gcggctgacg cggatggtgg ggaagaacgt gaagctgtac 
300 

gacatggtgc tgcagtttct gcgcacgctc ttcctgcgca cgcggaatgt gcactactgc 
360 

acgctgcggg ctgagctgcc catgtccctg cacgacctgg acgtgggtga aatctgcacc 
420 

gtggacccgc gccacaagtt cacctggtgc ctggacgcct gcatccgaga gcggttcgtg 
460 

gacagcaaga gggcgcggga gctgcagggg tttctcgatg acgtcaagaa gggccaggag 
540 

caggtgctgg gggacctgtc catgatcctg tgtgacccct tcgccatcaa cacgctggca 
600 

ctgagcacag tcaggcacct gcaggagctg gtcggccagg agacactgcc cagggacagc 
660 

cccgacctcc tgccgctgct ccggctgctg gcgccgggcc agggagcctg ggacatgatc 
720 

gacagccagg tcttcaagga gcccaagatg gaggtagagc tcatcaccag gttcctcccg 
780 

atgctcatgt ccttcctggt ggatgactac actttcaatg tggatcagaa acttccggct 
840 

gaggagaaag ccccagtctc atatccaaac acacttcccg aaagcttcac taagtttctg 
900 

caggagcagc gcatggcctg cgaggcgggg ctgtactacg tcctgcacat caccaagcag 
960 

aggaacaaga acgcgctcct ccgcctgctg cccgggctgg tggagacctt tggcgacttg 
1020 

gcctttggcg acatcctcct ccacctgctc acgggcaacc ttgcgctgct ggccgacgaa 
1080 

tttgcccttg aggacttctg cagcagcctc ttcgatggct tcttcctcac cgcctctcca 
1140 

aggaaggaga acgtgcaccg gcacgcgctg cggctcctca ttcacctgca ccccagggtg 
1200 

gccccatcta agctggaggc gttgcagaag gccctggagc ctacaggcca gagcggagag 
1260 

gcagtgaagg agctttactc ccagctcggc gagaagctgg aacagctgga tcaccggaag 
1320 
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cccagcccgg cacaggctgc ggagacgccg 
1380 

gcccctgccc cgctctgagg gccctccaga 
1440 

gcggccctgc tcagccggaa gaggctcccg 
1500 

cggggctatg gctgggcctg tcctgccgtc 
1560 

ggctcccgga ccttgcccac catccatgca 
1620 

ctttggcagc catagaaagc gtgctcattt 
1680 

tgttttccaa ggggagaggg cggggcctga 
1740 

gcttggcgaa agcgaggcac actgcttact 
1800 

ctcgtggagg ccgtgtgggg gcagcagcct 
I860 

tgtgcggagg gagccacctc accctgcagc 
1920 

tgcccagcag tgctgccttc agcggccgtg 
I960 

tctcgtatgt aaataaaagg caatttggta 
2040 • 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2074 

<210> 3442 
<211> 374 
<212> PRT 

<213> Homo sapiens 



<400> 3442 



Met 


Val 


Gly 


Lys 


Asn 


Val 


Lys 


Leu 


Tyr 


Asp Met Val Leu Gin Phe Leu 


1 








5 










10 15 


Arg 


Thr 


Leu 


Phe 


Leu 


Arg 


Thr 


Arg 


Asn 


Val His Tyr Cys Thr Leu Arg 








20 










25 


30 


Ala 


Glu 


Leu 


Leu 


Met 


Ser 


Leu 


His 


Asp 


Leu Asp Val Gly Glu He Cys 






35 










40 




45 


Thr 


Val 


Asp 


Pro 


Cys 


His 


Lys 


Phe 


Thr 


Trp Cys Leu Asp Ala Cys He 




50 










55 






60 


Arg 


Glu 


Arg 


Phe 


val 


Asp 


Ser 


Lys 


Arg 


Ala Arg Glu Leu Gin Gly Phe 


65 










70 








75 80 


Leu 


Asp 


Asp 


Val 


Lys 


Lys 


Gly 


Gin 


Glu 


Gin Val Leu Gly Asp Leu Ser 










85 










90 95 


Met 


He 


Leu 


Cys 


ASp 


Pro 


Phe 


Ala 


He 


Asn Thr Leu Ala Leu Ser Thr 








100 










105 


110 


val 


Arg 


His 


Leu 


Gin 


Glu 


Leu 


Val 


Gly 


Gin Glu Thr Leu Pro Arg Asp 






115 










120 




125 


Ser 


Pro 


Asp 


Leu 


Leu 


Leu 


Leu 


Leu 


Arg 


Leu Leu Ala Leu Gly Gin Gly 




130 










135 






140 


Ala 


Trp 


Asp 


Met 


He 


Asp 


Ser 


Gin 


Val 


Phe Lys Glu Pro Lys Met Glu 


145 










150 








155 160 


Val 


Glu 


Leu 


He 


Thr 


Arg 


Phe 


Leu 


Pro 


Met Leu Met Ser Phe Leu Val 
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gccctggagc 
cctgctcggg 
gacctggatg 
atggccccct 
gtggctccca 
tctgttttcc 
gggtgggggc 
gccttggggt 
ggcctgtgcc 
ccagtttgca 
acggggccag 
aacgtggaaa 
aaaa 



tgcccctccc 
tgctggggcc 
tacagggcag 
gcttcctgct 
gggcagagcc 
tgtgttagga 
ggggcctctt 
tgtggagatg 
atggtgggtg 
ggtgtggcct 
ctggacacac 
aaaaaaaaaa 



cagcgtgccc 
atgccgagtc 
tctctcttcc 
ccttggagct 
tctccttgta 
aaaaaccacc 
cattggccca 
gacccgtgac 
tcctggggcc 
tgtttctcct 
ggtgagattt 
aaaaaaaaaa 
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165 










170 








175 




Asp 


Asp 


Tyr 


Thr 

180 


Phe 


Asn 


Val 


Asp 


Gin 
185 


Lys 


Leu Pro 


Ala 


Glu 
190 


Glu 


Lys 


Ala 


Pro 


Val 
195 


Ser 


Tyr 


Pro 


Asn 


Thr 
200 


Leu 


Pro 


Glu Ser 


Phe 
205 


Thr 


Lys 


Phe 


Leu 


Gin 
210 


Glu 


Gin 


Arg 


Met 


Ala 
215 


Cys 


Glu 


Val 


Gly Leu 
220 


Tyr 


Tyr 


Val 


Leu 


His 


lie- 


Thr 


Lys 


Gin 


Arg 


Asn 


Lys 


Asn 


Ala 


Leu Leu 


Arg 


Leu 


Leu 


Pro 


225 










230 










235 








240 


Gly 


Leu 


Val 


Glu 


Thr 
245 


Phe 


Gly 


Asp 


Leu 


Ala 
2S0 


Phe Gly 


Asp 


He 


Phe 
255 


Leu 


His 


Leu 


Leu 


Thr 
260 


Gly 


Asn 


Leu 


Ala 


Leu 
265 


Leu 


Ala Asp 


Glu 


Phe 
270 


Ala 


Leu 


Glu 


Asp 


Phe 
275 


Cys 


Ser 
* 


Ser 


Leu 


Phe 
280 


Asp 


Gly 


Phe Phe 


Leu 
285 


Thr 


Ala 


Ser 


Pro 


Arg 
290 


Lys 


Glu 


Asn 


Val 


His 
295 


Arg 


His 


Ala 


Leu Arg 
300 


Leu 


Leu 


He 


His 


Leu 


His 


Pro 


Arg 


Val 


Ala 


Pro 


Ser 


Lys 


Leu 


Glu Ala 


Leu 


Gin 


Lys 


Ala 


305 










310 










315 








320 


Leu 


Glu 


Pro 


Thr 


Gly 
325 


Gin 


Ser 


Gly 


Glu 


Ala 

330 


Val Lys 


Glu 


Leu 


Tyr 
335 


Ser 


Gin 


Leu 


Gly 


Glu 
340 


Lys 


Leu 


Glu 


Gin 


Leu 
345 


Asp 


His Arg 


Lys 


Pro 
350 


Ser 


Pro 


Ala 


Glr> 


Ala 
355 


Ala 


Glu 


Thr 


Pro 


Ala 
360 


Leu 


Glu 


Leu Pro 


Leu 
365 


Pro 


Ser 


val 


Pro 


Ala 


Pro 


Ala 


Pro 


Leu 





















370 

<210> 3443 
<211> 2070 
<212> DNA 

<213> Homo sapiens 
<400> 3443 

ctggccgtaa atgccgagga ggacgcctgg ttacgggcac aggtcatctc aacagaagag 
60 

aacaaaataa aggtatgcta tgttgactat ggttttagtg aaaatgttga aaaaagcaaa 
120 

gcatacaaat taaacccgaa gttttgttca ctctcatttc aagctacaaa atgtaagctt 
180 

gcaggcttgg aagtcctaag cgatgaccct gatctagtga aggtggttga atctttaact 
240 

tgtggaaaga tctttgcagt ggaaatactt gacaaagctg acattccact tgttgttctg 
300 

tacgatacct caggagaaga tgatatcaat atcaatgcca cctgcttgaa ggctatatgt 
360 

gacaagtcac tagaggttca cctgcaggct gacgccatgt acacaaatgt caaaataact 
420 

aatatttgct ctgatgggac actctactgc caggtgccct gtaagggtct gaacaagctc 
480 

agtgaccttc tacgtaagat agaggactac ttccattgca agcacatgac ctctgagtgc 
540 

tctgctccac tacccttctg tgggaaaatc cgcctcctcc attgcaaagg aaaacggtta 
600 
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cgagtagaga tcacaaatgt tcacagcagc cgggctcttg atgttcagtt cctggactct 
660 

ggcactgtga catctgtaaa agtgtcagag cccagggaaa ttccacctcg gtctctacaa 
720 

gaaacgatcg caataccacc tcaggccatc aagtgctgtt tagcagatct tccacaatct 
780 

attggcatgt ggacaccaga tgcagtgctg tggttaagag attctgtttt gaattgctcg 
840 

gactgtagca ttaaggttac aaaagtggat gaaaccagag ggatcgcaca tgtttattta 
900 

tttaccccta agaacttccc tgaccctcat cgcagtatta atcgccagat tacaaatgca 
960 

gacttgtgga agcatcagaa ggatgtgttt ttgagtgcca tatccagtgg agctgactct 
1020 

cccaacagca aaaatggcaa catgcccatg tcgggcaaca ctggagagaa tttcagaaag 
1080 

aacctcacag atgtcatcaa aaagtccatg gtggaccata cgagcgcttt ccccacagag 
1140 

gaactgccac ctcctgtcca cttatcaaag ccaggggaac acatggatgt gtatgtgcct 
1200 

gtggcctgtc acccaggcta cttcgtcatc cagccttggc aggagataca taagttggaa 
126 0 

gttctgatgg aagagatgat tctatattac agcgtgtctg aagagcgcca catagcagtg 
1320 

■ 

gagaaagacc aagtgtatgc tgcaaaagtg gaaaataagt ggcacagggt gcttttaaaa 
1380 

ggaatcctga ccaatggacc ggtatctgtg tatgagctgg attatggcaa acacgaacta 
144 0 

gtcaacataa gaaaagtaca gcccctagtg gacatgttcc gaaagctgcc cttccaagca 
1500 

gtcacagctc aactcgcagg agtgaagcgc aaccagtggt ctgaggaggc ttctatggtg 
1560 

tttcgaaatc atgtggagaa gaaacccccg gtggcaccgg tgcagacagt caccgaaaat 
1620 

gccaaccctc gggaccggaa agtagtggtc tacttagcgg acacatcgtt gccagacacc 
1680 

gatacccgga ttcacgattt tatgtcagag tatctgatag agctttcaaa agttaattaa 

1740 

tgactgcctc tgaaaccttg acaactaatt cagatttttt agcaataaca aaatgtagta 
1800 

ggcttaaaaa aaatcttaac tctgctacat ggctctgact gctgtggggg attgaaaaga 
I860 

atatgcttat gcttgatgaa agacatttaa caagttttgt tttaacagag ttgacttttc 
1920 

aaagaaaatt gtacctgaat tattactata atattagaat aaaaatgttt atcaatataa 
1980 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2040 

aaaaaaaaaa aaaaaaaaaa aaaaaagggg 
2070 

<210> 3444 
<211> 579 
<212> PRT 
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c2l3> Homo sapiens 
<400> 3444 

Leu Ala Val Asn Ala Glu Glu Asp Ala Trp Leu Arg Ala Gin Val He 

15 10 15 

Ser Thr Glu Glu Asn Lys He Lys Val Cys Tyr Val Asp Tyr Gly Phe 

20 25 30 

Ser Glu Asn Val Glu Lys Ser Lys Ala Tyr Lys Leu Asn Pro Lys Phe 

35 40 45 

Cys Ser Leu Ser Phe Gin Ala Thr Lys Cys Lys Leu Ala Gly Leu Glu 

SO 55 60 

Val Leu Ser Asp Asp Pro Asp Leu Val Lys Val Val Glu Ser Leu Thr 
65 70 75 80 

Cys Gly Lys He Phe Ala Val Glu He Leu Asp Lys Ala Asp He Pro 

65 90 95 

Leu Val Val Leu Tyr Asp Thr Ser Gly Glu Asp Asp He Asn He Asn 

100 105 110 

Ala Thr Cys Leu Lys Ala He Cys Asp Lys Ser Leu Glu Val His Leu 

115 120 125 

Gin Val Asp Ala Met Tyr Thr Asn Val Lys He Thr Asn He Cys Ser 

130 135 140 

Asp Gly Thr Leu Tyr Cys Gin Val Pro Cys Lys Gly Leu Asn Lys Leu 
145 150 155 160 

Ser Asp Leu Leu Arg Lys He Glu Asp Tyr Phe His Cys Lys His Met 

165 170 175 

Thr Ser Glu Cys Phe Val Ser Leu Pro Phe Cys Gly Lys He Cys Leu 

180 185 190 

Phe His Cys Lys Gly Lys Trp Leu Arg Val Glu He Thr Asn Val His 

195 200 205 

Ser Ser Arg Ala Leu Asp val Gin Phe Leu Asp Ser Gly Thr Val Thr 

210 215 220 

Ser Val Lys Val Ser Glu Leu Arg Glu He Pro Pro Arg Phe Leu Gin 
225 230 235 240 

Glu Met He Ala He Pro Pro Gin Ala He Lys Cys Cys Leu Ala Asp 

245 250 255 

Leu Pro Gin Ser He Gly Met Trp Thr Pro Asp Ala Val Leu Trp Leu 

260 265 270 

Arg Asp Ser Val Leu Asn Cys Ser Asp Cys Ser He Lys Val Thr Lys 

275 280 285 

Val Asp Glu Thr Arg Gly He Ala His Val Tyr Leu Phe Thr Pro Lys 

290 295 300 

Asn Phe Pro Asp Pro His Arg Ser He Asn Arg Gin He Thr Asn Ala 
30S 310 31S 320 

Asp Leu Trp Lys His Gin Lys A3p Val Phe Leu Ser Ala He Ser Ser 

325 330 335 

Gly Ala Asp Ser Pro Asn Ser Lys Asn Gly Asn Met Pro Met Ser Gly 

340 345 350 

Asn Thr Gly Glu Asn Phe Arg Lys Asn Leu Thr Asp Val He Lys Lys 

355 360 365 

Ser Met Val Asp His Thr Ser Ala Phe Ser Thr Glu Glu Leu Pro Pro 

370 375 380 

Pro Val His Leu Ser Lys Pro Gly Glu His Met Asp Val Tyr Val Pro 
385 390 395 400 

Val Ala Cys His Pro Gly Tyr Phe Val He Gin Pro Trp Gin Glu He 
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405 

Hie Lys Leu Glu Val Leu Met Glu 
420 

Ser Glu Glu Arg His lie Ala Val 
435 440 
Lys Val Glu Asn Lys Trp His Arg 

450 455 
Asn Gly Leu Val Ser Val Tyr Glu 
465 470 
Val Asn He Arg Lys Val Gin Pro 

4B5 

Pro Phe Gin Ala val Thr Ala Gin 
500 

Trp Ser Glu Glu Ala Ser Met Val 
515 520 
Pro Leu Val Ala Leu Val Gin Thr 

530 535 
Asp Arg Lys Val Val Val Tyr Leu 
545 550 
Asp Thr Trp He His Asp Phe Met 

565 

Lys Val Asn 



<210> 3445 
<211> 2086 
<212> DNA 
<213> Homo sapiens 

<400> 3445 
nnacgcgtgg cggcagaggg tatccaaggc 
60 

tggcagtgag ctggccgcgg ccttggctga 
120 

cctgcatgcg agttgggccg cgggcggggt 
180 

gccttagaag gagagagctt tgcgctgtct 
240 

gctgtggttg gatatttaga ggacattatc 
300 

aatttcatgg acaagtacca cctggagttt 
360 

acaectattt ttaatgaata catttctttg 
420 

cagcggattc ctgagttcaa catggcagcc 
480 

ttgaggcacc ataaggatga agtggctggt 
540 

gattttctgg cttttaaaga aatgtttttg 
600 

ctggacttaa gcagtggctt agtggtgact 
660 

tcccagaaca atctgcggca ctaggtccta 
720 



410 


415 




Glu Met lie Leu Tyr Tyr 


Ser 


Val 


425 430 






Glu Lys Asp Gin Val Tyr 


Ala 


Ala 


445 






Val Leu Leu Lys Gly He 


Leu 


Thr 


460 

1 W V 






Leu Asp Tyr Gly Lys His 


Glu 


Leu 


475 




480 


Leu Val Asp Met Phe Arg 


Lys 


Leu 


490 


495 




Leu Ala Gly Val Lys Cys 


Asn 


Gin 


505 510 






Phe Arg Asn His Val Glu 


Lys 


Lys 


525 






Val He Glu Asn Ala Asn 


Pro 


Trp 


540 






Val Asp Thr Ser Leu Pro 


Asp 


Thr 


S5S 




560 


Ser Glu Tyr Leu He Glu 


Leu 


Ser 


570 


575 





cggacctggc gcgcaggcgc tgacccgacc 
gaggccttaa ccccgccggg cggcgcgcgc 
tggagcctac tcggggcgac tgcgatggac 
ttctcctccg cctctgatgc agaatttgat 
atggatgacg agttccagtt attacagaga 
gaagacacag aagagaataa actcatctac 
gtagaaaaat acattgaaga acagctgctg 
ttcaccacaa cattacacca tctgttccgt 
gacatattcg acatgctgct caccttcaca 
gactacagag cagaaaaaga aggccgagga 
tcattgtgca aatcatcttc tctgccagct 
cctccagcca atgaatggga tcattctgga 
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tgtcaccagc ccaataggct cagctcatga tgacagaaca catcttggaa agactgactc 
780 

tgttatgtaa ctcctcattt atgtcaagta ttaataggtc aaaaccaaaa tgacctaacc 

040 

ctcctggacc tatttatcct gaaacacctt cttgtattca ttaaccatag tactcctccc 
900 

caccccaagt agacacctct ctcaggagct tctgagccag acgcctctgg agcgagccct 
960 

atgtcaggca ctccacctgg ggggcccttc cccagcatac ctgctggtgt gtaagtgtgg 
1020 

actaacccgc cgccaccacc ctctgttcca gcaggctctg catgaatctt tgtgcacttg 
1080 

cacctctttt tcacatgggc cacagtttca gtacttcagc ctcagtgggg ttcctgatgt 
1140 

ttatctaggg tgttactcaa gcccagtttg agattttgga gtctcctgtg atcacatctt 
1200 

gtctcggctg taggaatcaa cagaaggaga cgtcctctac ataaaagctc catgtgaaaa 
1260 

gctactccta gtcttaacat ttgcagtcct tgtgtcactg tcttctggtc ctgatgtagt 
1320 

cccaccgttt ctagaagtct cttttaagca ttatttttga aaaaaaaaat atttttatag 
1380 

atgaacactc aggctaacct agtggatgtg atcttggaac ttccatgatt atccacttaa 
1440 

agatcaaagt attatatgct gtgtgctttt taggtgtttg ttagtactgt gaaggcaaaa 
1S00 

atgctttcta catcgacatt cattcctatt ctactgggca cctatgaatg tatgctgtgt 
1560 

gctagaaata gactaaaaca tattcctata gcatgtcagt gtgtttgcat gtttgctgaa 
1620 

aatcctttgt gtataaacca gtttgtaagg ttctctgggt taggtaggga ctctgcagtt 
1680 

tcttcctgtc aaaatctctc ctaccaagat ggtgttccac tgtccagccc agcatgagta 
1740 

gcaggtagag cacagcttta ctggctgttt gtatgctttg gtttagtgca atgtgtggta 
1800 

gattacttat cagaaaacac atatgtcatc tctagaacga agaaaaagca tagtagttca 
i860 

attcccagtg tgtccctttg attttttttt tttaatagta aaaataagaa tctgtactga 
1920 

cttttcactt ggccattctg gttttaaagg acaagctaca agctctgtgt ttctgtactg 
1980 

atgtgtcact tattaaatac ttttgtacca cgagtaaaac ttcaggcgtt tcgcaagaac 

2040 . 

caccactccc aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 

2086 

<210> 3446 

<211> 169 

<212> PRT 

<213> Homo sapiens 

<400> 3446 

Met Asp Ala Leu Glu Gly Glu Ser Phe Ala Leu Ser Phe Ser Ser Ala 
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15 10 15 

Ser Asp Ala Glu Phe Asp Ala Val Val Gly Tyr Leu Glu Asp lie lie 

20 25 30 

Met Asp Asp Glu Phe Gin Leu Leu Gin Arg Asn Phe Met Asp Lys Tyr 

35 40 45 

Tyr Leu Glu Phe Glu Asp Thr Glu Glu Asn Lys Leu lie Tyr Thr Pro 

50 55 60 

He Phe Asn Glu Tyr He Ser Leu Val Glu Lys Tyr He Glu Glu Gin 
65 70 75 80 

Leu Leu Gin Arg He Pro Glu Phe Asn Met Ala Ala Phe Thr Thr Thr 

BS 90 95 

Leu His His Leu Phe Arg Leu Arg His His Lys Asp Glu Val Ala Gly 

100 105 110 

Asp He Phe Asp Met Leu Leu Thr Phe Thr Asp Phe Leu Ala Phe Lys 

115 120 125 

Glu Met Phe Leu Asp Tyr Arg Ala Glu Lys Glu Gly Arg Gly Leu Asp 

130 135 140 

Leu Ser Ser Gly Leu Val Val Thr Ser Leu Cys Lys Ser Ser Ser Leu 
145 ISO 155 160 

Pro Ala Ser Gin Asn Asn Leu Arg His 

165 

<210> 3447 

<211> 936 

c212> DNA 

<213> Homo sapiens 

<400> 3447 

acgcgtgaag ggtttgcggg gaagatggag tatcccgcgc cggccacggt gcaggccgcg 
60 

gacggcggag cggccgggcc tcacagcagc tcggagttgc tggagggcca ggagccggac 
120 

ggggtgcgct ttgaccgcga gagggcgcgc cgcctgtggg aagccgtgtc cggtgcccag 
180 

ccggtgggta gagaggaagt ggagcacatg atccagaaga accaatgtct cttcaccaac 
240 

acccagtgta aggtttgctg cgccttgctt atttctgagt cccagaagct ggcacattac 
300 

cagagcaaaa aacatgccaa caaagcgaag agatacctag caatccatgg aatggagaca 
360 

ttaaaggggg aaacgaagaa gctagactca gatcagaaga gcagcagaag caaagacaag 
420 

aaccagtgct gccccacctg taacatgacc ttttcctccc ctgtcgtggc ccagtcgcac 

480 

tacctgggga agacccacgc aaagaactta aagctgaagc agcagtccac taaggtggaa 
540 

gccttgcacc agaatagaga gatgatagac ccagacaagt tctgcagcct ctgccatgca 
600 

actttcaacg accctgtcat ggctcaacaa cattatgtgg gcaagaaaca cagaaaacag 
660 

gagaccaagc tcaaactaat ggcacgctat gggcggctgg cggaccctgc tgtcactgac 
720 

tttccagctg gaaagggcta cccctgcaaa acatgtaaga tagtgctgaa ctccatagaa 
780 
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cagcaccaag ctcatgtcag cggcttcaaa cacaagaacc agtcaccaaa aacagtggca 
B40 

teatccctgg gccagattcc aatgcaaagg caacccattc agaaagactc aaccaccttg 
900 

gaagactaga ggcgattctg cccagcatcc catatt 
936 

<210> 3446 
<211> 302 
<212> PRT 

<213> Homo sapiens 



<400> 3448 



Thr Arg 


Glu 


Gly 


Phe Ala Gly Lys 


Met Glu Tyr Pro 


Ala 


Pro 


Ala 


Thr 


1 








5 


10 






15 




val 


Gin 


Ala 


Ala 


Asp Gly Gly Ala 


Ala Gly Pro Tyr 


Ser 


Ser 


Ser 


Glu 








20 




25 




30 






Leu 


Leu 


Glu 


Gly 


Gin Glu Pro Asp 


Gly Val Arg Phe 


Asp 


Arg 


Glu 


Arg 






35 




40 




45 








Ala Arg 


Arg 


Leu 


Trp Glu Ala Val 


Ser Gly Ala Gin 


Pro 


Val 


Gly 


Arg 




so 






55 


60 










Glu 


Glu 


Val 


Glu 


His Met lie Gin 


Lys Asn Gin Cys 


Leu 


Phe 


Thr 


Asn 


65 








70 


75 








80 


Thr 


Gin 


Cys 


Lys 


Val Cys Cys Ala 


Leu Leu lie Ser 


Glu 


Ser 


Gin 


Lys 










85 


90 






95 




Leu 


Ala 


His 


Tyr 


Gin Ser Lys Lys 


His Ala Asn Lys 


Val 


Lys 


Arg 


Tyr 








100 




105 




110 






Leu 


Ala 


lie 


His 


Gly Met Glu Thr 


Leu Lys Gly Glu 


Thr 


Lys 


Lys 


Leu 






115 




120 




125 


* 






Asp 


Ser 


Asp 


Gin 


Lys Ser Ser Arg 


Ser Lys Asp Lys 


Asn 


Gin 


Cys 


Cys 




130 






135 


140 










Pro 


lie 


Cys 


Asn 


Met Thr Phe Ser 


Ser Pro Val Val 


Ala 


Gin 


Ser 


His 


145 








150 


1S5 








160 


Tyr Leu 


Gly 


Lys 


Thr His Ala Lys 


Asn Leu Lys Leu 


Lys 


Gin 


Gin 


Ser 










165 


* 170 






175 




Thr Lys 


Val 


Glu 


Ala Leu His Gin 


Asn Arg Glu Met 


He 


Asp 


Pro 


Asp 








180 




185 




190 






Lys 


Phe 


Cys 


Ser 


Leu Cys His Ala 


Thr Phe Asn Asp 


Pro 


Val 


Met 


Ala 






195 




200 




205 








Gin 


Gin 


His 


Tyr 


Val Gly Lys Lys 


His Arg Lys Gin 


Glu 


Thr 


Lys 


Leu 




210 






215 


220 










Lys 


Leu 


Met 


Ala 


Arg Tyr Gly Arg 


Leu Ala Asp Pro 


Ala 


Val 


Thr 


Asp 


225 








230 


235 








240 


Phe 


Pro 


Ala 


Gly 


Lys Gly Tyr Pro 


Cys Lys Thr Cys 


Lys 


He 


Val 


Leu 










245 


250 






255 




Asn 


Ser 


lie 


Glu 


Gin Tyr Gin Ala 


His Val Ser Gly 


Phe 


Lys 


His 


Lys 








260 




265 




270 






Asn 


Gin 


Ser 


Pro 


Lys Thr Val Ala 


Ser Ser Leu Gly 


Gin 


He 


Pro 


Met 






275 




280 




285 








Gin Arg 


Gin 


Pro 


He Gin Lys Asp 


Ser Thr Thr Leu 


Glu 


Asp 








290 






295 


300 











<210> 3449 
<211> 877 
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<212> DNA 

<213> Homo sapiens 

<400> 3449 

ntgatcttca gcaaccatca ccaccggcta cagctgaagg cagctccggc ctcctccaat 
€0 

ccccccggcg ccccggctct gccgctgcac aattcctccg tgactgccaa ctcccagtcc 
120 

ccggcccttc tggccggcac caaccccgtt gctgtcgtcg cggatggagg cagttgcccc 
1B0 

gcacactacc cggtgcacga gtgcgtcttc aagggggatg tgaggagact ctcctctctc 
240 

atccgcacgc acaatatcgg gcagaaagat aatcacggaa atactccttt acaccttgct 
300 

gtgatgttag gaaataaaga atgtgcccat ttacttttgg ctcacaatgc tccagtcaag 
360 

gtgaaaaatg ctcagggatg gagccctctg gcggaagcca tcagccatgg agataggcag 
420 

atgatcacag ctcttttgag gaagcttaag cagcaatcca gggaaagtgt tgaagaaaaa 
480 

cgacctcgat tattaaaagc cctgaaagag ctaggtgact tttatctaga acttcactgg 
540 

gattttcaaa gctgggtgcc tttactttcc cgaattctgc cttccgatgc atgtaaaata 
600 

tacaaacaag gtatcaatat caggcttgac acaactctca tagactttac tgacatgaag 
660 

tgccaacgag gggatctaag cttcattttc aatggggatg cggcgccctc tgaatctttt 
720 

gtagtattag acaatgaaca aaaagtttat cagcgaatac atcatgaggc tcacatccca 
780 

ggaatcagag atggaaacag aagaagaggt ggatatttta atgagcagtg atatttactc 
840 

tgcaacttta tcaacaaaat caatttcttt cacgcgt 
877 

<210> 3450 

<2iX> 276 

<212> PRT 

<213> Homo sapiens 



<400> 3450 



Xaa 


He 


Phe 


Ser 


Asn His His His 


Arg 


Leu Gin Leu Lys 


Ala 


Ala 


Pro 


1 








5 




10 




15 




Ala 


Ser 


Ser 


Asn 


Pro Pro Gly Ala 


Pro 


Ala Leu Pro Leu 


His 


Asn 


Ser 








20 




25 




30 






Ser 


Val 


Thr 


Ala 


Asn Ser Gin Ser 


Pro 


Ala Leu Leu Ala 


Gly Thr Asn 






35 




40 




45 








Pro 


val 


Ala 


Val 


Val Ala Asp Gly 


Gly 


Ser Cys Pro Ala 


His 


Tyr 


Pro 




50 






55 




60 








Val 


His 


Glu Cys 


Val Phe Lys Gly 


Asp 


Val Arg Arg Leu 


Ser 


Ser 


Leu 


65 








70 




75 






80 


lie Arg 


Thr 


His 


Asn He Gly Gin 


Lys 


Asp Asn His Gly 


Asn 


Thr 


Pro 










85 




90 




95 




Leu 


His 


Leu 


Ala 


Val Met Leu Gly 


Asn 


Lys Glu Cys Ala 


His 


Leu 


Leu 
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100 



■ 

Leu 


Ala His 


Asn 


Ala 


Pro 


Val 


Lys 




lis 










120 


Pro 


Leu Ala 


Glu 


Ala 


lie 


Ser 


Tyr 




130 . 








135 




T Alt 

Leu 


Leu Arg 


Lys 


Leu 


Lys 


Gin 


Gin 


145 








150 






Arg 


Pro Arg 


Leu 


Leu Lys 


Ala 


Leu 








165 








Glu 


Leu His 


Trp 


Asp 


Phe 


Gin 


Ser 






180 










Leu 


Pro Ser 


Asp 


Ala 


Cys 


Lys 


lie 




195 










200 


Leu 


Asp Thr 


Thr 


Leu 


He 


Asp 


Phe 




210 








215 




Asp 


Leu Ser 


Phe 


lie 


Phe Asn Gly 


22S 








230 






Val 


Val Leu 


Asp 


Asn 


Glu 


Gin 


Lys 








245 








Ala 


His lie 


Pro 


Gly lie Arg Asp 






260 










Phe 


Asn Glu 


Gin 











275 



<210> 3451 
<211> 595 
<212> DNA 

<213> Homo sapiens 
<400> 3451 

gcatttttac agtttgtata tcccactctc 
60 

cgatcttcag ggtttacaga atgggtcctc 
120 

gaaatattca gtaagtagtg ccctgccatt 
180 

cccagcatga acctctggct tgtggagatg 
240 

ttgaactgtg agggcggcac aactgagaga 
300 

gtctgaagga tctgatcttg ggttgcttta 
360 

atgctggagt cccccagctc cttagccgaa 
420 

agctgctcac tttgcaaggt tttgcccagc 
480 

tcattaactt cctctctggt gccattttct 
540 

cccctttcct cttttgcagg caggggaacc 
595 

<210> 3452 
<211> 192 
<212> PRT 



i nc 
105 






110 






Val 


Lys 


Asn Ala 


Gin Gly 


Trp 


Ser 








125 






Gly 


Asp 


Arg Gin 


Met He 


Thr 


Ala 






140 








Ser 


Arg 


Glu ser 


Val Glu 


Glu 


Lys 






155 






160 


Lys 


Glu 


Leu Gly 


Asp Phe 


Tyr 


Leu 




170 






175 




Trp 


Val 


Pro Leu 


Leu Ser 


Arg 


He 


IBS 






190 






Tyr 


Lys 


Gin Gly 


He Asn 


He 


Arg 








205 






Thr 


Asp 


Met Lys 


Cys Gin 


Arg 


Gly 






220 








Asp 


Ala 


Ala Pro 


Ser Glu 


Ser 


Phe 






235 






240 


Val 


Tyr 


Gin Arg 


lie His 


His 


Glu 




250 






255 




Gly 


Asn 


Arg Arg 


Arg Gly 


Gly 


Tyr 


265 






270 







aaggcttcag tggggctgct tagacaaaaa 
ccaaagctct ctgagccccg gccgtaggta 
gcaggtttgg atgtccttct gccagcaaaa 
tcttccagct ggaaacctga gtgagcgaag 
agattctgcc tccgaaccct ctgaatgaga 
cttagtcctt cgtggtattg gtgtgtgtca 
aagagctgaa ggggccttgg aacctggggg 
tgctgctgcg tagctggatg ggactgtctc 
gttgtgttgg tagctatgag cgcccccatc 
gcttccattt caactttggg gagag 
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<213> Homo sapiens 



<400> 3452 

Met Glu Ala Val Pro Leu Pro Ala Lys Glu Glu Arg Gly Met Gly Ala 

15 10 15 

Leu He Ala Thr Asn Thr Thr Glu Asn Ser Thr Arg Glu Glu Val Asn 

20 25 30 

Glu Arg Gin Ser His Pro Ala Thr Gin Gin Gin Leu Gly Lys Thr Leu 

35 40 45 

Gin Ser Lys Gin Leu Pro Gin Val Pro Arg Pro Leu Gin Leu Phe Ser 

50 55 SO 

Ala Lys Glu Leu Arg Asp Ser Ser He Asp Thr His Gin Tyr His Glu 
65 70 75 80 

Gly Leu Ser Lys Ala Thr Gin Asp Gin He Leu Gin Thr Leu He Gin 

85 90 95 

Arg Val Arg Arg Gin Asn Leu Leu Ser Val Val Pro Pro Ser Gin Phe 

100 105 HO 

Asn Phe Ala His Ser Gly Phe Gin Leu Glu Asp He Ser Thr Ser Gin 

115 120 125 

Arg Phe Met Leu Gly Phe Ala Gly Arg Arg Thr Ser Lys Pro Ala Met 

130 135 140 

Ala Gly His Tyr Leu Leu Asn He Ser Thr Tyr Gly Arg Gly Ser Glu 
145 150 155 160 

Ser Phe' Arg Arg Thr His Ser Val Asn Pro Glu Asp Arg Phe Cys Leu 

165 170 175 

Ser Ser Pro Thr Glu Ala Leu Lys Met Gly Tyr Thr Asn Cys Lys Asn 
180 185 190 



<210> 3453 
<211> 477 
<212> DNA 

<213> Homo sapiens 



<400> 3453 

nnacgcgtga agggtcccgg 
60 

gcggcggcag ctggtgcggc 
120 

gcgttagtgg atacgctcac 
180 

gaagaacaga ttaaggtgct 
240 

actgcagatc cccagggggc 
300 

tatgtggaga ctcactggtg 
360 

agggcaaaaa ttgttatccg 
420 

gtgcgctcca gtgtggccta 

477 



ccgcggggct ggcgggctga 
ctccgggctg ccgggtccag 
cgggatccta tccccagtac 
ggaggtgacg gaggaatttg 
actggcaatc cgtcagctgg 
tgcccaatca gagaaattta 
ggagctattg cctaatgggt 
tgcagtgtca gccattgccc 



ggggagaaaa gatggcggcg 
tggcacaagg attaaaggaa 
aggaggtgcg ggcggctgct 
gtgttcactt ggcagaactg 
catcagtcat cttgaaacaa 
ggcctcctga aactacagaa 
tgagagaatc gataagcaaa 
actgggactg gcctgaa 



<210> 3454 
<211> 159 
<212> PRT 
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<213> Homo sapiens 
<400> 3454 



Xaa 


Arg 


Val 


Lys 


Gly Pro Gly Arg Gly Ala 


Gly Gly Leu Arg Gly Glu 


1 








5 10 








IS 


Lys 


Met 


Ala 


Ala 


Ala Ala Ala Ala Gly Ala 


Ala 


Ser Gly Leu Pro Gly 








20 


25 








30 


Pro 


Val 


Ala 


Gin 


Gly Leu Lys Glu Ala Leu 


Val 


Asp 


Thr 


Leu Thr Gly 






35 




40 






45 




He 


Leu 


Ser 


Pro 


Val Gin Glu Val Arg Ala 


Ala 


Ala 


GlU 


Glu Gin He 




50 






55 




60 






Lys 


Val 


Leu 


Glu 


Val Thr Glu Glu Phe Gly 


Val 


His 


Leu 


Ala Glu Leu 


65 








70 


75 






80 


Thr 


val 


Asp 


Pro 


Gin Gly Ala Leu Ala He 


Arg 


Gin 


Leu 


Ala Ser Val 










85 90 








95 


He 


Leu 


Lys 


Gin 


Tyr val Glu Thr His Trp 


Cys 


Ala 


Gin 


Ser Glu Lys 








100 


105 








110 


Phe 


Arg 


Pro 


Pro 


Glu Thr Thr Glu Arg Ala 


Lys 


He 


Val 


He Arg Glu 






115 




120 






125 




Leu 


Leu 


Pro 


Asn 


Gly Leu Arg Glu Ser He 


Ser 


Lys 


val 


Arg Ser Ser 




130 






135 




140 






val 


Ala 


Tyr 


Ala 


Val Ser Ala He Ala His 


Trp Asp 


Trp 


Pro Glu 


14S 








150 


155 









■ 

<210> 3455 
c211> 48B6 
<212> DNA 

<213> Homo sapiens 



<400> 3455 

nncttcggca caggattgat ccagtcctcc ttccttcact accacatgaa tgctgggcag 
60 

cccaggatca cactcactgc accctcaact cagaccgtta cctggcacac tggcctcact 
120 

cttgtcggag actgagctat tggcagtgcc ttcagctctg agctcaggca cctcgaacat 
160 

tgtttttgtc gttaaggatc ctaaagtgct gtggggagtg atcacatttt tctcaacatc 
240 

cctggcccca cctcttctgc cacaaacgtc agcatggtgg tatcagccgg ccccctgtcc 
300 

agcgagaagg cagagatgaa cattctagaa atcaatgaga aattgcgccc ccagttggca 
360 

gagaagaaac agcagttcag aaacctcaaa gagaaatgtt ttctaaccca actggccggc 
420 

ttcctggcca accgacagaa gaaatacaaa catgaagagt gtaaagatct cataaaattt 
480 

atgctgagga atgagcgaca gttcaaggag gagaagcttg cagagcagct caagcaagct 
540 

gaggagctca ggcaatataa agtcctggtt cacgctcagg aacgagagct gacccagtta 
600 

agggagaagc tacgggaagg gagagatgcc tcccgctcat tgaatgagca tctccaggcc 

660 

cccctcactc cggatgagcc ggacaagtcc caggggcagg acctccaaga acagctggct 
720 
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gaggggtgta ggctggcaca gcacctcgtc caaaagctca gcccagaaaa tgacaacgac 
780 

gacgatgaag atgttcaagt tgaggtggct gagaaagtgc agaaatcgtc tgcccccagg 
040 

gagatgcaga aggctgaaga aaaggaagtc cctgaggact cactggagga atgtgccatc 
900 

actcgtccaa atagccatgg cccttatgac tccaaccagc cacataagaa aaccaaaatc 
960 

acatttgagg aagacaaagt cgactcaact ctcattggct catcctctca tgttgaatgg 
1020 

gaggatgctg tacacattat tccagaaaat gaaagtgatg atgaggaaga ggaagaaaaa 
1080 

gggccagtgt ctcccaggaa tctgcaggag tctgaagagg aggaagtccc ccaggagtcc 
1140 

tgggatgaag gttattcgac tctctcaatt cctcctgaaa tgttggcctc gtacaagtct 
1200 

tacagcagca catttcactc attagaggaa cagcaagtct gcatggctgt tgacataggc 
1260 

agacatcggt gggatcaagt gaaaaaggag gaccacgagg caacaggtcc caggctcagc 
1320 

agagagctgc tggatgagaa agggcctgaa gtcttgcagg actcactgga tagatgttat 
1380 

tcaactcctt caggttgtct tgaaccgact gactcatgcc agccctacag aagtgccttt 
1440 

tacgtattgg agcaacagcg tgttggcttg gctgttgaca tggatgaaat tgaaaagtac 
1500 

caagaagtgg aagaagacca agacccatca tgccccaggc tcagcaggga gctgctggat 
1560 

gagaaagagc ctgaagtctt gcaggaccca ctggatagat gttattcgac tccttcaggt 
1620 

tatcttgaac tgcctgactt aggccagccc tacagcagtg ctgtttactc attggaggaa 
1660 

cagtaccttg gcttggctct tgacgtggac agaattaaaa aggaccaaga agaggaagaa 
1740 

gaccaaggcc caeca tgece caggctcagc agggagctgc tggaggtagt agagectgaa 
1800 

gtcttgcagg actcactgga tagatgttat tcaactcctt ccagttgtct tgaacagect 
I860 

gactcctgcc agecctatgg aagttccttt tatgeattgg aggaaaagca tgttggcttt 
1920 

tctcttgacg tgggagaaat tgaaaagaag gggaagggga agaaaagaag gggaagaaga 
1980 

tcaaagaagg aaagaagaag gggaagaaaa gaaggggaag aagatcaaaa cccaccatgc 
2040 

cccaggctca gcagggagct gctggatgag aaagggcctg aagtcttgea ggactcactg 
2100 

gatagatgtt attcaactcc ttcaggttgt cttgaactga ctgactcatg ccagccctac 
2160 

agaagtgect tttacatatt ggagcaacag tgtgttggct tggctgttga catggatgaa 
2220 

attgaaaagt accaagaagt ggaagaagac caagacccat catgccccag getcageggg 
2280 

gagctgttgg atgagaaaga gectgaagtc ttgcaggagt cactggatag atgetattea 
2340 
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actccttcag gttgtcttga 
2400 

atattggagc aacagcgtgt 
2460 

gaagtggaag aagaccaaga 
2520 

aaagagcccg aagtcttgca 
25S0 

cttgaactgc ctgacttagg 

2640 

taccttggct tggctcttga 
2700 

caaggcccac catgccccag 
2760 

ttgcaggact cactggatag 
2820 

tcctgccagc cctatggaag 
2880 

cttgacgtgg gagaaattga 
2940 

aagaagcaaa gaagaagggg 
3000 

aggctcaacg gtgtgctgat 
3060 

agatgttact cgactccgtc 
3120 

agtgtgtttt actcatttga 
3160 

ttttctactt tgacggtgac 
3240 

caataagcag cccttactaa 
3300 

gtgaagattt gaatgaaagt 
3360 

ggcatggctc tattcctatt 
3420 

caatggaccc aagttaggtg 
3480 

tcagtcggac attttaattt 
3540 

tttcattttg caggcatgcc 
3600 

tgtttagctc atccaaaggt 
3660 

cttcagtgtt gaattgtttt 
3720 

gattgtattt cagaaccacc 
3780 

ttagagaagc cacagtcctt 
3840 

agatggacaa acagcattgg 
3900 

aacaggagtc aggagccgct 
3960 



actgactgac tcatgccagc 
tggcttggct gttgacatgg 
cccatcatgc cccaggctca 
ggactcactg gatagatgtt 
ccagccctac agcagtgctg 
cgtggacaga attaaaaagg 
gctcagcagg gagctgctgg 
atgttattca actccttcca 
ttccctttat gcatcggagg 
aaagaagggg aaggggaaga 
aagaaaagaa ggggaagaag 
ggaagtggaa gagcctgaag 
aatgtacctt gaactacctg 
ggaagagcac atcagcttcg 
aagtctccac ctggtgttcc 
tccgagagat gtcattcctg 
acagctccat ttggaagccc 
ctcaaaccat gccagtggca 
tyacacgttc acataactgt 
gaaccacgta tctctgggta 
tctgagcttc tatacctgct 
gttaccctgg tttcaatgaa 
agctgatcca tctgtaacac 
aactgctctt gacaattgtt 
cagcctccaa ttggtgtcag 
gaggccttag ccctgctcct 
ggcaggagac agcatgtcac 

2628 



cctacagaag tgccttttac 
atgaaattga aaagtaccaa 
gcagggagct gctggatgag 
attcgactcc ttcaggttat 
tttactcact ggaggaacag 
accaagaaga ggaagaagac 
aggtagtaga gcctgaagtc 
gttgtcttga acagcctgac 
aaaaacatgt tggcttttct 
aaagaagggg aagaagatca 
atcaaaaccc accatgcccc 
tcttacagga ctcactggat 
actcattcca gcactacaga 
ccctttacgt ggacaacagg 
agatgggagt catattccca 
caggcaggac ctataggcaa 
agacatagga tgggtcagtg 
acctgtgctc agtctgaaga 
gcagcacatg ccgggagtga 
gctacaaaat tcctcaggga 
caaggtcatt gtcatctttg 
cctaacctca ttctttgtat 
aggagggatc cttggctgag 
aacccactag gctcctttgg 
tacttaggaa gaccacagct 
ctcaattcca tcctgtagag 
ccaggactct gccggtgcag 
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aatatgaaca atgccatgtt cctgcagaaa acgcttagcc tgagtttcat aggaggtaat 
4020 

caccagacaa ctgcagaatg tggaacactg agcaggacaa ctgacctgtc tccttcacat 
4080 

agtccatatc accacaaatc acacaacaaa aaggagaaga gatattttgg gttcaaaaaa 
4140 ' 

agtaaaaaga taatgtagct gcatttcttt agttattttg ggccccaaat atttcctcat 
4200 

cctcttgttg ttgtcattga tggtggtgac atggacttgt ttatagagga caggtcagct 
4260 

gtctggctca atgatctaca ttctgaagtt gtctgaaaat gtcttcatga ttaaattcag 
4320 

cctaaacgtt ttgccgggaa cactgcagag acaatgctgt gagtttccaa cctcagccca 
4380 

tctgcgggca gagaaggtct agtttgtcca tcaccattat catgatatca ggactggtta 
4440 

cttggttaag gaggggtcta ggagatctgt cccttttaga gacaccttac ttataatgaa 
4500 

gaagtacttg ggaaagtggt tttcaagagt ataaatatcc tgtattctaa tgatcatcct 
4560 

ctaaacattt tatcatttat taatcctccc tgcctgtgtc tattattata ttcatatctc 

4620 

tacactgcaa aatttggggt ctcaattttt actgtgcctt tgtttttact agtgtctgct 
4680 

gttgcaaaaa gaagaaaaca ttctctgcct gagttttaat ttttgtccaa agttaatttt 
4740 

aatctataca attaaaagct tttgcctatc actctggact tttggattgt tttttacatt 
4800 

cagtgttata atattttgtt atgctgattg gttttggtgg gtactgatgt gaattaataa 
4860 

aaacatttca tttccaaaaa aaaaaa 
4886 

<210> 3456 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 3456 

Glu lie Glu Lys Lys Gly Lys Gly Lys Lys Arg Arg Gly Arg Arg Ser 

15 10 15 

Lys Lys Gin Arg Arg Arg Gly Arg Lys Glu Gly Glu Glu Asp Gin Asn 

20 25 30 

Pro Pro Cys Pro Arg Leu Asn Gly Val Leu Met Glu Val Glu Glu Pro 

35 40 45 

Glu Val Leu Gin Asp Ser Leu Asp Arg Cys Tyr Ser Thr Pro Ser Met 

50 55 60 

Tyr Phe Glu Leu Pro Asp Ser Phe Gin His Tyr Arg Ser Val Phe Tyr 
65 70 75 80 

Ser Phe Glu Glu Glu His lie Ser Phe Ala Leu Tyr Val Asp Asn Arg 

85 90 95 

Phe Phe Thr Leu Thr Val Thr Ser Leu His Leu Val Phe Gin Met Gly 

100 105 110 

Val He Phe Pro Gin 
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115 

<210> 3457 
<211> 646 
<212> DNA 

<213> Homo sapiens 
<400> 3457 

acgcgtgact ttgtatccat gtccaggtgt ccatgcgcct gtgtgtgcag atgtgtcnct 
60 

gtccctgggt gtgtctgtgc ctgtgtgtgc gttgatatct gtgcctgcct cttcacacat 
120 

aggtgggaat gcagagtgtg tattctttgt nnatgcacct gtacacaggc tngggcgggc 
1B0 

aagtgaggat gcgtatgtnn ggttggctgt gtctgtatct gcatttgcat gngtgtattg 
240 

gagattggag ctgtgtgtct gtgcgtgtgt gtagtgtgta ccgtgtgcac atgtatgtgt 
300 

gtgcctgtgg accagcacct gtgttgccac atttgggtga cggtacatcc atgcactngg 
360 

gtctgcaggt gtatttgcga gtgcgtgtgt ctgtctaaca cactctgtag atgtcgccgc 
420 

ctgaatgaga gccagagcag agctctcccc agcccttccc aagtactgtt cccctctacc 
4B0 

gacgactccc cagttctctc cttccctgat gcaatgcacg cctagtgggc tacgtgtgcc 
540 

aaccctccag gccttctcct gccacaggct ctgtctctgt cccgtcgctg tgcctcctgc 
600 

ccctgctaac ccagccctcc gtgccctgga tgcgcccgga catggc 
646 

<210> 3458 
<211> 61 
<212> PRT 

<213> Homo sapiens 
<400> 3458 

Thr Arg Asp Phe Val Ser Met Ser Arg Cys Pro Cys Ala Cys Val Cys 

15 10 15 

Arg Cys Val Xaa Val Pro Gly Cys Val Cys Ala Cys Val Cys Val Asp 

20 25 30 

lie Cys Ala Cys Leu Phe Thr His Arg Trp Glu Cys Arg Val Cys He 

35 40 45 

Leu Cys Xaa Cys Thr Cys Thr Gin Ala Xaa Ala Gly Lys 
50 55 60 

<210> 3459 

<211> 592 

<212> DNA 

c213> Homo sapiens 

<400> 3459 

acgcgtcctg ggctgggtga ccctagcgtt ctagatatag cctcttatct tggcacccag 
60 
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gggcatactg gggcccctct tttcctgagc 
120 

gaecctactt cactgcaggg ggctcagccc 
180 

ggtggctgtg gggggctgtg gacgggtccc 
240 

gacctgcctt ccggccctgc caggattcca 
300 

ccttccctgt gtgcagcccc agtttgcctg 
360 

gcagaggcac cggcagactc accacgcgcc 
420 

ggccccggcc acgtccctgc ccccggagct 
480 

aagacagtca tacctgcccg gccggcactg 
540 

aagccttaac ttaactaaaa tgaactaaaa 
592 



tggggagcaa ggtgccagga ggcggccggg 
agcctgcctc aggcagaaca agggtctggg 
agtgggcctg ctgccactcc caccacatgg 
gtcctgccct gctcacccca gcttccaggc 
ctgcagaata agcaccacgc tccctcgtgg 
ctgcaggcat gtcctgtgct gtgccaggca 
ggccttcagc ggggacagtg gtcagcactg 
ccctgctcag cacggggaca atttgaactt 
ttaaaaaaaa aaaaaaaaaa aa 



<210> 3460 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 3460 

Met Gly Pro Ser Gly Pro Ala Ala Thr Pro Thr Thr Trp Asp Leu Pro 

15 10 15 

Ser Gly Pro Ala Arg He Pro Val Leu Pro Cys Ser Pro Gin Leu Pro 

20 25 30 

Gly Pro Ser Leu Cys Ala Ala Ser Val Cys Leu Leu Gin Asn Lys His 

35 40 45 

His Ala Pro Ser Trp Ala Glu Ala Pro Ala Asp Ser Pro Arg Ala Leu 

50 55 60 

Gin Ala Cys Pro Val Leu Cys Gin Ala Gly Pro Gly His Val Pro Ala 
65 70 75 80 

Pro Gly Ala Gly Leu Gin Arg Gly Gin Trp Ser Ala Leu Lys Thr Val 

65 90 95 

He Pro Ala Arg Pro Ala Leu Pro Cys Ser Ala Arg Gly Gin Phe Glu 
100 105 110 

Leu Lys Leu 
115 



<210> 3461 

<211> 474 

<212> DNA 

<213> Homo sapiens 



<400> 3461 
ttgctgttcc 
60 

ttcgtgctgg 
120 

agctttgcgc 
180 



aggccccagt 
gtcgcatcct 
ccgtggcaga 



gtccgttttt 
ttgtgccctc 
tgtcagctcc 



gcggcgcagc 
ctcggcgacc 
agtcgcagcc 



tgcagctcca 
tcgggggcct 
gcaccttccg 



cgtcggctac 
tctggctgct 
gatggccctg 
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ccggaagcca gcatcggggt ggctgggatg ctggcaagcc tcctcggggg ccactggctc 
240 

cgggcccagg gttatgccaa ccccttctgg ctggccttgg ccttgctgat agccatgact 
300 

ctctatgcag ctttctgctt tggtgagacc ttaaaggagc caaagtccac ccggctcttc 
360 

acgttccgtc accaccgatc cattgtccag ctctatgtgg ctcccgcccc agagaagtcc 
420 

aggaaacatt tagccctcta ctcactggcc atctccgtgg tgatcactgt gcac 
474 

<210> 3462 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 3462 



Met Ala Leu 


Leu 


Glu 


Ala 


Ser 


He Gly val Ala 


Gly Met 


Leu 


Ala 


Ser 


1 




5 






10 






15 




Leu Leu Gly 


Gly 


His Trp Leu Arg Ala Gin Gly Tyr Ala Asn 


Pro 


Phe 




20 








25 




30 






Trp Leu Ala 


Leu 


Ala 


Leu 


Leu 


He Ala Met Thr 


Leu Tyr 


Ala 


Ala 


Phe 


35 










40 


45 








Cys Phe' Gly 


Glu 


Thr 


Leu 


Lys 


Glu Pro Lys Ser 


Thr Arg 


Leu 


Phe 


Thr 


50 








55 




60 








Phe Arg His 


His 


Arg 


Ser 


He 


val Gin Leu Tyr 


val Ala 


Pro 


Ala 


Pro 


65 






70 




75 








80 


Glu Lys Ser 


Arg 


Lys 


His 


Leu 


Ala Leu Tyr Ser 


Leu Ala 


He 


Phe 


Val 




85 






90 






95 




val lie Thr 


Val 
100 


His 

















<210> 3463 

<211> 1734 

<212> DNA 

<213> Homo sapiens 

<400> 3463 

nngaggcgcc ggcttcggag tgcgcccgcc gccgcagcag cagcgctcct ggaggacccc 
60 

gccgtccccc ggctcaccgc tgcccttcct gctgctgagc tacccgagcg gcggcggcgg 
120 

cagcagcggc agggcaagca ccatcctaat tatctcatgg ctaatgaacg catgaacctc 
180 

atgaacatgg ccaagctgag tatcaagggc ttgattgaat cagctctgaa cctggggagg 
240 

actcttgact ctgactatgc acctctccag caattctttg tggtgatgga gcactgtctg 
300 

aaacatggct tgaaagctaa aaaaactttt ctcggacaaa ataaatcctt ctgggggcct 
360 

ctagaactgg tagaaaagct tgttccagaa gccgcagaga taacagcaag tgttaaagat 
420 

cttccaggac ttaagacacc agtaggtaga ggaagagcct ggcttcgttt ggcattaatg 
480 



2632 



WO 00/58473 



PCTYUS00/08621 



caaaagaaac 
540 

ttctacgaac 
€00 

gtgggtctga 
660 

gttggagtta 
720 

ggagacggtc 
780 

catttgaatg 
840 

actaaactga 
900 

atggaacgag 
960 

caagacagaa 
1020 

acacaattac 
1080 

atggaattgg 
1140 

tctcttcggc 
1200 

cagagttcag 
1260 

actaatcaga 
1320 

aatgaaacac 
1380 

tagaaaatac 

1440 

tgaatgttat 
1500 

tgactagcct 
1560 

aactcttaat 
1620 

ctcttaaatg 
16B0 

cttggatgct 
1734 



tttcagaata 
ccaacgccct 
atgtcattga 
tagatttttc 
agattactgc 
ctactgtaaa 
cagaggagct 
ttaaagagga 
ctgcagaagg 
gattggatgt 
ctatgaagat 
agcagccgga 
acctaggagt 
tggctgctac 
tttggattgt 
atgaaattct 
gtgtgttttc 
ttaaaaaaaa 
ccatgtcaga 
tatgtatgta 
aggggataca 



tatgaaagct 
catgatggaa 
tgccaatttc 
aatgtatctc 
aattctggac 
caaccttcag 
tgcagttgca 
aagttcctac 
gcaagcacta 
tgagaaagaa 
gctggagaag 
tgacctcaga 
aaaacagaaa 
cattaaacaa 
cagtgctgaa 
tccaaattag 
taaggtatga 
aaaagaaagg 
gtcatgtgtt 
actctgtgat 
gaggcactga 



ttgatcaata 
gaagaaggag 
tgtatgaaag 
aaggacggga 
cagaagaacc 
gcaaaagtag 
aacaacagga 
atactggaat 
agcgaagcaa 
ctggagatgc 
gatgtctgtg 
gctctcaagc 
agtgaactaa 
cttgaacaaa 
gtgaaaagaa 
catcagacat 
ctgaaatgtt 
tcagcctttt 
agaggaagga 
tttattgttc 
gagataggcg 



agaaagaact 
ccataattgc 
gagaagactt 
acagcagcaa 
atgtagaaga 
atgcattaga 
tcattacctt 
ccaatcggaa 
gaaagcattt 
agatcagcat 
agaagcagga 
atgaacttgc 
acagtcgctc 
ggtaaaagtc 
tgtgctgtac 
tctggtagaa 
tctaggaaat 
atgactgttt 
tacttaaaag 
atcactgaag 
tcctccaagg 



tctcagtgaa 
tggtctgttg 
ggaccctcag 
aggtactgaa 
actgaacaga 
aaaatccaac 
acaagaagaa 
gggtcccaag 
aaaagaagag 
gaggcaggag 
tgccctggta 
ctttaagctg 
ggaagagaag 
ctgtttcttt 
attcggcaaa 
aaaagccagt 
gccaatcact 
tgaacatcag 
catggaagga 
tccttgaata 
atcc 



<210> 3464 

<211> 434 

<212> PRT 

<213> Homo sapiens 



<400> 3464 

Xaa Arg Arg Arg Leu Arg Ser Ala 

1 5 
Leu Glu Asp Pro Ala Val Pro Arg 
20 

Glu Leu Pro Glu Arg Arg Arg Arg 



Pro Ala Ala Ala Ala Ala Ala Leu 

10 15 
Leu Thr Ala Ala Leu Pro Ala Ala 
25 30 
Gin Gin Arg Gin Gly Lys His His 
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<211> 2904 
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<212> DNA 

<213> Homo sapiens 
<400> 3465 

acgcgtccgc cggagcgggc catggacgcg 
60 

agccccagct tggccaagca gagctggggg 
120 

aactggacag acacgcggga gacgctgctg 
180 

ggcatgacgc tagtggagca gcccaagggt 
240 

atcgtggcta cagctaaggc cagtgggaag 
300 

ccacggggaa ttatcctgac agacaacctc 
360 

tacaggatct cctattgcac agcagacaag 

420 

cagagccagc acaaccagag cctcgagtgc 
480 

gcacaggctg ttaccctcac cgtagcccag 
540 

gtgtccaagg aagagaaaga gaagagggac 
600 

ggggcccgcc aagactgcac cccccccttg 
660 

gacttagagg agacggctaa ggccccgctg 
720 

gacgaggtgc cgcggccaca agccttgagt 
780 

ggcctggatg aagcgttttc gaggcttgcc 
840 

actggcctga cagcccagga catgcattac 
900 

aagcccgaca gcagcggcac agagcaggat 
960 

agccggacac aagcggccct gacacgtgat 
1020 

gttctggggc ccgcctgcca cctctcccag 
1080 

ctgcagccag tcaggcaggg gagagatttt 
1140 

caaaagatgc cttgaatatt tattcagtga 
1200 

gtcaggcacg cctcctgctg cgtgacatgc 
1260 

cctggagcaa gctctgccct ggctgtgggt 
1320 

ccttctctct ttctaaggac ccaaatttcc 
1380 

ggatttcagt gatttttccc cccacccccc 
1440 

gggaatgtgt cctcctgctc tgcttcctca 
1500 



ctcaagtcgg cggggcgggc gctgatccgg 
ggcggtggcc ggcaccgcaa gccgcctgag 
gaggggatgc tgttcagcct caagtacctg 
gaggagctgt cggccgccgc catcaagagg 
aagctgcaga aggtgactct gaaggtgtcg 
accaaecagc tcattgagaa cgtgtccata 
atgcacgaca aggtgtttgc atacatcgcc 
cacgccttcc tctgcaccaa gcggaagatg 
gccttcaaag ccgcctttga gttttggcag 
aaagccagcc aagagggagg ggacgtcctg 
aagagcttgg tcgccactgg gaacctgctg 
tccacggtca gcgccaacac caccaacatg 
ggcagcagtg ttgtctggga gctggatgat 
cagtctcgga caaaccctca ggtcctggac 
gcccagtgcc cctcgcctgt cgactgggac 
gacctcttca gcttctgagg gcccggggcc 
ggaccaaagc cacctgctgc gggggagcca 
ccctcagcat cgtcagcctg aagatcagag 
tcttttaagc cctgctcttt ccctgagaac 
cttctggccc acgctcagaa gccagtctgc 
gcagtgctgt aatcggctcc cgcttgctct 
accaggaccg tgaccaaagc atttctagtc 
ctgggggcac cctgcttcct gaaagctgtt 
agcacaggag agcacccaca gccgcagaag 
gggcccagca ggcgggggtt tgagccctgg 
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accccaggct cttagagact aaggggcagc 
1560 

ttaaagcatt aacagcaggt gtgaccctga 
1620 

gctttccttc tgccctccct ccaggagaag 
16B0 

ctgtgcttgg aaccagtgta actggctgct 
1740 

tctctgtgac cgccctccgt cgggcccctg 
1600 

ctctccctct ggtttctgtg tgtccgtttg 
1860 

tgggatgatg tgtgaaacct gacacctaga 
1920 

cagatgagga aactgaggcc tcaagcgtgg 
1980 

cgatgccaaa gctgccctct tctctgcctc 
2040 

ctagctttgt tgtcctccca ggaaccaaaa 
2100 

ttcataacaa accatctggt gcctttccac 
2160 

agccgccxct cttgttgatt tccgtgaaaa 
2220 

ggtgaaacaa aatccaaccc tgtcagaatc 
2280 

tgggtcggga cagaccagca gcaatctgtc 
2340 

cccccgtggg gctcccggca tcctgaaagc 
2400 

gaggtgcctc ccagtggccc ggcttgtcgg 
2460 

ggcccccctg ggaacctcct tacctggagt 
2520 

ggtggggtgg gatttgcagg gtcattatca 
2580 

ctgtagccac ccccctggca ccggcctcta 
2640 

acacaggcca gccttggcac gaggggggcc 
2700 

gccatgccgc cctgtgagag ccatgctggc 
2760 

ccgtgcgcct cctgtgtgtc tgcagacaag 
2820 

tgaggaaaaa acaaataata aatgttctcg 
2880 

aaaaaaaaaa aaaaaaaaaa aaaa 
2904 

<210> 3466 
<211> 315 
<212> PRT 

<213> Homo sapiens 



tcctgaccaa agacgataca gcttggcact 
gggctccccc atggtgctgc attgagtcca 
gggcccaagg tccccgtgga tggtctccac 
ccctgctccc agggactgac acggggatca 
cccgccttct cccccccacg caaggctgtg 
agtgtctgcg ccccgcctcc ccatacttcc 
tttatttgga aatattctat gaccacttta 
aggggtagag tgaagagtag aacccaggtc 
ctcctcacgc aactcacacc tccttttctt 
aaccccagct attttctgaa caaaatgtgt 
acagaactgg caggagcctc gtgtcctgct 
tgcaagtgtt tgaagcctgc tcattccgag 
atgctgttcc ctctgctgac actgtgaccc 
tttagaatcg ctttccttcc tccccttttg 
cagcaaagcc tccagcatct tttccatcct 
agcaagtttc atcagcccta gggaaaacac 
aaccggacac ctcagacgga ggtgcctgag 
gaacatgagg ataacttcct tgcccctgct 
tttgtcataa ggcggcgtgg gcgaggcccg 
aggggttctg agaagcgctg ccctgtgaga 
cttcgtctcc atctctggtt gacgggctgt 
tcttgctgcg ctttatttgt gaaactttaa 
ttttgaaacc caaaaaaaaa aaaaaaaaaa 
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<400> 3466 

Thr Arg Pro Pro Glu Arg Ala Met Asp Ala Leu Lys Ser Ala Gly Arg 

15 10 15 

Ala Leu lie Arg Ser Pro Ser Leu Ala Lys Gin Ser Trp Gly Gly Gly 

20 25 30 

Gly Arg His Arg Lys Leu Pro Glu Asn Trp Thr Asp Thr Arg Glu Thr 

~ 35 " 40 45 

Leu Leu Glu Gly Met Leu Phe Ser Leu Lys Tyr Leu Gly Met Thr Leu 

50 55 60 

Val Glu Gin Pro Lys Gly Glu Glu Leu Ser Ala Ala Ala He Lys Arg 
6S 70 75 80 

He Val Ala Thr Ala Lys Ala Ser Gly Lys Lys Leu Gin Lys Val Thr . 

85 90 95 

Leu Lys Val Ser Pro Arg Gly He He Leu Thr Asp Asn Leu Thr Asn 

100 105 HO 

Gin Leu He Glu Asn Val Ser He Tyr Arg He Ser Tyr Cys Thr Ala 

115 120 125 

Asp Lys Met His Asp Lys Val Phe Ala Tyr He Ala Gin Ser Gin His 

130 135 140 

Asn Gin Ser Leu Glu Cys His Ala Phe Leu Cys Thr Lys Arg Lys Met 
145 150 155 160 

Ala Gin Ala Val Thr Leu Thr Val Ala Gin Ala Phe Lys Val Ala Phe 

165 170 175 

Glu Phe *Trp Gin Val Ser Lys Glu Glu Lys Glu Lys Arg Asp Lys Ala 

180 185 190 

Ser Gin Glu Gly Gly Asp Val Leu Gly Ala Arg Gin Asp Cys Thr Pro 

195 200 205 

Pro Leu Lys Ser Leu Val Ala Thr Gly Asn Leu Leu Asp Leu Glu Glu 

210 215 220 

Thr Ala Lys Ala Pro Leu Ser Thr Val Ser Ala Asn Thr Thr Asn Met 
225 230 235 240 

Asp Glu Val Pro Arg Pro Gin Ala Leu Ser Gly Ser Ser Val Val Trp 

245 250 255 

Glu Leu Asp Asp Gly Leu Asp Glu Ala Phe Ser Arg Leu Ala Gin Ser 

260 265 270 

Arg Thr Asn Pro Gin Val Leu Asp Thr Gly Leu Thr Ala Gin Asp Met 

275 280 285 

His Tyr Ala Gin Cys Leu Ser Pro Val Asp Trp Asp Lys Pro Asp Ser 

290 295 300 

Ser Gly Thr Glu Gin Asp Asp Leu Phe Ser Phe 
305 310 315 

<210> 3467 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<400> 3467 

acgcgtgaag ggcacggagg tactcactgt attattcttt caacctttac gaatgtatca 
60 

acatttgcaa aataaaaaag ttgtggagga ggaagaaaaa caaaaaccag gatgcaccga 
120 

ggtctgaggc gaaggtccta ggagcatcag ttctctgttg ggatcaaggt cgctgggaca 
180 
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gagcttgatc cctgtcaact gctaaaacaa 
240 

ttgattacct tggtcctgag cctcacagcc 
300 

gtgtaaccac aagactggcc caaactgacc 
360 

agccaaaact gaaagtcatg taacccggac 
420 

accaacgttt cctccctgtg gagccaagaa 
460 

gaacgctttc agaagggaag ggtccattat 
540 

tccacacctt accataaatg gccaagttta 
600 

acttctgtgt gccaacctgt cctccctaac 
638 



tccaggacaa tccaatagta gagctgaatt 
ctttggcaga ggaaatcctg tgacactgag 
ctattctgtt ggtaacagga ggtatagcag 
atgcacaaag gaggaaaatc ataactcgga 
gacagggaca tgaccggagc ttgaggggcg 
cctggaagat ctggtgctga aacctgccat 
aagccctcct attgaaacct gcccgccagc 
ccgtcgac 



<210> 3468 
<211> 68 
<212> PRT 

<213> Homo sapiens 



c400> 3468 

Met Ser Leu Ser Ser Trp Leu His 

1 5 
Tyr Asp Phe Pro Pro Leu Cys Mec 
20 

Trp Leu Cys Tyr Thr Ser Cys Tyr 

35 40 
Gin Ser Cys Gly Tyr Thr Ser Val 

50 55 
Ala Val Lys Leu Arg Thr Lys Val 
65 70 
He Val Leu Asp Cys Phe Ser Ser 

85 



Arg Glu Glu Thr Leu Val Pro Ser 

10 is 
Ser Gly Leu His Asp Phe Gin Phe 
25 30 
Gin Gin Asn Arg Val Ser Leu Gly 

45 

Ser Gin Asp Phe Leu Cys Gin Arg 
60 

He Lys He Gin Leu Tyr Tyr Trp 
7S 80 



<210> 3469 

<211> 1710 

<212> DNA 

<213> Homo sapiens 



<400> 3469 

gccgcggctc cggggaacgg 
60 

ccgctgctgt gggccccggc 
120 

aacaaagaac cgccggcgcc 
180 

cccgagccgg cccgggtcga 
240 

gaagatcctg ctacccaaac 
300 

gttatcattg tatctgaatt 
360 



ccgcgcatcg gcgccccggc 
tgcggtccgg gccggcccag 
ggcccagcag ctgcagccgc 
gaaaatattt acaccagcag 
taacttggga tttatccatg 
gggtgataag acatttttta 



tgcctctgct cttcctggtt 
atgaagacct cagccaccgg 
agcctgtggc tgtgcagggc 
ctccagttca taccaataaa 
catttgtcgc tgccatatca 
cagcagccat catggcaatg 
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cgctataacc gcctgaccgt gctggctggt gcaatgcttg ccttgggact aatgacatgc 



420 



ttgtcagttt tgtttggcta tgccaccaca gtcatcccca gggtctatac ataccatgtt 



480 



tcaactgtat tatttgccat ttttggcatt agaatgcttc gggaaggctt aaagatgagc 



540 



cccgatgagg gtcaagagga actggaagaa gttcaagctg aattaaagaa gaaagatgaa 



600 



gaatttcaac gaaccaaact tttaaatgga ccgggagatg ttgaaacggg tacaagcata 



660 



acagtacctc agaaaaagtg gttgcatttt atttcaccca tttttgttca agctcttaca 



720 



ttaacattct tagcagaatg gggtgatcgc tctcaactaa ctacaattgt attggcagct 



780 



agagaggacc cctatggtgt agccgtgggt ggaactgtgg ggcactgcct gtgcacggga 



840 



ttggcagtaa ttggaggaag aatgatagca cagaaaatct ctgtcagaac tgtgacaatc 



900 



ataggaggca tcgttttttt ggcgtttgca ttttctgcac tatttataag ccctgattct 



960 



ggtttttaac aagctgtttg ttcatctata tttagtttaa aataggtagt attacctttc 



1020 



tgtacatagt gtacattaca actaaaagta atgggaaaca ctgtattccg tagcattgat 



1080 



ttgtaagttt gacccactta attattatgc ccaaaagata taatcatcga ttttatttgt 



1140 



aaagattttt aaaaaggttt gactcctaag tgtgggtttt tcttctctcc aacataatta 



1200 



tgttaatatg gtcctcattt ttcttttggt gcagaaccgt tgcgcagtgg ggtctaccat 



1260 



gcaattctct ttcagcactg accccttttt aaggaataca aattttctcc ttcatcactt 



1320 



aggtgtttca agatgtttac cttaaagttt ttcttgggga aagaatgaat taatttctat 



1380 

ttcttaaaac atttccctga gccagtaaac agtagtttaa tcattggtct tttcaaaact 

1440 

aggtgtttaa aaaaagagac atatatgata ttgctgttat atcaataaca tggcacaaca 
1500 

agaactgtct gccaggtcat tcctcctctt ttttttttaa ttgggtagga cacccaatat 
1560 

aaaaacagcc aatatttgac aatgtggaat caccaaatta aaagagaaca ctacgaatgt 
1620 

atccatattt cttctatatt gaataaacaa tgtaacatag ataacaatat aaataaaagt 
1680 

ggtatgacca gtgaaaaaaa aaaaaaaaaa 
1710 

<210> 3470 

<211> 322 

<212> PRT 

<213> Homo sapiens 

<400> 3470 

Ala Ala Ala Pro Gly Asn Gly Arg Ala Ser Ala Pro Arg Leu Leu Leu 
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1 5 


10 




15 




Leu Phe Leu Val Pro Leu 


T A k B i_r __n_ ft | *m D w 

Leu Trp Aia fro 


Ala Ala Val Arg Ala 


Glv 


20 


25 


30 






Pro Asp Glu Asp Leu Ser 


His Arg Asn Lys 


Glu Pro Pro Ala 


Pro 




35 


40 


45 






Gin Gin Leu Gin Pro Gin 


Pro Val Ala Val 


Gin Gly Pro Glu 


Pro 


Ala 


50 


55 


60 






Arg Val Glu Lys lie Phe 


Thr Pro Ala Ala 


Pro Val His Thr 


Asn 


Lys 


65 70 




75 




B0 


Glu Asp Pro Ala Thr Gin 


Thr Asn Leu Gly 


Phe He His Ala 


Phe 


Val 


85 


90 




95 




Ala Ala lie Ser Val lie 


lie Val Ser Glu 


Leu Gly Asp Lys 


Thr 


Phe 


100 


105 


110 






Phe lie Ala Ala lie Met 


Ala Met Arg Tyr 


Asn Arg Leu Thr 


Val 


Leu 


115 


120 


125 






Ala Gly Ala Met Leu Ala 


Leu Gly Leu Met 


Thr Cys Leu Ser 


Val 


Leu 


130 


135 


140 






Phe Gly Tyr Ala Thr Thr 


Val He Pro Arg 


Val Tyr Thr Tyr Tyr 


Val 


145 150 




155 




160 


Ser Thr Val Leu Phe Ala 


He Phe Gly He 


Arg Met Leu Arg Glu Gly 


165 


170 




175 




Leu Lys Met Ser Pro Asp 


Glu Gly Gin Glu 


Glu Leu Glu Glu 


Val 


Gin 


160 


185 


190 






• 

Ala Glu Leu Lys Lys Lys 


Asp Glu Glu Phe 


Gin Arg Thr Lys 


Leu 


Leu 


195 


200 


205 






Asn Gly Pro Gly Asp Val 


Glu Thr Gly Thr 


Ser He Thr Val 


Pro 


Gin 


210 


215 


220 






Lys Lys Trp Leu His Phe 


He Ser Pro He 


Phe Val Gin Ala 


Leu 


Thr 


225 230 




235 




240 


Leu Thr Phe Leu Ala Glu 


Trp Gly Asp Arg 


Ser Gin Leu Thr 


Thr 


He 


245 


250 




255 




Val Leu Ala Ala Arg Glu 


Asp Pro Tyr Gly 


val Ala Val Gly Gly Thr 


260 


265 


270 






Val Gly His Cys Leu Cys 


Thr Gly Leu Ala 


Val He Gly Gly Arg 


Met 


275 


280 


285 






lie Ala Gin Lys lie Ser 


Val Arg Thr Val 


Thr He He Gly Gly 


He 


290 


295 


300 






Val Phe Leu Ala Phe Ala 


Phe Ser Ala Leu 


Phe He Ser Pro 


Asp 


Ser 



305 310 315 320 

Gly Phe 



<210> 3471 
<211> 2335 
<212> DNA 

<213> Homo sapiens 
<400> 3471 

ggccgcgtgg ccctggccga catcgccttc accggcggcg gcaacatcgt ggtggccacg 
60 

gcggacggca gcagcgcgtc gcccgtgcag ttctacaagg tgtgcgtgag cgtggtgagc 
120 

gagaagtgcc gtatcgacac ggagatcctg ccctccctgt tcatgcgctg caccaccgac 
180 
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ctcaaccgca aggacaagtt ccccgccacc acccacctca agttcctggc ccgggacatg 
240 

tcggagcagg tgcttttgtg cgcgtccagc cagaccagca gcatcgtgga gtgctggtcc 
300 

ctgcgcaagg agggactccc cgtgaacaac atcttccagc agatctcccc cgtggttggc 
360 

gacaaacagc ccacaattct caaatggcgg atcctatcgg ccaccaacga cctggaccgt 
420 

gtgtcggccg tggcgctgcc caagctgccc atctcgctca ccaacaccga cctcaaggtg 
480 

gccagcgaca cacagttcta ccctggcctc gggctggccc tggccctcca cgacggcagc 
540 

gtccacatcg tgcaccggct ctcactgcag accatggccg tcttctacag ctccgcggcc 
600 

ccgaggcctg tggatgagcc ggccatgaag cgcccccgca ccgcgggccc cgccgtccac 
660 

ttaaaggcta tgcagctatc gtggacgtca ctggccccgg tggggattga cagccacggg 
720 

aagctgagcg tgctccgcct ctcaccttcc atgggccacc cgctggaggt ggggccggcg 
780 

ctgcggcacc tgctcttcct gctggagtac tgcatggtga ccggctacga ctggtgggac 
840 

atcctgctgc acgtgcagcc cagtatggta cagagcctgg tggagaagct gcacgaggag 
900 

tacacgcgcc agaccgctgc cctgcagcag gtcctctcca cccggatcct ggccatgaag 
960 

gcctcgctct gcaagctgtc gccctgcacg gtgacccgcg tgtgcgacta ccacaccaag 
1020 

ctccccccca tcgccatcag ctccaccctg aagtcgctgc tgcgccccca ctttcccaac 
1080 

acgcctgaca agagccccgg cgaccggctg accgagatcc gcaccaagat caccgacgtc 

1140 

gacattgaca aggtcatgat caacctcaag acggaggaat ttgtgctgga catgaacaca 
1200 

ctgcaggcgc tgcagcagct ctcgcagtgg gtgggcgact tcgtgctgta cctgctggcc 
1260 

agcctaccca accagggttc cctgctgagg ccgggccaca gctttctgcg ggacggcacc 
1320 

tcgctgggca tgcttcggga attgatggtg gtcatccgca tctggggcct tctgaagccc 
1380 

agctgcctgc ccgtgtatac ggccacctcg gatacccagg acagcatgtc cctgctcttc 
1440 

cgcctgctca ccaagctctg gatctgctgt cgcgatgagg gcccagcgag cgagccggac 
1500 

gaggcgctgg tggatgaatg ctgcctgctg cccagccagc tgcttatccc cagcccggac 
1560 

tggctgccag ccagcgacgg cctggctagc cgcctgcagc ccaagcagcc ccttcgtctg 
1620 

cagtttggcc gggcgcccac gctgcctggc agtgctgcca ccctgcagct cgacggcctc 
1680 

gccagggccc caggccagcc caagatcgac cacccgcgga ggctgcacct tggcgcctgc 
1740 

cccacggagg aatgcaaggc ctgcaccagg tgcggccgtg tcaccatgct caagtcgccc 
1800 
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aacagaacca cggcggtgaa gcagtgggag cagcgctgga tcaagaactg cctgtgcggt 
I860 

gggctctggc ggcgggtgcc cctcagctac ccctgagccc agctgcccct cagctactcc 
1920 

tcagctaccc ctcagctgcc cctgagcccg gctgccgcaa gagccaccgc tcgccctgga 
I960 

ctctcctcgg cgcggttaac ctcagcccgc cctgcagggc tgttgaaggc cgtgggccgg 
2040 

acgcctgcgt gaccagcaga gcttctgagg aagcccctgc ccttgtccag ctgggcccgc 
2100 

agtccacaca ccactctccc aggaccccca gatccctgga ccatctgcat ccagaggacc 
2160 

gtccgtgacg gccgggggtc caggcggacc ttgtggtgac ccggctcggg cgtctcctcg 
2220 

gtttccttgc ctcacccgcg gagagcgctg aacctggaca agcagcggct gggaaggaca 
2260 

ggtccaataa acgccctctg cgcccaggaa aaaaaaaaaa aaaaaaaaaa aaaaa 
2335 

<210> 3472 

<211> 631 

<212> PRT 

<213> Homo sapiens 



<400> 3472 



Gly 


Arg 


Val 


Ala 


Leu 


Ala 


Asp 


He 


Ala 


Phe 


Thr 


Gly Gly Gly Asn He 


l 








5 










10 




15 


val 


Val 


Ala 


Thr 


Ala Asp 


Gly Ser Ser 


Ala 


Ser 


Pro val Gin Phe Tyr 








20 










25 






30 


Lys 


Val 


Cys 


val 


Ser 


Val 


Val 


Ser 


Glu 


Lys 


Cys 


Arg He Asp Thr Glu 






35 










40 








45 


lie 


Leu 


Pro 


Ser 


Leu 


Phe 


Met 


Arg 


Cys 


Thr 


Thr 


Asp Leu Asn Arg Lys 




50 










55 










60 


Asp 


Lys 


Phe 


Pro 


Ala 


He 


Thr 


His 


Leu 


Lys 


Phe 


Leu Ala Arg Asp Met 


6S 










70 










75 


80 


Ser 


Glu 


Gin 


Val 


Leu 


Leu 


Cys Ala 


Ser 


Ser 


Gin 


Thr Ser Ser He Val 










85 










90 




95 


Glu 


Cys 


Trp 


Ser 


Leu Arg 


Lys 


Glu 


Gly 


Leu 


Pro 


Val Asn Asn He Phe 








100 










105 






110 


Gin 


Gin 


lie 


Ser 


Pro 


Val 


Val 


Gly Asp 


Lys 


Gin 


Pro Thr He Leu Lys 






115 










120 








125 


Trp 


Arg 


lie 


Leu 


Ser 


Ala 


Thr Asn Asp 


Leu Asp 


Arg Val Ser Ala Val 




130 










135 










140 


Ala 


Leu 


Pro 


Lys 


Leu 


Pro 


He 


Ser 


Leu 


Thr 


Asn 


Thr Asp Leu Lys Val 


145 










150 










155 


160 


Ala 


Ser 


Asp 


Thr 


Gin 


Phe 


Tyr 


Pro Gly 


Leu Gly 


Leu Ala Leu Ala Phe 










165 










170 




175 


His 


Asp 


Gly 


Ser 


Val 


His 


He 


Val 


His 


Arg 


Leu 


Ser Leu Gin Thr Met 








180 










165 






190 


Ala 


Val 


Phe 


Tyr 


Ser 


Ser 


Ala 


Ala 


Pro 


Arg 


Pro 


Val Asp Glu Pro Ala 






195 










200 








205 


Met 


Lys 


Arg 


Pro 


Arg Thr 


Ala 


Gly Pro 


Ala 


Val 


His Leu Lys Ala Met 




210 










215 










220 


Gin 


Leu 


Ser 


Trp 


Thr 


Ser 


Leu 


Ala 


Leu 


Val 


Gly 


He Asp Ser His Gly 
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225 230 



Lys Leu Ser Val 


Leu Arg 


Leu 


Ser 




245 








val Gly Leu Ala 


Leu Arg 


His 


Leu 


260 










Val Thr Gly Tyr 


Asp 


Trp 


Trp 


Asp 


27S 








280 


Met Val Gin Ser 


Leu 


Val 


Glu 


Lys 


290 






295 




Thr Ala Ala Leu 


Gin 


Gin 


Val 


Leu 


305 




310 






Ala Ser Leu Cys 


Lys 


Leu 


Ser 


Pro 


• 


32S 








Tyr His Thr Lys 


Leu 


Phe 


Leu 


He 


340 










Leu Leu Arg Pro 


His 


Phe 


Leu 


Asn 


355 








360 


Arg Leu Thr Glu 


He 


Cys 


Thr 


Lys 


370 






375 




val Met lie Asn 


Leu Lys 


Thr 


Glu 


385 




390 






Leu Gin Ala Leu 


Gin 


Gin 


Leu 


Leu 




405 








Tyr Leu Leu Ala 


Ser 


Leu 


Pro 


Asn 


420 










His Ser Phe Leu 


Arg Asp 


Gly 


Thr 


435 








440 


Met Val Val He 


Arg 


zle 


Trp 


Gly 


450 






455 




Val Tyr Thr Ala 


Thr 


Ser 


Asp 


Thr 


465 




470 






Arg Leu Leu Thr 


Lys 


Leu 


Trp 


He 




485 








Ser Glu Pro Asp 


Glu 


Ala 


Leu 


Val 


500 










Gin Leu Leu He 


Pro 


Ser 


Leu 


Asp 


515 








520 


Val Ser Arg Leu 


Gin 


Pro 


Lys 


Gin 


530 






535 




Ala Pro Thr Leu 


Pro Gly 


Ser 


Ala 


545 




550 






Ala Arg Ala Pro 


Gly Gin 


Pro 


Lys 




565 








Leu Gly Ala Cys 


Pro 


Thr 


Glu 


Glu 


580 










Cys Val Thr Met 


Leu 


Lys 


Ser 


Pro 


595 








600 


Trp Glu Gin Arg 


Trp 


He 


Lys 


Asn 


610 






615 




Arg Val Pro Leu 


Ser 


Tyr 


Pro 




625 




630 







<210> 3473 
<211> 1660 







235 


240 


Pro 


Ser 


Met Gly His Pro 


Leu Glu 




250 




2S5 


Leu 


Phe 


Leu Leu Glu Tyr 


Cys Met 


265 




270 




He 


Leu 


Leu His Val Gin 


Pro Ser 






285 




Leu 


His 


Glu Glu Tyr Thr Arg Gin 






300 




Ser 


Thr 


Arg He Leu Ala 


Met Lys 






315 


320 


Cys 


Thr 


Val Thr Arg Val 


Cys Asp 




330 




335 


Ala 


He 


Ser Ser Thr Leu 


Lys Ser 


345 




350 




Thr 


Pro 


Asp Lys Ser Pro Gly Asp 






365 




He 


Thr 


Asp Val Asp lie 


Asp Lys 






380 




Glu 


Phe 


Val Leu Asp Met 


Asn Thr 






395 


400 


Gin 


Trp 


Val Gly Asp Phe 


Val Leu 




410 




415 


Gin 


Gly 


Ser Leu Leu Arg 


Pro Gly 


425 




430 




Ser 


Leu 


Gly Met Leu Arg 


Glu Leu 






445 




Leu 


Leu 


Lys Pro Ser Cys 


Leu Pro 






460 




Gin 


Asp 


Ser Met Ser Leu 


Leu Phe 






475 


480 


Cys 


Cys 


Arg Asp Glu Gly Pro Ala 




490 




495 


Asp 


Glu 


Cys Cys Leu Leu 


Pro Ser 


505 




510 




Trp 


Leu 


Pro Ala Ser Asp Gly Leu 






525 




Pro 


Leu 


Arg Leu Gin Phe 


Gly Arg 






540 




Ala 


Thr 


Leu Gin Leu Asp Gly Leu 






555 


560 


He 


Asp 


His Leu Arg Arg 


Leu His 




570 




575 


Cys 


Lys 


Ala Cys Thr Arg Cys Gly 


585 




590 




Asn 


Arg 


Thr Thr Ala Val 


Lys Gin 






605 




Cys 


Leu 


Cys Gly Gly Leu Trp Trp 






620 
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<212> DNA 

<213> Homo sapiens 

<400> 3473 

taatgtgccc ccttagaagg acgtgtttct tggtttcaca cgtttgagtc tatgcaccag 
60 

ctggattttc acaaaggggt ctgaaccttg gctgttggcg agggcaaagt gggcgtggcg 
120 

gcgccatgcc cgggccggac tgagtgcgcg cgggcgagaa tggcgtacat ccagttggaa 

ccattaaacg agggttttct ttctagaatc tctggtctgc tgctgtgcag atggacctgc 

cggcactgct gtcagaagtg ctacgagtcc agctgttgcc agtcaagtga ggatgaagtt 
300 

gaaattctgg gacctttccc tgctcagacc cctccctggc tgatggccag ccggagcagt 

360 m mt . 

gacaaggatg gtgactctgt ccacacggcc agcgaagtcc cgctgacccc acggaccaat 

tccccggatg gaagacgctc gtcctcagac acatccaagt ctacatacag cctgacgcgg 

aggatttcga gtcttgagtc aagacgtccc agctctccac tcatcgatat taaacccatc 
540 

gagtttggcg ctctcagcgc caagaaggag cccatccaac cttcggtgct cagacggacc 
600 

tataaccccg acgactattt caggaagttc gaaccccacc tgtactccct cgactccaac 
660 

agcgacgatg tggactctct gacagacgag gagatcctgt ccaagtacca gctgggcatg 

ctgcacttca gcactcagta cgacctgctg cacaaccacc tcaccgtgcg cgtgatcgag 
780 

gccagggacc tgccacctcc catctcccac gatggcccgc gccaggacat ggcgcactcc 
640 

aacccccacg tcaagatctg tctcctgcca gaccagaaga actcaaagca gaccggggtc 
900 

aaacgcaaga cccagaagcc cgtgtttgag gagcgctaca ccttcgagat ccccttcctg 
960 

gaggcccaga ggaggaccct gctcctgacc gtggtggatt ttgataagtt ctcccgccac 
1020 

tgtgtcattg ggaaagtttc tgtgcctttg tgtgaagttg acctggtcaa gggcgggcac 

1080 m „ 

tggtggaagg cgctgattcc cagttctcag aatgaagtgg agctggggga gctgcttctg 

1140 

tcactgaatt atctcccaag tgctggcaga ctgaatgttg atgtcattcg agccaagcaa 
1200 

cttcttcaga cagatgtgag ccaaggttca gacccctttg tgaaaatcca gctggtgcat 
1260 

ggactcaaac ttgtgaaaac caagaagacg tccttcttaa ggggcacaat tgatcctttc 
1320 

tacaangaat ccttcagctt caaagttccc caagaagaac tggaaaatgc cagcctagtg 
1380 

tttacagttt tcggccacaa catgaagagc agcaatgact tcatcgggag gatcgtcatt 

ggccagtact cttcaggccc ctctgagacc aaccactgga ggcgcatgct caacacgcac 
1500 
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cgcacagccg tggagcagtg gcatagcctg aggtcccgag ctgagtgtga ccgcgtgtct 
1560 

cctgcctccc tggaggtgac ctgagggctg cagggaaggc agctttcatt tgtttaaaaa 
1620 

aaaaaagacg gaaaaaaatg tgecacatac tattacatcc 
1660 

<210> 3474 

<211> 474 

<212> PRT 

<213> Homo sapiens 



<400> 3474 



Met Ala Tyr 


He 


Gin 


Leu 


Glu 


Pro 


Leu 


Asn Glu Gly Phe 


Leu Ser Arg 


1 




5 










10 








15 


lie Ser Gly 


Leu 


Leu 


Leu Cys 


Arg 


Trp 


Thr Cys Arg 


His 


Cys 


Cys Gin 




20 










25 








30 




Lys Cys Tyr 


Glu 


Ser 


Ser 


Cys 


Cys 


Gin 


Ser Ser Glu Asp 


Glu 


Val Glu 


35 










40 








45 






lie Leu Gly 


Pro 


Phe 


Pro 


Ala 


Gin 


rp> V* v 

Tnr 


Pro Pro 


Trp 


Leu 


Met 


Ala Ser 


50 








55 








60 








Arg Ser Ser 


Asp 


Lys 


Asp 


Gly 


Asp 


Ser 


Val His 


Thr 


Ala 


Ser 


Glu Val 


65 






70 








75 








80 


Pro Leu -Thr 


Pro 


Arg 


Thr 


Asn 


Ser 


Pro 


Asp Gly Arg Arg 


Ser 


Ser Ser 






65 










90 








95 


Asp Thr Ser 


Lys 


Ser 


Thr 


Tyr 


Ser 


Leu 


Thr Arg 


Arg 


He 


Ser 


Ser Leu 




100 










10s 








110 




Glu Ser Arg 


Arg 


Pro 


Ser 


Ser 


Pro 


Leu 


He Asp 


He 


Lys 


Pro 


He Glu 


115 










120 








125 






Phe Gly Val 


Leu 


Ser 


Ala 


Lys 


Lys 


Glu 


Pro He 


Gin 


Pro 


Ser 


Val Leu 


130 








135 








140 








Arg Arg Thr 


Tyr 


Asn 


Pro Asp 


Asp 


Tyr 


Phe Arg Lys 


Phe 


Glu 


Pro His 


145 






150 








155 








160 


Leu Tyr Ser 


Leu 


Asp 


Ser 


Asn 


Ser 


Asp 


Asp Val 


Asp 


Ser 


Leu 


Thr Asp 






165 










170 








175 


Glu Glu lie 


Leu 


Ser 


Lys 


Tyr 


Gin 


Leu 


Gly Met 


Leu 


His 


Phe 


Ser Thr 




180 










185 








190 




Gin Tyr Asp 


Leu 


Leu 


His 


Asn 


His 


Leu 


Thr Val Arg Val 


He 


Glu Ala 


195 










200 








205 






Arg Asp Leu 


Pro 


Pro 


Pro 


He 


Ser 


His 


Asp Gly Ser Arg 


Gin Asp Met 


210 








215 








220 








Ala His Ser 


Asn 


Pro 


Tyr 


Val 


Lys 


He 


Cys Leu 


Leu 


Pro 


Asp 


Gin Lys 


225 






230 








235 








240 


Asn Ser Lys 


Gin 


Thr 


Gly Val 


Lys 


Arg 


Lys Thr 


Gin 


Lys 


Pro 


Val Phe 






245 










250 








255 


Glu Glu Arg 


Tyr 


Thr 


Phe 


Glu 


He 


Pro 


Phe Leu 


Glu 


Ala 


Gin Arg Arg 




260 










265 








270 




Thr Leu Leu 


Leu 


Thr 


val 


Val 


Asp 


Phe 


Asp Lys 


Phe 


Ser 


Arg 


His Cys 


275 










280 








285 






Val lie Gly 


Lys 


Val 


Ser 


Val 


Pro 


Leu 


Cys Glu 


Val 


Asp 


Leu 


Val Lys 


290 








295 








300 








Gly Gly His 


Trp 


Trp 


Lys 


Ala 


Leu 


He 


Pro Ser 


Ser 


Gin 


Asn 


Glu Val 


305 






310 








315 








320 


Glu Leu Gly 


Glu 


Leu 


Leu 


Leu 


Ser 


Leu 


Asn Tyr 


Leu 


Pro 


Ser Ala Gly 
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325 










i ft 








j j p 




Arg 


Leu 


Asn 


Val 


Asp 


Val 


He 


Arg 


Ala 


Lys 


Gin Leu 


Leu 


Gin 


Thr 


Asp 






340 








t A C 








350 






Val 


Ser 


Gin 


Gly 


Ser 


Asp 


rro 








lie Gin 

AAV w A** 


Leu 


Val 


His 


Gly 






355 








360 








ICC 
J03 








Leu 


Lys 

370 


Leu 


val 


Lys 


Thr 


Lys 
375 


Lys 


Thr 


Ser 


Phe Leu 
380 


Arg 


Gly 


Thr 


lie 


Asp 


Pro 


Phe 


Tyr 


Asn 


Glu 


Ser 


Phe 


Ser 


Phe 


Lys Val 


Pro 


Gin 


Glu 


Glu 


385 








390 










395 








400 


Leu 


Glu 


Asn 


Ala 


Ser 

405 


Leu 


Val 


Phe 


Thr 


Val 
410 


Phe Gly 


His 


Asn 


Met 
415 


Lys 


Ser 


Ser 


Asn 


Asp 
420 


Phe 


He 


Gly 


Arg 


He 
425 


Val 


He Gly 


Gin 


Tyr 
430 


Ser 


Ser 


Gly 


Pro 


Ser 


Glu 


Thr 


Asn 


His 


Trp 


Arg 


Arg 


Met Leu 


Asn 


Thr 


His 


Arg 




435 










440 








445 








Thr 


Ala 
450 


Val 


Glu 


Gin 


Trp 


His 
455 


Ser 


Leu 


Arg 


Ser Arg 
460 


Ala 


Glu 


Cys 


Asp 


Arg 


Val 


Ser 


Pro 


Ala 


Ser 


Leu 


Glu 


Val 


Thr 












465 










470 





















<210> 3475 
<211> 514 
<212> DNA 

<213> Homo sapiens 
<400> 3475 

acgcgtctgg agggctggtt cttctgcacg cccgcccgca agctgctctg gctggtgctg 
60 

cagcccttct tctactcact acggccgctc tgcgtccacc ccaaggccgt gacccgcatg 
120 

gaggtgctca acacgctggt gcagccggcg gccgacctgg ccatctttgc cctttggggg 
180 

ctcaagcccg tggtctacct gctggccagc tccttcctgg gcctgggcct gcaccccatc 
240 

tcgggccact tcgcggccga gcactacatg ttcctcaagg gccacgagac ctactcctac 
300 

tatgggcccc tcaactggat caccttcaat gcgggctacc acgtggagca ccacgacttc 
360 

cccagcatcc cgggctacaa cctgccgctg gtgcggaaga tcgcgcccga gtactacgac 
420 

cacctgccgc agcaccactc ctgggcgaag gtgctctggg attttgtgtt tgaggactcc 
480 

ctggggccct atgccagggt gaagcgggtg taca 
514 

<210> 3476 
<211> 171 
<212> PRT 

<213> Homo sapiens 
<400> 3476 

Thr Arg Leu Glu Gly Trp Phe Phe Cys Thr Pro Ala Arg Lys Leu Leu 

15 10 15 

Trp Leu Val Leu Gin Pro Phe Phe Tyr Ser Leu Arg Pro Leu Cys Val 
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20 

His Pro Lys Ala 
35 

Leu Ala Ala Asp 
50 

Val Tyr Leu Leu 
65 

Ser Gly His Phe 

Thr Tyr Ser Tyr 
100 

Tyr His Val Glu 
115 

Pro Leu Val Arg 
130 

His His Ser Trp 
145 

Leu Gly Pro Tyr 



Val Thr Arg Met 

40 

Leu Ala lie Phe 
55 

Ala Ser Ser Phe 
70 

Val Ala Glu His 
85 

Tyr Gly Pro Leu 

His His Asp Phe 
120 

Lys lie Ala Pro 
135 

Val Lys Val Leu 
150 

Ala Arg val Lys 
165 



1 c 




Glu Val Leu 


Asn 

Aw * * 




Glv 




60 


Leu Gly Leu 


Gly 


75 




Tyr Met Phe 


Leu 


90 




Asn Trp lie 


Thr 


105 




Pro Ser lie 


Pro 


Glu Tyr Tyr 


Asp 




140 


Trp Asp Phe 


val 


155 




Arg Val Tyr 




170 





30 

Thr Leu Val Gin 
45 

Leu Lys Pro Val 

Leu His Pro lie 
60 

Lys Gly His Glu 
95 

Phe Asn Val Gly 
110 

Gly Tyr Asn Leu 
125 

His Leu Pro Gin 

Phe Glu Asp Ser 
160 



<210> 3477 

<211> 356 

c212> DNA 

<2l3> Homo sapiens 



<400> 3477 
gcgcgcctcg 
60 

ttgacctcct 
120 

gtggcctttg 
180 

gtaggcgttt 
240 

tttgtctccc 
300 

tgagaatacc 
356 



gctgcctgcc 
gcatcgaccc 
actttgctgc 
ttcttgtgct 
gataatgtaa 
ggtagtggat 



cggcggtctc 
ttccatggga 
ccgagagatg 
tagacgttct 
ttgttaaatg 
gatttttcct 



cgggtcctcg 
cttaatgaag 
gctccaaata 
aacaacagat 
tctcctccac 
agaaggcatc 



tccagaccgg 
agcagaaaga 
tggcagagtg 
gtctcaggca 
ttaccaactc 
ctgatcatct 



ccaccggagc 
atttcaaaaa 
ggaccagaag 
gacccttatc 
ttaccgcaag 
tgtaca 



<210> 3478 

<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 3478 

Met lie Arg Met Pro Ser Arg Lys 

1 5 
Leu Ala Val Arg Val Gly Lys Trp 
20 

Ser Gly Asp Lys Asp Lys Gly Leu 

35 40 
Ser Lys His Lys Lys Asn Ala Tyr 

50 55 
Trp Ser His Leu Ser Gly Ser Lys 



Asn His Pro Leu Pro Val Phe Ser 

10 15 
Arg Arg His Leu Thr He Thr Leu 
25 30 
Pro Glu Thr Ser Val Val Arg Thr 

45 

Leu Leu Val Pro Leu Cys His He 
60 

Val Lys Gly His Phe Leu Lys Phe 
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65 70 
Phe Leu Leu Phe lie Lys Ser His 

B5 

Ala Pro Val Ala Gly Leu Asp Glu 
100 

Ala Glu Ala Arg 
115 



75 80 
Gly Arg Val Asp Ala Gly Gly Gin 

90 95 
Asp Pro Glu Thr Ala Gly Gin Ala 
105 110 



<210> 3479 

<211> 797 

<212> DNA 

<213> Homo sapiens 



<400> 3479 

nctttccaac ccagcctgaa ggggaaagcc acctcggagg acaccctcaa tccaaggaga 
60 

taccccggct ctgacaggat catgctgcag aagtggcaga aaagggacat cagcaatttt 
120 

gagcatctca tgtacctcaa caccgcggct gggagaacct gcaatgacta catgcagtac 
180 

ccagtgttcc cctgggtcct cgcagactac acctcagaga cattgaactt ggcaaatccg 
240 

aagattttcc gggatctttc aaagcccatg ggggctcaga ccaaggaaag gaagctgaaa 
300 

tttatccaga ggtttaaaga agttgagaaa actgaaggag acatgactgc ccagtgccac 
360 

tactacaccc actactcctc ggccatcatc gtggcctcct acctggtccg gatgccaccc 
420 

ttcacccagg ccttctgcgc tctgcaggtg agctgctgcc actctctgta cacacacaca 
480 

cacacacaca cacacacaca cgcctgtatc acaagactaa gacctgtgct tgaacaaaga 
540 

caggatgcct ctgctaaaaa cttagtcatt agccagtgat tcccagttga cattggcccc 
600 

aggactctgg ctcaccagcc aaggcaggct gttctccctc agttacacct gcacatctgc 
660 

ccaacaaagt cttgcaaaat gattctaaaa aataagaaat gagacatgaa aaaaatgatt 
720 

taacacaaat aagattcagt ggaaaaagaa aaagcaggaa acttggagac tagaaaggca 
7B0 

ggcggccaag gattaga 
797 

<210> 3480 
<211> 192 
<212> PRT 

<213> Homo sapiens 
c400> 3460 

Xaa Phe Gin Pro Ser Leu Lys Gly Lys Ala Thr Ser Glu Asp Thr Leu 

15 10 15 

Asn Leu Arg Arg Tyr Pro Gly Ser Asp Arg He Met Leu Gin Lys Trp 

20 25 30 

Gin Lys Arg Asp He Ser Asn Phe Glu Tyr Leu Met Tyr Leu Asn Thr 
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35 40 45 



Ala 


Ala 


Gly Arg Thr Cys 


Asn Asp Tyr Met 


Gin 


Tyr Pro 


Val 


Phe 


Pro 




50 




55 




60 








Trp 


Val 


Leu Ala Asp Tyr 


Thr Ser Glu Thr 


Leu 


Asn Leu 


Ala 


Asn 


Pro 


65 




70 




75 








80 


Lys 


He 


Phe Arg Asp Leu 


Ser Lys Pro Met Gly 


Ala Gin 


Thr 


Lys 


Glu 






85 


90 








95 




Arg 


Lys 


Leu Lys Phe He 


Gin Arg Phe Lys Glu 


Val Glu 


Lys 


Thr 


Glu 






100 


105 






110 






Gly 


Asp 


Met Thr Ala Gin 


Cys His Tyr Tyr 


Thr 


His Tyr Ser 


Ser 


Ala 






115 


120 




125 








lie 


He 


Val Ala Ser Tyr 


Leu Val Arg Met 


Pro 


Pro Phe 


Thr 


Gin 


Ala 




130 




135 




140 








Phe 


Cys 


Ala Leu Gin Val 


Ser Cys Cys His 


Ser 


Leu Tyr 


Thr 


His 


Thr 


145 




150 




155 








160 


His 


Thr 


His Thr His Thr 


Tyr Ala Cys He 


Thr 


Arg Leu Arg 


Pro 


Val 






165 


170 








175 




Leu 


Glu 


Gin Arg Gin Asp 


Ala Ser Ala Lys 


Asn 


Leu Val 


He 


Ser 


Gin 






160 


185 






190 







<210> 3481 

<211> 1794 

<212> DNA 

<213> Homo sapiens 

<400> 348X 

nncaacgtgg tcaccacctc acgaactata 
60 

aaaagcccag cacttcccag agccagggac 
120 

atgaggtcct gaccagaggg tcttctgcca 
180 

gcagaccctg cggtgctggg agccaccatg 
240 

ttcaccctct tcaagaagga gtacggctgt 
300 

tgcctaagct tcagtgcagc agtgcctcgg 
360 

caatgccatg aggtcctgac cagagggtct 
420 

cagaactata agaagcgtgt ggcagccttg 
480 

agccagggac tgacacgaca agaccagatg 
540 

gagaacaagc ccaagttagt cccctcacag 
600 

aaggatgaac gtcagggttc catcccttcc 
660 

ttgcagggca gagttctacc ttctcaaacc 
720 

caggacccaa gcccagcaga cacaggatct 
780 

cgatgaaagc tggaaaggag gaggcccagc 
840 



agaagcgtgt ggcagccttg gaagccacgc 
tgacacaaca gaaagtctgc aagcaatgcc 
atgcctccaa gtggtcacca cctcagctct 
gagagtaggt gctacggctg cgctgtcaag 
aagaattgtg gcaggngctt ctgttcaggc 
actgggaaca cccaacagaa agtctgcaag 
tctgccaatg cctccaagtg gtcaccacct 
gaagccaagc aaaagcccag cacttcccag 
attgctgagc gcctagcacg actccgccag 
gcagagatag aggcacggct ggctgcccta 
acccaggaaa tggaggcacg acttgcagcg 
ccccagcccg gcacatcaca caccggacac 
gctaacgcag ctggcagctg aggtggctat 
tgcctctctc cagaatgatc tcaaccaggg 
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tggcccaggg agcactaatt ccaagaggca ggccacttgg ttcttggaga aggagaagag 
900 

cagactgctg gctgaggcag cacttgagtt gcgggaggag aacacgaggc aggaacggat 
960 

tctggccccg gccaagcgac tagccatgct gcggggacag gaccccgaga gagtgaccct 
1020 

ccaggactat cgcctcccag acagtgatga cgacgaggat gaggagacag ccatccaaag 
1080 

agtcctgcag cagctcactg aagaagcttc cctggatgag gcaagtggct ttaacatccc 
1140 

tgcagagcag gcttctcgac cctggacgca accccgcggg gcagagcctg aggcccagga 
1200 

tgtggacccc aggcctgagg ctgaggaaga ggagctcccc tggtgctgca tctgcaatga 
1260 

ggatgccacc ctacgctgcg ctggctgcga tggggacctc ctctgtgccc gctgcttccg 
1320 

agagggccat gatgcctttg agcttaaaga gcaccagaca tctgcctact ctcctccacg 
1380 

tgcaggccaa gagcactgaa gacaccctgg tcctcccgga agggcagtcc cacaggcagc 
1440 

ggcacccatt tctgggcccc gccacaggac gtccgatggg agagcttgtc tggctctact 
1500 

gatgatggat aggccccttc ctgagccttg gtgtccccgg aatgaggaaa gattctccat 
1S60 

tcgagagaat gactgggagg gaagaagtcg gggccctcct attagaagcc cagactggaa 
1620 

gtgagaggca tgatggggag agaccagact gaatctacgg gtgagccctg taacctggct 
1680 

ctagggcaca ggcccctccc ctggcactta gtgggtctaa taaagtatgt tgattcattg 
1740 

ggaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
1794 

c210> 3482 
<211> 206 
<212> PRT 

<213> Homo sapiens 



<400> 3482 



Met Pro 


Pro 


Ser 


Gly 


His 


His 


Leu 


Ser 


Ser 


Ala 


Asp 


Pro 


Ala 


Val 


Leu 


1 






5 










10 










15 




Gly Ala 


Thr 


Met 


Glu 


Ser 


Arg 


Cys 


Tyr 


Gly 


Cys 


Ala 


Val 


Lys 


Phe 


Thr 




20 










25 










30 






Leu Phe 


Lys 


Lys 


Glu 


Tyr 


Gly 


Cys 


Lys 


Asn 


Cys 


Gly 


Arg 


Xaa 


Phe 


Cys 




35 










40 










45 








Ser Gly 


Cys 


Leu 


Ser 


Phe 


Ser 


Ala 


Ala 


Val 


Pro Arg 


Thr 


Gly 


Asn 


Thr 


50 








55 










60 










Gin Gin 


Lys 


Val 


Cys 


Lys 


Gin 


Cys 


His 


Glu 


Val 


Leu 


Thr 


Arg 


Gly 


Ser 


65 








70 










75 










60 


Ser Ala 


Asn 


Ala 


Ser 


Lys 


Trp 


Ser 


Pro 


Pro 


Gin 


Asn 


Tyr 


Lys 


Lys 


Arg 








85 










90 










95 




Val Ala 


Ala 


Leu 


Glu 


Ala 


Lys 


Gin 


Lys 


Pro 


Ser 


Thr 


Ser 


Gin 


Ser 


Gin 






100 










105 










110 






Gly Leu 


Thr 


Arg 


Gin 


Asp 


Gin 


Met 


lie 


Ala 


Glu 


Arg 


Leu 


Ala 


Arg 


Leu 
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115 

Arg Gin Glu Asn Lys 
130 

Ala Arg Leu Ala Ala 
145 

Thr Gin Glu Met Glu 

165 

Pro Ser Gin Thr Pro 
180 

Pro Ser Pro Ala Asp 
195 



120 

Pro Lys Leu Val Pro Ser 
135 

Leu Lys Asp Glu Arg Gin 
150 155 
Ala Arg Leu Ala Ala Leu 

170 

Gin Pro Gly Thr Ser His 
185 

Thr Gly Ser Ala Asn Ala 
200 



125 

Gin Ala Glu lie Glu 
140 

Gly Ser lie Pro Ser 

160 

Gin Gly Arg Val Leu 
175 

Thr Gly His Gin Asp 
190 

Ala Gly Ser 
205 



<210> 3483 

<211> 477 

<212> DNA 

<213> Homo sapiens 



<400> 3483 

ncggccgcgg cgcggaacgg cgcctcccgc cccaccatgg gcaacagcgc gagccgcaac 
60 

gacttcgagt gggtctacac cgaccagccg cacacgcagc ggcgcaagga gatactggcc 
120 

aagtacccgg ccatcaaggc cctgatgcgg ccagacccgc gcctcaagtg ggcggggctg 
160 

gtgctggtgc tggtgcagat gctggcctgc tggctggtgc gcgggctggc ctggcgctgg 
240 

ctgctgttct gggcctacgc ctttggtggc tgcgtgaacc actcgctgac gctggccatc 
300 

cacgacatct cgcacaacgc ggccttcggc acgggccgtg cggcacgcaa ccgctggctg 
360 

gccgtgttcg ccaacctgcc cgtgggtgtg ccctacgccg cctccttcaa gaagtaccac 
420 

gtggaccacc accgctacct gggcggcgac ggactggacg tggacgtgcc cacgcgt 
477 

<210> 3484 
<211> 147 
<212> PRT 

<213> Homo sapiens 



<400> 3484 



Met Gly 


Asn 


Ser 


Ala 


Ser 


Arg 


Asn 


Asp 


Phe 


Glu 


Trp Val Tyr Thr Asp 


1 








5 










10 




15 


Gin 


Pro 


His 


Thr 


Gin 


Arg 


Arg 


Lys 


Glu 


He 


Leu 


Ala Lys Tyr Pro Ala 








20 










25 






30 


He 


Lys 


Ala 


Leu 


Met 


Arg 


Pro 


Asp 


Pro 


Arg 


Leu 


Lys Trp Ala Gly Leu 






35 










40 








45 


val 


Leu 


Val 


Leu 


Val 


Gin 


Met 


Leu 


Ala 


Cys 


Trp Leu Val Arg Gly Leu 




50 










55 










60 


Ala 


Trp 


Arg 


Trp 


Leu 


Leu 


Phe 


Trp 


Ala 


Tyr 


Ala 


Phe Gly Gly Cys Val 


65 










70 










75 


80 


Asn 


His 


Ser 


Leu 


Thr 


Leu 


Ala 


He 


His 


Asp 


lie 


Ser His Asn Ala Ala 










85 










90 




95 


Phe 


Gly 


Thr 


Gly 


Arg 


Ala 


Ala 


Arg 


Asn 


Arg 


Trp 


Leu Ala Val Phe Ala 
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100 105 110 

Asn Leu Pro Val Gly Val Pro Tyr Ala Ala Ser Phe Lys Lys Tyr His 

115 120 125 

Val Asp His His Arg Tyr Leu Gly Gly Asp Gly Leu Asp Val Asp Val 

130 135 140 

Pro Thr Arg 
145 

<210> 3465 
<211> 812 
<212> DKA 

<213> Homo sapiens 
c400> 3485 

tatttattta tagtcacaaa aactgttcag gaagaaatgt tatgaaaaga acatttttac 
60 

tgcatgctta aaacatttaa ttttctatta tacagttaaa catttgcttg aattcagtga 
120 

gtctaaaaaa tcttattgtt ctcaggttag cagttagttg agcagagtcc attggtgaag 
180 

caatctagtt attggcaaat tctaacacat ggtaaggtgt gggggaaagg atttaaaata 
240 

acagaaaaat gtaagtacaa acatacataa cagcaaaaca aaactcactt taacaaaaat 
300 

ttactcaaaa tgttaccccc atatttcctc aatgaccaac ttgtttcagt tttatctccc 
360 

cctcatccgg ttattttatg tctttttggg aggaagggag atgagggttt ttgtttttta 
420 

acaaaatcac tggcttttta aaaagtgtta ctgcagtcat ttataagatg catgttatgt 
480 

ggaagtgata cctgagttgt ttgcacgggc aatggaagag gcagcagctc tgaaaggagt 
540 

atgagtccag aaaaaaatcc ttcaggaacc ctcaagattg aagaaagaac ttctcttaac 
600 

attaaagacc aagtattacc ggccagagtc ccttctgaga ttgtgagttc ttcattaact 
660 

ccttgtgtaa aagtcagtaa aatatcaacg atatcattct gaattttctg ttcatcacta 
720 

tccaaacgac ctgagagggg gatagagcac aggagcatat gtaaagtaac aagcgctgaa 
780 

ggaacacgca tgtccttaaa ctcaaaggat cc 
612 

<210> 3486 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 3466 

Met Arg Val Pro Ser Ala Leu Val Thr Leu His Met Leu Leu Cys Ser 

15 10 15 

lie Pro Leu Ser Gly Arg Leu Asp Ser Asp Glu Gin Lys He Gin Asn 

20 25 30 

Asp He He Asp He Leu Leu Thr Phe Thr Gin Gly Val Asn Glu Lys 
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35 

Leu Thr He Ser Glu 
50 

Leu Lys Glu Val Leu 
65 

Ser Gly Leu He Leu 

85 

Gin Thr Thr Gin Val 
100 

Cys Ser Asn Thr Phe 
115 



40 

Glu Thr Leu Ala Asn Asn 
55 

Ser Ser He Leu Lys Val 
70 75 
Leu Ser Glu Leu Leu Pro 

90 

Ser Leu Pro His Asn Met 
105 



45 

Thr Trp Ser Leu Met 
60 

Pro Glu Gly Phe Phe 

60 

Leu Pro Leu Pro Met 
95 

His Leu He Asn Asp 
110 



<210> 3487 

<211> 772 

<212> DNA 

<213> Homo sapiens 



<400> 3487 
nnattgtatc 
60 

ccaagcaacc 
120 

cctgtctgat 
180 

taaattcgct 
240 

aaggccacct 
300 

tggccaggcg 
360 

tcacgaggtc 
420 

agctccttga 
480 

actgactata 
540 

tactacatcc 
600 

aacagacctt 
660 

tgttaatcat 
720 

cagacacaaa 
772 



aaaatcctag 
catcacacaa 
aaaaatagaa 
tttcagtgaa 
ctgaaataat 
tggtcgtcac 
aagaaatcga 
caccttttaa 
acatcactca 
caggcagtgt 
atcaccaact 
gaaacatttt 
taatctgcat 



atttgaataa 
agaggggaaa 
gcctgaaagt 
atatcctcaa 
tagaggataa 
gcgtgtaatc 
gaccagcctg 
tccagtcact 
tctgcacaac 
tctaggcact 
ctactatagt 
gatttttcaa 
ttcccccaat 



cttattattt 
gggtaatatt 
tcaaatttcc 
tagcaatttt 
atgtcaatgg 
ccagcacttt 
gctaacacag 
gaaattagca 
ctattaatca 

ggggagtcgg 

tataaacata 
aaattttaac 
cccgctgctc 



taaataatca 
ctgagttata 
cctggattta 
accaaagagg 
cacgatatta 
gggaggccga 
tgaaaccccg 
tctgcaccta 
gcaaatactt 
cagcgaacaa 
ccaatagttt 
tacagtcaac 
ttagagaagc 



gtaactaaaa 
aattttttac 
aatttaaaga 
ccttcttctg 
agatattact 
ggcaggtgga 
tctcattctg 
gaaagaaaaa 
accgaatacc 
aacctgtctt 
aacacttagt 
cttaatttca 
tt 



<210> 3488 

<211> 59 

<212> PRT 

<213> Homo sapiens 



<400> 3488 

Asp He Thr Trp Pro Gly Val Val Val Thr Arg Val He Pro Ala Leu 

15 10 15 

Trp Glu Ala Glu Ala Gly Gly Ser Arg Gly Gin Glu lie Glu Thr Ser 
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20 

Leu Ala Asn Thr Val Lys Pro Arg 

35 40 
Phe Asn Pro Val Thr Glu He 5er 
50 55 



25 30 
Leu lie Leu Ser Phe Leu Thr Pro 

45 

He Cys Thr 



<210> 3469 

<211> 288 

<212> DNA 

<213> Homo sapiens 



<400> 3489 
tagctaacac 
60 

agggagacca 
120 

gcccagggtg 
160 

gtgccacatt 

240 

ctgtaatccc 
288 



tccactatgg 
ggtctggccc 
ccccatgagg 
cacagtcact 
agcactttgg 



gagcccatct 
ccaactctaa 
cctggtggtt 
gggaaagcta 
agagccccaa 



cctcccaggg 
ggctcatctt 
ggaggcagag 
cggggatggg 
gacgacggat 



ccagggagac 
agaggcgaga 
ggtatccctt 
ccgggcgcgg 
cacgagtc 



cagggagacc 
ttcaggccca 
gcccaaattc 
tggctcacac 



<210> 3490 
<211> 90 
<212> PRT 

<213> Homo sapiens 
<400> 3490 

Met Gly Ala His Leu Leu Pro Gly Pro Gly Arg Pro Gly Arg Pro Gly 

15 10 15 

Arg Pro Gly Leu Ala Pro Asn Ser Lys Ala His Leu Arg Gly Glu He 

20 25 30 

Gin Ala Gin Pro Arg Val Pro His Glu Ala Trp Trp Leu Glu Ala Glu 

35 40 45 

Gly He Pro Cys Pro Asn Ser Cys His He His Ser His Trp Glu Ser 

50 55 60 

Tyr Gly Asp Gly Pro Gly Ala Val Ala His Thr Cys Asn Pro Ser Thr 
65 70 75 80 

Leu Glu Ser Pro Lys Thr Thr Asp His Glu 

85 90 

<210> 3491 

<211> 568 

<212> DNA 

<213> Homo sapiens 



<400> 3491 
gggaaccgac 
60 

gacaaggaca 
120 

aatgggaacc 
160 



gtccctctgt 
gcacccgctt 
ctcggtacac 



ggtgaaattc 
ttgggactgg 
gagggtcact 



caccccttca 
gagaaagggg 
gccatggagc 



cgccgtgcat 
agaagctgga 
atctgaatgg 



cgccgtagcc 
ttatttccac 
ccaggactgc 



2654 



V 



WO 00/58473 PCT/US00/08621 



tcgcttctgc tgacggccac agacgatggt gccatcaggg tctggaagaa ttttgctgat 



240 



ttggaaaaga acccagagat ggtgaccgcg tggcaggggc tctcggacat gctgccaacg 



300 



acgcgaggag ctgggatggt ggtggactgg gagcaggaga ccggcctcct catgagctca 



360 



ggagacgtgc ggatcgtccg gatctgggac acagaccgtg agatgaaggt gcaggacatc 



420 

cctacgggcg cagacagctg tgtgacgagt ctgtcctgtg attcccaccg ctcactcatc 
480 

gtggctggcc tcggtgacgg ctccatccgc gtctacgaca gaaggacggc actcagcgaa 
540 

tgccgcgtca tgacgtaccg ggagcaca 
568 

<210> 3492 

<211> 189 

<212> PRT 

<213> Homo sapiens 

<400> 3492 

Gly Asn Arg Arg Pro Ser Val Val Lys Phe His Pro Phe Thr Pro Cys 

1 5 10 « 

lie Ala Val Ala Asp Lys Asp Ser lie Cys Phe Trp Asp Trp Glu Lys 

20 25 30 

Gly Glu Lys Leu Asp Tyr Phe His Asn Gly Asn Pro Arg Tyr Thr Arg 

35 40 *5 

Val Thr Ala Met Glu Tyr Leu Asn Gly Gin Asp Cys Ser Leu Leu Leu 

SO 55 60 

Thr Ala Thr Asp Asp Gly Ala lie Arg Val Trp Lys Asn Phe Ala Asp 
65 70 75 80 

Leu Glu Lys Asn Pro Glu Met Val Thr Ala Trp Gin Gly Leu Ser Asp 

85 90 95 

Met Leu Pro Thr Thr Arg Gly Ala Gly Met Val Val Asp Trp Glu Gin 

100 105 HO 

Glu Thr Gly Leu Leu Met Ser Ser Gly Asp Val Arg He Val Arg He 

115 120 125 

Trp Asp Thr Asp Arg Glu Met Lys Val Gin Asp He Pro Thr Gly Ala 

130 135 140 

Asp Ser Cys Val Thr Ser Leu Ser Cys Asp Ser His Arg Ser Leu He 
145 ISO 155 160 

Val Ala Gly Leu Gly Asp Gly Ser He Arg Val Tyr Asp Arg Arg Met 

165 170 175 

Ala Leu Ser Glu Cys Arg Val Met Thr Tyr Arg Glu His 
180 185 

<210> 3493 

<211> 2244 

<212> DNA 

c2l3> Homo sapiens 

<400> 3493 

ngggggggac atccatgcag cgatcaggat gaaagaggtg attcaggaca accaagtaat 
60 
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aaggaactgt ttggagatga 
120 

aatcaccctg aaagatcaga 
180 

aatgacccct cagatgtaga 
240 

gaaggtcata gatcggatgg 
300 

cattcagacg atgaaaaatg 
360 

atacaaaatt ctgatgatga 
420 

cctgacgatg atgagaaaat 
480 

gatgagagac aacagctatc 
540 

gcttctgata atgatgacga 
600 

gatgaagaga aaatgcaaaa 
660 

aggcactcag atgatgaaga 
720 

agtgaagatg aagttttacg 
780 

gatagtgaca ctgaggtgcc 
840 

gatgatatct cttcagggag 
900 

gatgaaaatg gattgcctca 
960 

gaagtagaaa cacccaaagt 
1020 

cecaactttc tcagtgtaga 
10B0 

gaagacgaag aaatgctgga 
X140 

accataagat ggaggatacg 
1200 

cggatagtca agtggccaga 
1260 

gtgcacaaag ccccactgca 
1320 

ctacagggac aagcagtctt 
1380 

gccacacata gaaagatgac 
1440 

agaatctcgc caatggctgg 
1500 

gaagaagaac gtttgagggc 
1560 

aaacagcacc agcgggggct 
1620 

gaggaaggcg aggagtccat 
1680 



cagtgaggac gagggagctt 
caatagatca gaagcttctg 
tcagcacagt ggatcagaag 
agggagccat catccagaag 
gggcagagaa gataaaagtg 
ggagagggca caaggatctg 
gcagaacaca gatgatgagg 
tgaggaggaa aaggctaatt 
gaaacagaat tctgatgatg 
ttctgatgat gaaaggccac 
ggaacaggat cataaatcag 
aacgaaacgc aagaatgcga 
aaaagataat agtggaacca 
tgatggagaa gacaaaccac 
ggatcaacag gaagaggagc 
aaacactgat tcaggaaacg 
gcccagacct tttgatcctc 
cgaagaaggt agaaccaggt 
ccgagatgaa gaaggaaacg 
tggaagcatg tccctgcatt 
gggcgaccac aatcatcttt 
taaagcgaaa ctcaccttca 
tctgtcactt gcagataggt 
tcgcgatcct gaatgccaac 
ttccatacgt agggaatccc 
gagcgccagt tacccggaac 
cagcttggct gccactaaaa 



cacatcatag tggcagtgat 
agcgttctga ccatgaggac 
cccctaatga tgatgaagac 
cagaaggctc tgaaaaagca 
accagtcaga tgatgaaaag 
atgaagataa gctgcagaat 
agaggcctca gctttccgat 
ctgatgatga acggccggta 
aagaacaacc acagctgtct 
aggccccaga tgaagaacac 
aatccgcaag aggcagtgat 
ctgcatctga ttcagaagcg 
tggatctatt tggaggtgca 
ctactccagg acagcctgtt 
caattcctga gaccagaata 
acttatattt tgttaaactg 
agtattatga agacgaattt 
taaaattaaa ggtagaaaat 
aaattaaaga aagcaatgct 
taggcaatga agtgtttgat 
ttataagaca aggtactggt 
gacctcactc tacggacagt 
gttcaaagac acagaagatt 
gcacagaaac gattaagaaa 
agcagcgccg aatgagagag 
ctgatcgata cgatgaggag 
accgatataa agggggcatt 
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cgagaggaac gagccagaat ctattcatca gacagtgatg agggatcaga agaagacaaa 
1740 

gctcaaagat tactcaaagc aaagaaactt accagtgatg aggaaggcga accttccgga 
1800 

aagagaaaag cagaagatga cgataaagca aacaaaaagc ataagaagta tgtgatcagc 
I860 

gatgaagagg aagaagatga tgattgaagt acgaaatatg aaaacatttt atatatttta 
1920 

ttgtacagtt ataaatatgt aaacatgagt tattttgatt gaaatgaatc gatttgcttt 
1980 

tgtgtaattt taattgtaat aaaacaattt aaaagcaagt ctctatgttt aagaaatcta 
2040 

cttttccggc caggcgcggt ggctcatgcc tgtaatccca gcacttcggg aggccgaggc 
2100 

aggtggatca caaggtcgtg gtggcgggtg cctgtagccg cagctactcg ggaggctgag 
2160 

gcgggggaat tggttgaacc caggaggcag aggttgcagt tagccgagac cgcgccactg 
2220 

cactccagcc tggcgacaga gcta 
2244 

<210> 3494 

<211> 628 

<212> PRT 

<213> Homo sapiens 



<400> 3494 



Xaa 


Gly 


Gly 


Tyr 


Pro 


Cys 


Ser 


Asp 


Gin 


Asp 


Glu 


Arg Gly Asp Ser Gly 


1 








5 










10 




15 


Gin 


Pro 


Ser 


Asn 


Lys 


Glu 


Leu 


Phe 


Gly 


Asp Asp 


Ser Glu Asp Glu Gly 








20 










25 






30 


Ala 


Ser 


His 


His 


Ser 


Gly 


Ser 


Asp 


Asn 


His 


Ser 


Glu Arg Ser Asp Asn 






35 










40 








45 


Arg 


Ser 


Glu 


Ala 


Ser 


Glu 


Arg 


Ser 


Asp 


His 


Glu 


Asp Asn Asp Pro Ser 




50 










55 










60 


Asp 


Val 


Asp 


Gin 


His 


Ser 


Gly 


Ser 


Glu 


Ala 


Pro 


Asn Asp Asp Glu Asp 


65 










70 










75 


80 


Glu 


Gly 


His 


Arg 


Ser 


Asp 


Gly 


Gly 


Ser 


His 


His 


Ser Glu Ala Glu Gly 










85 










90 




95 


Ser 


Glu 


Lys 


Ala 


His 


Ser 


Asp 


Asp 


Glu 


Lys 


Trp 


Gly Arg Glu Asp Lys 








100 










105 






110 


Ser 


Asp 


Gin 


Ser 


Asp 


Asp 


Glu 


Lys 


He 


Gin 


Asn 


Ser Asp Asp Glu Glu 






115 










120 








125 


Arg 


Ala 


Gin 


Gly 


Ser 


Asp 


Glu 


Asp 


Lys 


Leu 


Gin 


Asn Ser Asp Asp Asp 




130 










135 










140 


Glu 


Lys 


Met 


Gin 


Asn 


Thr 


Asp 


Asp 


Glu 


Glu 


Arg 


Pro Gin Leu Ser Asp 


14 S 










150 










155 


160 


Asp 


Glu 


Arg 


Gin 


Gin 


Leu 


Ser 


Glu 


Glu 


Glu 


Lys 


Ala Asn Ser Asp Asp 










165 










170 




175 


Glu 


Arg 


Pro 


Val 


Ala 


Ser 


Asp 


Asn 


Asp 


Asp 


Glu 


Lys Gin Asn Ser Asp 








1B0 










185 






190 


Asp 


Glu 


Glu 


Gin 


Pro 


Gin 


Leu 


Ser 


Asp 


Glu 


Glu 


Lys Met Gin Asn Ser 






195 










200 








205 


Asp 


Asp 


Glu 


Arg 


Pro 


Gin 


Ala 


Pro 


Asp 


Glu 


Glu 


His Arg His Ser Asp 



2657 



WO 00/58473 



PCT/US00/08621 



210 

Asp Glu Glu Glu 
225 

Ser Glu Asp Glu 

Asp Ser Glu Ala 
260 

Thr Met Asp Leu 
275 

Gly Glu Asp Lys 
290 

Leu Pro Gin Asp 
305 

Glu Val Glu lie 

Phe Val Lys Leu 
340 

Pro Gin Tyr Tyr 
355 

Glu Gly Arg Thr 
370 

Arg lie Arg Arg 
365 

Arg He Val Lys 

Glu Val Phe Asp 
420 

Leu Phe He Arg 
435 

Ala Lys Leu Thr 
450 

Lys Met Thr Leu 
465 

Arg He Leu Pro 

Met He Lys Lys 
500 

Ser Gin Gin Arg 
515 

Ala Ser Tyr Leu 
530 

Glu Ser He Ser 
545 

Arg Glu Glu Arg 

Glu Glu Asp Lys 
580 

Asp Glu Glu Gly 
59S 

Lys Ala Asn Lys 
610 

Glu Asp Asp Asp 
625 





215 




Gin Asp His 


Lys 




230 




Val 


Leu Arg 


Met 


245 






Asp 


Ser Asp 


Thr 


Phe Gly Gly 


Ala 






2S0 


Pro 


Pro Thr 


Pro 




295 




Gin 


Gin Glu 


Glu 




310 




Pro 


Lys Val 


Asn 


325 






Pro 


Asn Phe 


Leu 


Glu Asp Glu 


Phe 






360 


Arg 


Leu Lys 


Leu 




375 




Asp 


Glu Glu 


Glv 




390 




Trp 


Ser Asp 


Gly 


405 






Val 


Tyr Lys 


Ala 


Gin 


Gly Thr 


Gly 






440 


Phe 


Arg Pro 


His 




455 




Ser 


Leu Ala 


ASD 




470 




Met 


Ala Gly 


Arg 


485 






Glu 


Glu Glu 


Arg 


Arg 


Met Arg 


Glu 






520 


Glu 


Pro Asp 


Arg 




535 




Leu 


Ala Ala 


He 




550 




Ala 


Arg He 


Tyr 


565 






Ala Gin Arg 


Leu 


Glu 


Pro Ser 


Gly 






600 


Lys 


His Lys 


Lys 




615 





220 



Ser 


Glu 


Ser 


Ala 






235 




Lys 


Arg 


Lys 


Asn 




250 






Glu 


Val 


Pro 


Lys 


265 








Asp 


Asp 


He 


Ser 


Gly 


Gin 


Pro 


Val 








300 


Glu 


Pro 


He 


Pro 






315 




Thr 


Asp Leu Gly 




330 






Ser 


Val 


Glu 


Pro 


345 








Glu 


Asp Glu Glu 


Lys 


Val 


Glu 


Asn 








380 


Asn 


Glu 


He 


Lys 






395 




Ser 


Met 


Ser 


Leu 




410 






Pro 


Leu Gin Gly 


425 








Leu 


Gin Gly Gin 


Ser 


Thr 


Asp 


Ser 








460 


Arg 


Cys 


Ser 


Lys 






475 




Asp 


Pro 


Glu 


Cys 




490 






Leu 


Arg Ala Ser 


505 








Lys 


Gin 


His 


Gin 


Tyr 


Asp 


Glu 


Glu 








540 


Lys 


Asn 


Arg 


Tyr 






555 




Ser 


Ser 


Asp 


Ser 




570 






Leu 


Lys 


Ala 


Lys 


585 








Lys 


Arg 


Lys 


Ala 


Tyr 


Val 


He 


Ser 








620 



Arg Gly Ser Asp 
240 

Ala He Ala Ser 
255 

Asp Asn Ser Gly 
270 

Ser Gly Ser Asp 
285 

Asp Glu Asn Gly 

Glu Thr Arg He 
320 

Asn Asp Leu Tyr 
335 

Arg Pro Phe Asp 
350 

Met Leu Asp Glu 
365 

Thr He Arg Trp 

Glu Ser Asn Ala 
400 

His Leu Gly Asn 
415 

Asp His Asn His 
430 

Ala Val Phe Lys 
445 

Ala Thr His Arg 

Thr Gin Lys He 
480 

Gin Arg Thr Glu 
495 

He Arg Arg Glu 
510 

Arg Gly Leu Ser 
525 

Glu Glu Gly Glu 

Lys Gly Gly He 
560 

Asp Glu Gly Ser 
575 

Lys Leu Thr Ser 
590 

Glu Asp Asp Asp 
605 

Asp Glu Glu Glu 
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<210> 3495 

<2U> 1085 

<212> DNA 

<213> Homo sapiens 

<400> 3495 

cgggggccag ggtgccggca ggggcgtccg gggcgctctg accggcctcg cccgcccccc 
60 

cgcagacaca agatggtgaa ggagacccag tactatgaca ccctgggcgt gaagcccagc 
120 

gcgcccccgg aggagatcaa gaaggcctat cggaagctgg cgctcaagta ccacccggac 
160 

aagaacccgg atgagggcga gaagtttaaa ctcatatccc aggcatatga agtgctttca 
240 

gatccaaaga aaagggatgt tcatgaccaa ggcggagagc aggcaattaa agaaggaggc 
300 

tcaggcagcc ccagcttctc ttcacccatg gacatctttg acatgttctt tggtggtggt 
360 

ggacggatgg ctagagagag aagaggcaag aatgttgtac accagttatc tgtaactctt 
420 

gaagatctat ataatggagt cacgaagaaa ttggccctcc agaaaaatgt aatttgtgag 
480 

aaatgtgaag gtgttggtgg gaagaaggga tcggtggaga agtgcccgct gtgcaagggg 
540 

cgggggatgc agatccacat ccagcagatc gggccgggca cggtacagca gatccagacc 
600 

gtgtgcatcg agtgcaaggg ccagggtgag cgcatcaacc ccaaggaccg ctgcgagagc 
660 

tgcagcgggg ccaaggtgat ccgtgagaag aagattatcg aggtacatgt tgaaaaaggt 
720 

atgaaagatg ggcaaaagat actacttcat ggagaaggag atcaggagcc tgagctggag 
780 

cctggtgatg tcataattgt gcttgatcag aaggatcata gtgtctttca gagacgaggc 
840 

catgacttga tcatgaaaat gaaaattcag ccttctgaag ctctttgtgg cttcaagaag 
900 

acgacaaaaa cattggacaa tcgaattctt gctaccacat ccaaagcagg tgaggcgaca 
960 

aagcacgggg acctgagatg cgtgcgcgat gaaggaatgc ccatctacaa agcacccctg 
1020 

gaaaaaggga ctctgatcat acagtcttta gtaatctttc ctganaaaca ctggctttct 

1080 

ctgga 

1085 

<210> 3496 
<211> 337 
<212> PRT 

<213> Homo sapiens 
<400> 3496 

Met val Lys Glu Thr Gin Tyr Tyr Asp lie Leu Gly Val Lys Pro Ser 

15 10 15 

Ala Ser Pro Glu Glu He Lys Lys Ala Tyr Arg Lys Leu Ala Leu Lys 
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20 

Tyr His Pro Asp 
35 

Ser Gin Ala Tyr 
50 

Asp Gin Gly Gly 
65 

Ser Phe Ser Ser 

Gly Arg Met Ala 
100 

Ser Val Thr Leu 
115 

Leu Gin Lys Asn 
130 

Lys Gly Ser Val 
145 

He His He Gin 

Val Cys He Glu 
180 

Arg Cys Glu Ser 
195 

He Glu *Val His 
210 

Phe His Gly Glu 
225 

He He Val Leu 



His Asp 

Gly Phe 

Thr Ser 
290 
Arg Asp 
305 

Leu He 
Leu 



Leu He 
260 
Lys Lys 
275 

Lys Ala 
Glu Gly 
He Gin 



Lys Asn 

Glu Val 

Glu Gin 

70 
Pro Met 
85 

Arg Glu 

Glu Asp 

Val He 

Glu Lys 
150 
Gin He 
165 

Cys Lys 

Cys Ser 

Val Glu 

Gly Asp 
230 
Asp Gin 
245 

Met Lys 

Thr He 

Gly Glu 

Met Pro 
310 
Phe Leu 
325 



25 

Pro Asp Glu 
40 

Leu Ser Asp 
55 

Ala He Lys 

Asp He Phe 

Arg Arg Gly 
105 

Leu Tyr Asn 

120 
Cys Glu Lys 
135 

Cys Pro Leu 

Gly Pro Gly 

Gly Gin Gly 
185 

Gly Ala Lys 

200 
Lys Gly Met 
215 

Gin Glu Pro 

Lys Asp His 

Met Lys He 
265 

Lys Thr Leu 

280 
Val He Lys 
295 

He Tyr Lys 
Val He Phe 



Gly Glu 

Pro Lys 

Glu Gly 
75 

Asp Met 
90 

Lys Asn 

Gly val 

Cys Glu 

Cys Lys 
155 
Met Val 
170 

Glu Arg 

Val He 

Lys Asp 

Glu Leu 
235 
Ser Val 
250 

Gin Leu 

Asp Asn 

His Gly 

Ala Pro 
315 
Pro Xaa 
330 



Lys Phe 

45 
Lys Arg 
60 

Gly Ser 

Phe Phe 

Val Val 

Thr Lys 
125 
Gly Val 
14 0 

Gly Arg 

Gin Gin 

He Asn 

Arg Glu 
205 
Gly Gin 
220 

Glu Pro 

Phe Gin 

Ser Glu 

Arg He 
285 
Asp Leu 
300 

Leu Glu 
Lys His 



30 

Lys Leu He 

Asp Val Tyr 

Gly Ser Pro 
60 

Gly Gly Gly 
95 

His Gin Leu 
110 

Lys Leu Ala 

Gly Gly Lys 

Gly Met Gin 
160 

He Gin Thr 

175 
Pro Lys Asp 
190 

Lys Lys He 

Lys He Leu 

Gly Asp Val 
240 

Arg Arg Gly 

255 
Ala Leu Cys 
270 

Leu Val He 

Arg Cys Val 

Lys Gly He 
320 

Trp Leu Ser 
335 



<210> 3497 

<211> 1638 

<212> DNA 

<213> Homo sapiens 



<40P> 3497 
nnaagctaaa 
60 

gtggcaactt 
120 

tttttagtat 
180 



aataaatttt 
tgttgctata 
atccttctaa 



caaaccttat 
attttatgca 
aaagttttcc 



catatttact 
gcagataaag 
tgagaatttt 



ttaccaacaa 
gtagacgttc 
tagtttggcc 



tcttgattac 
ctccccaaag 
tctcaagttt 
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ccttatttta cctttcccta aattacctcc ctccttcctt agtgaaacga gccttccttc 
240 

agcatacgca acttatccct attgcttttt tcatacccaa ttctttgttt tatctctttc 
300 

agccaactgg gtcctgaagt agctgaaatg cgaaaaaggc agcagtccca aaatgaagga 
360 

acacctgctg tgtctcaagc tcctggaaac cagaggccca acaacacctg ttgcttttgt 
420 

tggtgctgtt gttgcagctg ctcctgcctc actgtgagga atgaagaaag aggggaaaat 
480 

gcgggaagac ccacacacac tacaaaaatg gagagcatcc aggtcctaga ggaatgccaa 
540 

aaccccactg cagaggaagt cttgtcccgg tctcaaaatt ttgacaagat gatgaaggcc 
600 

ccagcaggaa gaaacctttt cagagagttc ctccgaacag aatacagtga agagaaccta 
660 

cttttctggc ttgcttgtga agacttaaag aaggagcaga acaaaaaagt aattgaagaa 
720 

aaggctagga tgatatatga agattacatt tctatactat caccaaaaga ggtcagtctt 
780 

gattctcgag ttagagaggt gatcaataga aatctgttgg atcccaatcc tcacatgtat 
640aacttcagat atatacttta atgcacagag attcttttcc aaggtttttg 900 
aactctcaaa tttataagtc atttgttgaa agtactgctg gctcttcttc tgaatcttaa 
960 

tgttcattta aaaacaatca ttttggaggg ctgagacggg aaataaaagt agttaaataa 
1020 

catcagaaac tgagttcctg gagaactaca gtttagcatt cctcaggcta ctgtgaaaac 

ioeo 

acaaccgcta tggtctttgt ctccattttt atcaaggcct tccatggtta agtttggaga 
1140 

aaataccaca caaaacaatg aattgccaaa ttgtttgttt tatccaagac tcattctact 
1200 

tgcaagcaaa gtgtatttgt agtcctatga acagtctccc cgtgtatctc cagagactgc 
1260 

atgtgcaaag taaaacgcct catttgccac atagttgttg taatatttaa tccagtagca 
1320 

taacttatat ctgtatttaa ggacttttgt gcaatatggt cttaagaaat aattgccaaa 
1380 

aaaatcggcc atggtttgca ttttttaaca taatctaaga cagaaaaaaa gcaattttta 
1440 

ctatgtaaca atggtattca acattctata tactgtgttt agtacactaa ttttgaagcc 
1500 

aatatttctg tacatgaaaa agagctattt atctctgttt gctggaaaat cctaatgggg 
1560 

attcctctgg ttgttcactg ccaaaactgt ggcattttca ttacaggaga gtttactatg 
1620 

ctaaaagcaa aaaacaaa 
1638 

<210> 3498 
<211> 210 
<212> PRT 

<213> Homo sapiens 
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<400> 3498 












Met 


Arg 


Lys 


Aro 


Gin Gin Ser Gin Asn Glu Gly 


Thr Pro Ala Val 


Ser 


X 








5 


10 


15 




Gin 


Ala 


Pro 


Glv 


Asn Gin Arg Pro Asn Asn Thr 


Cys Cys Phe Cys 


Trp 








20 




25 


30 




Cys 

* 


Cys 


Cys 


Pvs 


Ser Cys Ser Cys 


Leu Thr Val 


Arg Asn Glu Glu Arg 






35 




40 




45 




Gly 


Glu 


Asn 


Ala 


Gly Arq Pro Thr 


His Thr Thr 


Lys Met Glu Ser 


He 




50 






55 




60 




Gin 


Val 


Leu 


Glu 


Glu Cys Gin Asn 


Pro Thr Ala 


Glu Glu Val Leu 


Ser 


65 








70 


75 




80 


Trp 


Ser 


Gin 


hen 

nan 


Phe Asp Lys Met 


Met Lys Ala 


Pro Ala Gly Arg Asn 










85 


90 


9S 




Leu 


Phe 


Arct 


Glu 


Phe Leu Arg Thr 


Glu Tyr Ser 


Glu Glu Asn Leu 


Leu 








1 UO 




105 


110 




Phe 


Trp 


Leu 


Ala 


Cys Glu Asp Leu 


Lys Lys Glu 


Gin Asn Lys Lys 


Val 






115 




120 




12 5 




lie 


Glu 


Glu 


Lys 


Ala Arg Met lie 


Tyr Glu Asp 


Tyr He Ser He 


Leu 




130 






135 




140 




Ser 


Pro 


Lys 


Glu 


Val Ser Leu Asp 


Ser Arg Val 


Arg Glu Val He 


Asn 


145 








ISO 


155 




160 


Arg 


Asn 


Leu 


Leu 


Asp Pro Asn Pro 


His Met Tyr 


Glu Asp Ala Gin 


Leu 










165 


170 


175 




Gin 


lie 


Tyr 


Thr 


Leu Met His Arg 


Asp Ser Phe 


Pro Arg Phe Leu 


Asn 








180 




185 


190 




Ser 


Gin 


lie 


Tyr 


Lys Ser Phe Val 


Glu Ser Thr 


Ala Gly Ser Ser 


Ser 






195 




200 




205 




Glu 


Ser 
















210 















<210> 3499 

<211> 732 

<212> DNA 

<213> Homo sapiens 



<400> 3499 
ntatggagca 
60 

gtcctgattc 
120 

tgccacgggc 
180 

aacagactcn 
240 

tctggaaagc 
300 

tggaggtacc 
360 

tgggcctgta 
420 

gctcctcagt 
480 

ccaggccaga 
540 



atccggtngt 
gtcctcacag 
ggcgccccag 
aacctcagga 
cctttcaaga 
ggggtcacag 
tttttcatgt 
cccctcccac 
ggcaaaggca 



gtcctgagcc 
ccctgacctg 
cctggcacag 
tngttctatt 
tagtgatgtt 
cagcgcaagc 
tgtccttcag 
tcctgctgtt 
aggagcaggc 



ttggctgctc 
gcagaagctt 
aggtattgtg 
ttcgcccaga 
gatgtggggg 
acegggaage 
ccctcccggc 
ccccctggac 
agtacgccag 



actcctccgg 
cactcctgcc 
attcccanaa 
agcaataatt 
cacggcggtc 
agggagcccc 
atggtccgga 
atggggcaca 
caagagtccc 



tcctggcgct 
cccagccccc 
tggecaagne 
tttttttcct 
geegggtaca 
tggtcctgac 
ggegaeggea 
cgactcagga 
tgtccacggg 
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agcccatctt cctgccgggc cctccgtccc gccggccgct cctcccgcgc cgcccccaga 
600 

gcatctcccg ccggccaagc ctcctcccgg ccanggtccg gggcgatgca cagactcggt 
660 

gaaggaaaca gagcagggga aaaggtcttc cggaggacgg cagcgcagaa gaggagggtg 
720 

gggggcggta eg 
732 

<210> 3500 
<211> 168 
<212> PRT 

c213> Homo sapiens 
<400> 3500 

Phe Phe Phe Pro Ser Gly Lys Pro Phe Gin Asp Ser Asp Val Asp Val 

15 10 15 

Gly Ala Arg Arg Ser Pro Gly Thr Trp Arg Tyr Arg Gly His Ser Ser 

20 25 3° 

Ala Ser Thr Gly Lys Gin Gly Ala Pro Gly Pro Asp Trp Ala Cys lie 

35 ' 40 45 

Phe His Val Val Leu Gin Pro Ser Arg His Gly Pro Glu Ala Thr Ala 

50 . 55 60 

Ala Pro Gin Ser Pro Pro Thr Pro Ala Val Pro Pro Gly His Gly Ala 
65 70 75 80 

His Asp Ser Gly Pro Gly Gin Arg Gin Arg Gin Gly Ala Gly Ser Thr 

BS 90 95 

Pro Ala Arg Val Pro Val His Gly Ser Pro Ser Ser Cys Arg Ala Leu 

100 105 HO 

Arg Pro Ala Gly Arg Ser Ser Arg Ala Ala Pro Arg Ala Ser Pro Ala 

115 120 125 

Gly Gin Ala Ser Ser Arg Pro Xaa Ser Gly Ala Met His Arg Leu Gly 

130 135 I 40 

Glu Gly Asn Arg Ala Gly Glu Lys Val Phe Arg Arg Thr Ala Val Gin 
145 " 150 155 160 

Lys Arg Arg Val Gly Gly Gly Thr 

165 

<210> 3501 
<211> 691 
<212> DNA 

<213> Homo sapiens 
<400> 3501 

nnagtagcaa ccgccggaac ggegaaagea acaacaatca aagaagcett agegagatgg 
60 

gaagagaaaa ctggccagag gecatctgaa gecaaagaga taaaacttta tgeccagatt 
120 

ccccctatag agaagatgga tgcatccttg cccatgcttg etaattgega gaagctttca 
180 

ctgtctacaa actgcaccga aaaaattgee aacctgaacg gcttaaaaaa cttgaggata 
240 

ttatctttag gaagaaacaa cataaagaac ttaaatggac tggaggcagt aggggacaca 
300 
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ttagaagaac tgtggatctc ctacaatttt attgagaagt tgaaagggat ccacataatg 
360 

aagaaattga agattctcta catgtccaat aacctggtaa aagactgggc tgagtttgtg 
420 

aagccggcag aactgccatg cctcgaagac ctggtgtttg taggcaatcc cttggaagag 
480 

aaacattctg ctgagaataa ctggattgaa gaagcaacca agagagtgcc caaactgaaa 
540 

aagctggatg gtactccagt aattaaaggg gatgaggaag aagacaacta atgccacgct 
600 

ttccactgtg tgttaactta tttaaatgtc ataagaacaa tagataaatt ttatataatt 
660 

gtctatttta aaaaaaaaaa aaaaaaaaaa a 
691 



<210> 3502 




















<211> 196 




















<212> PRT 




















<213> Homo sapiens 
















<400> 3502 




















Xaa Val 


Ala 


Thr 


Ala 


Gly Met Ala 


Lys 


Ala 


Thr Thr 


He 


Lys Glu Ala 


1 






5 








10 






IS 


Leu Ala 


Arg 


Trp 


Glu 


Glu 


Lys Thr Gly Gin 


Arg Pro 


Ser 


Glu Ala Lys 






20 








25 








30 


Glu He 


Lys 


Leu 


Tyr 


Ala 


Gin He 


Pro 


Pro 


He Glu 


Lys 


Met Asp Ala 




35 








40 








45 




Ser Leu 


Ser 


Met 


Leu 


Ala 


Asn Cys 


Glu 


Lys 


Leu Ser 


Leu 


Ser Thr Asn 


50 










55 






60 






Cys He 


Glu 


Lys 


He 


Ala Asn Leu Asn Gly 


Leu Lys Asn Leu Arg He 


65 








70 








75 




80 


Leu Ser 


Leu 


Gly 


Arg 


Asn 


Asn He 


Lys 


Asn 


Leu Asn Gly Leu Glu Ala 








85 








90 






95 


Val Gly 


Asp 


Thr 


Leu 


Glu 


Glu Leu 


Trp 


He 


Ser Tyr 


Asn 


Phe He Glu 






100 








105 








110 


Lys Leu 


Lys 


Gly 


He 


His 


He Met 


Lys 


Lys 


Leu Lys 


lie 


Leu Tyr Met 




115 








120 








125 




Ser Asn 


Asn 


Leu 


Val 


Lys 


Asp Trp 


Ala 


Glu 


Phe Val 


Lys 


Leu Ala Glu 


130 










135 






140 






Leu Pro 


Cys 


Leu 


Glu 


Asp 


Leu Val 


Phe 


Val 


Gly Asn 


Pro 


Leu Glu Glu 


145 








150 








155 




160 


Lys His 


Ser 


Ala 


Glu 


Asn 


Asn Trp 


He 


Glu 


Glu Ala 


Thr 


Lys Arg Val 








165 








170 






175 


Pro Lys 


Leu 


Lys 


Lys 


Leu Asp Gly Thr 


Pro 


Val He 


Lys 


Gly Asp Glu 






1B0 








185 








190 


Glu Glu 


Asp 


Asn 




















195 





















<210> 3503 

<211> 857 

<212> DNA 

<213> Homo sapiens 

c400> 3503 
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gcggcgccca ggtggagcgc gtcgggcccc tggatccggg gaaacggcca aggttgcggg 
60 

agtctcttca ctctcgtctc aaagccattt tgtgccgctg ccgctgcctc tacggccata 
120 

aatgcccaga gattagcgga gaagctccga gcccagaaac gggaacaaga cacaaagaag 

ieo 

gagccggtgt ccacaaacgc tgttcagcgg agagtgcaag aaatagtgcg gttcacacgg 
240 

cagctgcagc gagtccaccc caacgtgctt gctaaggcac tgacccgagg aattctccac 
300 

caggacaaga accttgtggt catcaataag ccctacggtc tccctgtgca tggtggccct 
360 

ggggtccagc tctgcatcac tgatgtacta cctatcctgg caaagatgct tcatggccac 
420 

aaggcagagc ccttgcatct gtgccaccgg ctggacaagg aaaccacagg tgtaatggtg 
480 

ttggctcggg acaaggacat ggcacatcaa gtccaagagt tgtttagaac ccgtcaggtg 
540 

gtgaagaagt actgggccat cactgtgcat gtccccatgc cctcagcagg agtcgtggac 
600 

atccccatcg tggagaagga ggggcaaggc cagcagcaac accccagaat gacattgtcc 
660 

ccgagctccc gcatggacga tgggaaaatg gtgaaagtgc ggcgcagccg gaacgcgcaa 
720 

gttgctgtaa ctcagtacca ggtgctcagc agcactctct cctccgccct cgtggagctc 
780 

cagcccatca ctggaataaa acatcagctt cgagtccact tgtcttttgg attggattgt 
840 

ccaatccctg gtgatca 
B57 

<210> 3504 

<211> 285 

<212> PRT 

<213> Homo sapiens 



<400> 3504 



Ala 


Ala 


Pro 


Arg 


Trp 


Ser Ala Ser Gly Pro 


Trp He Arg 


Gly 


Asn 


Gly 


1 








5 


10 






15 




Gin 


Gly 


Cys 


Gly 


Ser 


Leu Phe Thr Leu Val 


Ser Lys Pro 


Phe 


Cys 


Ala 








20 




25 




30 






Ala 


Ala 


Ala 


Ala 


Ser 


Thr Ala He Asn Ala 


Gin Arg Leu 


Ala 


Glu 


Lys 






35 






40 


45 








Leu 


Arg 


Ala 


Gin 


Lys 


Arg Glu Gin Asp Thr 


Lys Lys Glu 


Pro 


Val 


Ser 




50 








55 


60 








Thr 


Asn 


Ala 


Val 


Gin 


Arg Arg Val Gin Glu 


He Val Arg 


Phe 


Thr 


Arg 


65 










70 


75 






80 


Gin 


Leu 


Gin 


Arg 


Val 


His Pro Asn Val Leu 


Ala Lys Ala 


Leu 


Thr 


Arg 










85 


90 






95 




Gly 


lie 


Leu 


His 


Gin Asp Lys Asn Leu Val 


Val He Asn 


Lys 


Pro 


Tyr 








100 




105 




110 






Gly 


Leu 


Pro 


Val 


His Gly Gly Pro Gly Val 


Gin Leu Cys 


He 


Thr 


Asp 






115 






120 


125 








Val 


Leu 


Pro 


He 


Leu 


Ala Lys Met Leu His 


Gly His Lys 


Ala 


Glu 


Pro 
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130 




13S 








140 






Leu His 


Leu Cys His Arg 


Leu 


Asp 


Lys 


Glu 


Thr Thr Gly Val Met 


Val 


145 


150 










155 




160 


Leu Ala 


Trp Asp Lys Asp 


Met 


Ala 


His 


Gin 


Val Gin Glu Leu 


Phe 


Arg 




165 








170 




175 




Thr Arg 


Gin Val Val Lys 


Lys 


Tyr 


Trp 


Ala 


He Thr Val His 


Val 


Pro 


180 






185 




190 






Met Pro 


Ser Ala Gly Val 


Val 


Asp 


He 


Pro 


He val Glu Lys 


Glu 


Gly 




195 




200 






205 






Gin Gly 


Gin Gin Gin His 


Pro 


Arg 


Met 


Thr 


Leu Ser Pro Ser 


Ser 


Arg 


210 




215 








220 






Met Asp 


Asp Gly Lys Met 


Val 


Lys 


val 


Arg 


Arg Ser Arg Asn 


Ala 


Gin 


225 


230 










235 




240 


Val Ala 


Val Thr Gin Tyr 


Gin 


Val 


Leu 


Ser 


Ser Thr Leu Ser 


Ser 


Ala 




245 








250 




255 




Leu Val 


Glu Leu Gin Pro 


He 


Thr 


Gly 


He 


Lys His Gin Leu Arg 


val 




260 






265 




270 






His Leu 


Ser Phe Gly Leu 


Asp 


cys 


Pro 


lie 


Leu Gly Asp 








275 




280 






28S 







<210> 3505 
<211> 1612 
<212> DNA 

<213> Homo sapiens 
<400> 350S 

gtgcacgagc tgcatctcag cgccctgcag aaggcccagg tggccctcat gacactgacg 
60 

ctcttcccgg tccggctcct ggttgccgct gccatgatgc tgctggcctg gcccctcgca 
120 

cttgtcgcat ccctgggctc tgcggagaag gaacccgagc agcccccggc cctgtggagg 
180 

aaggtcgtgg acctcctgct gaaggccatc atgcgcacca tgtggttcgc cggcggcttc 
240 

caccgggtgg ccgtgaaggg gcggcaggcg ctgcccaccg aggcggccat cctcacgctc 
300 

gcgcctcact cgtcctactt cgacgccatc cctgtgacca tgacgatgtc ctccatcgtg 
360 

atgaagacag agagcagaga catcccgatc tggggaactc tgatccagta tacacggcct 
420 

gtgttcgtgt cccggtcaga ccaggattct cgcaggaaaa cagtagaaga aatcaagaga 
480 

cgggcgcagt ccaacggaaa gtggccacag ataatgattt ttccagaagg aacttgtaca 
540 

aacaggacct gcctaattac cttcaaacct ggcgcattca tccctggagc gcccgtccac 
600 

cctggggttt tacgatatcc aaataaactg gacaccatca cacggacgtg gcaaggacct 
660 

ggagcgctgg aaatcctgtg gctcacgctg tgtcagtttc acaaccaagt ggaaatcgag 

720 

ttccttcctg tgtacagccc ttctgaggag gagaagagga accccgcgct gtatgccagc 
780 

aacgcgcggc gagtcatggc cgaggccccg ggtgtctccg tgactgacta cacgttcgag 
640 
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gactgccagc tggccctggc ggaaggacag 
900 

gaaettgcca ggctcgtgcg gggcctcggg 
960 

gacagatact cagaaagagc caggatgaag 
1020 

gccgcctccc tggaagtccc cgcttctgac 
1080 

gagagcggca gcggcgaggt ggacctgcga 
1140 

tggccggccc ggaccctgga caccatccag 
1200 

gacggcagcg tcggcgaagg tgacctgtcc 
1260 

gagctcactg tgaccgacct attccgagcc 
1320 

ttcgctgact tccacaggtt tgcagaaatg 
1380 

ccggatcaga cacatttcga aagccgtgca 
1440 

ttctgtgccg atttcagccc ggaaaactca 
1500 

ctggattagg acccagggtt gcggagagac 
1560 ' 

tgagcctctt tgcgagtgac ctctgggctc 
1612 



ctccgtctcc ccgctgacac ttgcctttta 
ccaaaaccag aaaagcttga aaaagatccg 
ggaggagaga agataggtat tgcggagttt 
ttgctggaag acatgttttc actgttcgac 
gagtgtgtgg ttgccctgtc tgtcgtctgc 
ctggccctca agatgtacgg agcgcaagag 
tgcatcctca agacggccct gggggtggca 
attgaccaag aggagaaggg gaagatcaca 
taccctgcct tcgcagagga atacctgtac 
gagacctcac ctgcgccaat cccaaacggc 
gacgctgggc ggaagcctgt tcgcaagaag 
gcggcccccc ccgcgtggac atcaccgcca 
cgctcctcac tcctgctgta ca 



<210> 3506 

<211> 502 

<212> PRT 

<213> Homo sapiens 



<400> 3506 
























val 


His Glu 


Leu 


His 


Leu 


Ser Ala 


Leu 


Glr. 


Lys 


Ala Gin 


Val 


Ala 


Leu 


1 






5 








10 




« 




15 




Met 


Thr Leu 


.Thr 


Leu 


Phe 


Pro Val 


Arg 


Leu 


Leu 


val Ala 


Ala 


Ala 


Met 






20 








25 








30 






Met 


Leu Leu 


Ala 


Trp 


Pro 


Leu Ala 


Leu 


Val Ala Ser Leu Gly Ser Ala 




35 








40 








45 








Glu Lys Glu 


Pro 


Glu 


Gin 


Pro Pro 


Ala 


Leu 


Trp 


Arg Lys 


Val 


Val 


Asp 




SO 








55 








60 








Phe 


Leu Leu 


Lys 


Ala 


He 


Met Arg 


Thr 


Met 


Trp 


Phe Ala Gly Gly 


Phe 


65 








70 








75 








80 


His 


Arg Val 


Ala 


Val 


Lys 


Gly Arg 


Gin 


Ala 


Leu 


Pro Thr 


Glu 


Ala 


Ala 






65 








90 








95 




lie 


Leu Thr 


Leu 


Ala 


Pro 


His Ser 


Ser 


Tyr 


Phe Asp Ala 


He 


Pro 


Val 






100 








105 








110 






Thr 


Met Thr 


Met 


Ser 


Ser 


lie val 


Met 


Lys 


Thr 


Glu Ser 


Arg 


Asp 


He 




115 








120 








125 








Pro 


lie Trp Gly Thr 


Leu 


He Gin 


Tyr 


He 


Arg 


Pro Val 


Phe 


Val 


Ser 




130 








135 








140 








Arg 


Ser Asp Gin Asp 


Ser 


Arg Arg 


Lys 


Thr 


Val 


Glu Glu 


He 


Lys Arg 


145 








150 








155 








160 


Arg 


Ala Gin 


Ser 


Asn 


Gly Lys Trp 


Pro 


Gin 


He 


Met He 


Phe 


Pro 


Glu 
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165 W> 175 

Gly Thr Cys Thr Asn Arg Thr Cys Leu lie Thr Phe Lys Pro Gly Ala 

180 185 190 

Phe lie Pro Gly Ala Pro Val His Pro Gly val Leu Arg Tyr Pro Asn 

195 200 205 

Lys Leu Asp Thr lie Thr Trp Thr Trp Gin Gly Pro Gly Ala Leu Glu 

210 215 220 

He Leu Trp Leu Thr Leu Cys Gin Phe His Asn Gin Val Glu lie Glu 
225 230 235 240 

Phe Leu Pro Val Tyr Ser Pro Ser Glu Glu Glu Lys Arg Asn Pro Ala 

245 250 255 

Leu Tyr Ala Ser Asn Val Arg Arg Val Met Ala Glu Ala Leu Gly Val 

260 265 270 

Ser val Thr Asp Tyr Thr Phe Glu Asp Cys Gin Leu Ala Leu Ala Glu 

275 2B0 285 

Gly Gin Leu Arg Leu Pro Ala Asp Thr Cys Leu Leu Glu Phe Ala Arg 

290 295 300 

Leu Val Arg Gly Leu Gly Leu Lys Pro Glu Lys Leu Glu Lys Asp Leu 

305 * 310 3 1 5 320 

Asp Arg Tyr Ser Glu Arg Ala Arg Met Lys Gly Gly Glu Lys He Gly 

325 330 335 

He Ala Glu Phe Ala Ala Ser Leu Glu Val Pro Val Ser Asp Leu Leu 

340 345 350 

Glu Asp Met Phe Ser Leu Phe Asp Glu Ser Gly Ser Gly Glu Val Asp 

355 360 365 

Leu Arg Glu Cys Val Val Ala Leu Ser Val Val Cys Trp Pro Ala Arg 

370 375 380 

Thr Leu Asp Thr lie Gin Leu Ala Phe Lys Met Tyr Gly Ala Gin Glu 
385 390 395 400 

Asp Gly Ser Val Gly Glu Gly Asp Leu Ser Cys He Leu Lys Thr Ala 

405 410 415 • 

Leu Gly Val Ala Glu Leu Thr Val Thr Asp Leu Phe Arg Ala He Asp 

420 425 430 

Gin Glu Glu Lys Gly Lys He Thr Phe Ala Asp Phe His Arg Phe Ala 

435 440 445 

Glu Met Tyr Pro Ala Phe Ala Glu Glu Tyr Leu Tyr Pro Asp Gin Thr 

450 4S5 460 

His Phe Glu Ser Cys Ala Glu Thr Ser Pro Ala Pro He Pro Asn Gly 
465 470 475 4B0 

Phe Cys Ala Asp Phe Ser Pro Glu Asn Ser Asp Ala Gly Arg Lys Pro 

485 490 495 

Val Arg Lys Lys Leu Asp 
500 

<210> 3507 

<211> 885 

<212> DNA 

<213> Homo sapiens 

c400> 3507 

nacgcgccga cgacgatgaa gatggcccca agtgtggaag tggtgcctct gtccagaccc 
60 

ccaggagagg cttcccactc actcttgggg gctgtgccca cacagggact ccgcagcagc 
120 
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cgagcccgct ccccggcatc cgtgctcaag tcccactcgc tgtagteatt gttgatgctg 
180 

acccgggcca tggccccgag agccttcttc ctgcaaggcc tgtgggttct gccttacaac 
240 

cacatgcccc agggagctga gcaacaccca cctgtttggg gctgttagct taggactctt 
300 

ctcaacctgc tctttctccc tgatgggctg tgccagaggc ggttgctatg tgaggtggcc 

atcgctgtct acacctttgg cacctgcatt gccttcctaa tcatcattgg cgaccagcag 
420 

gacaagatta tagctgtgat ggcgaaagag ccggaggggg ccagcggccc ttggtacaca 
460 

gaccgcaagc tcaccatcag cctcactgcc ttcctcttca tcctgcccct ctccatcccc 
540 

agggagattg gtttccagaa atatgccagc ttcctgagcg tcgtgggtac ccggtacgtc 
600 

acagccatcg ttatcatcaa gtacatctgg ccagataaag agatgacccc agggaacatc 
660 

ctgaccaggc cggcttcctg gatggctgtg ttcaatgcca tgcccaccat ctgcttcgga 
720 

tttcagcgcc acgtcagcag tgtgcccgcc ttcaacagca tgcagcagcc tgaagtgaag 
780 

acctggggtg gagtggtgac agctgccatg gtcacagccc tcgctgtcta catggggaca 
840 

ggcatctgtg gcttcctgac ctttggagct gctgtggatc ctgac 
885 

<210> 3508 

<211> 199 

<212> PRT 

<213> Homo sapiens 

<400> 3508 

Leu Arg Thr Leu Leu Asn Leu Leu Phe Leu Pro Asp Gly Leu Cys Gin 

1 ~ 5 10 IS 

Arg Arg Leu Leu Cys Glu Val Ala lie Ala Val Tyr Thr Phe Gly Thr 

20 25 3 0 

Cys He Ala Phe Leu He He He Gly Asp Gin Gin Asp Lys He He 

35 40 45 

Ala Val Met Ala Lys Glu Pro Glu Gly Ala Ser Gly Pro Trp Tyr Thr 

50 55 60 

Asp Arg Lys Phe Thr He Ser Leu Thr Ala Phe Leu Phe He Leu Pro 
65 " 70 75 . 80 

Leu Ser He Pro Arg Glu He Gly Phe Gin Lys Tyr Ala Ser Phe Leu 

65 90 95 

Ser Val Val Gly Thr Trp Tyr Val Thr Ala He Val He He Lys Tyr 

100 105 110 

He Trp Pro Asp Lys Glu Met Thr Pro Gly Asn He Leu Thr Arg Pro 

115 120 125 

Ala Ser Trp Met Ala Val Phe Asn Ala Met Pro Thr He Cys Phe Gly 

130 135 I 40 

Phe Gin Cys His Val Ser Ser Val Pro Val Phe Asn Ser Met Gin Gin 
145 150 155 160 

Pro Glu Val Lys Thr Trp Gly Gly Val Val Thr Ala Ala Met Val He 
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16S 170 175 

Ala Leu Ala Val Tyr Met Gly Thr Gly He Cys Gly Phe Leu Thr Phe 

180 185 190 

Gly Ala Ala Val Asp Pro Asp 
195 



<210> 3509 

<211> 331 

<212> DNA 

<213> Homo sapiens 



<400> 3509 

ctagtgcacc ggaccatggc 
60 

gccctggtgc atgtcaaggc 
120 

gccctctgcg acggctcccc 
180 

agccccccac ctcctttaag 
240 

aggcagcttg gtaaggcgcc 
300 

tggcagggtg tcccccacca 
331 



ccagccaccc gtccacgact 
cgagtacttc cgctccctgg 
gaccgaggga gagctc=cca 
cccccgaggg cctgggttgc 
catgggtgga gtgccctggg 
ccctcacgcg t 



acgtgcctgt ctcctggact 
cccactacca cgtagccatg 
cgcacgagca ggtcttcctg 
cccagaagtt ggaggagcgc 
gctcagatgg tcaccaacgg 



<210> 3510 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 3510 

Leu Val His Arg Thr Met Ala Gin 

1 5 
val Ser Trp Thr Ala Leu Val His 
20 

Leu Ala His Tyr His Val Ala Met 

35 40 
Glu Gly Glu Leu Pro Thr His Glu 

50 55 
Pro Leu Ser Pro Arg Gly Pro Gly 
65 70 
Arg Gin Leu Gly Lys Ala Pro Met 

85 

Gly His Gin Arg Trp Gin Gly Val 
100 



Pro 


Pro Val 


His Asp 


Tyr Val Pro 




10 




15 


Val 


Lys Ala 


Glu Tyr 


Phe Arg Ser 


25 






30 


Ala 


Leu Cys Asp Gly 


Ser Pro Thr 






45 




Gin 


Val Phe 


Leu Ser 


Pro Pro Pro 






60 




Leu 


Pro Gin 


Lys Leu 


Glu Glu Arg 




75 




80 


Gly 


Gly Val 


Pro Trp 


Gly Ser Asp 


90 




95 


Pro 


His His 


Pro His 


Ala 


105 






110 



<210> 3511 

<211> 3319 

<212> DNA 

<213> Homo sapiens 



<400> 3511 

nngcgcgcca ggggcgcctc acgtgagagc cgcgggacct gcagccgccg ccgtccccga 
60 
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agcacggggt ggtgtgtggg ggaagccgcc cccggcagca ggatgaaacg aggaggaaga 



120 



gatagtgacc gtaattcatc agaagaagga actgcagaga aatccaagaa actgaggact 



180 



acaaatgagc attctcagac ttgtgattgg ggtaatctcc ttcaggacat cattctccaa 



240 



gtatttaaat atttgcctct tcttgaccgg gctcatgctt cacaagtttg ccgcaactgg 



300 

aaccaggtat ttcacatgcc tgacttgcgg agatgttttg aatttgaact gaatcagcca 
360 

gctacatctt atttgaaagc tacccatcca gagctgatca aacagattat taaaagacat 
420 

tcaaaccatc tacaatatgt cagcttcaag gtggacagca gcaaggaatc agctgaagca 
460 

gcttgtgata tactatcgca acttgtgaat tgctctctaa aaacacttgg acttatttca 
540 

actgctcgac caagctttat ggatttacca aagtctcact ttatctctgc actgacagtt 
600 

gtgttcgtaa actccaaatc cctgtcttcg cttaagatag atgatactcc agtagatgat 
660 

ccatctctca aagtactagt ggccaacaat agtgatacac tcaagctgtt gaaaatgagc 
720 

agctgtcctc atgtctctcc agcaggtatc ctttgcgtgg ctgatcagtg tcacggctta 
780 

agagaactag ccctgaacta ccacttattg agtgatgagc tgttacttgc attgcctcct 
840 

gaaaaacatg ttcgattaga acatttgcgc attgatgtag tcagtgagaa tcctggacag 
900 

acacacttcc atactactca gaagagtagc tgggatgctt tcatcagaca ttcacccaaa 
960 

gtgaacttag tgatgtattt ttttttatat gaagaagaat ttgacccctt ctttcgctat 
1020 

gaaatacctg ccacccatct gtactttggg agatcagtaa gcaaagatgt gcttggccgt 
1080 

gtgggaatga catgccctag actggttgaa ctagtagtgt gtgcaaatgg attacggcca 
1140 

cttgatgaag agttaattcg cattgcagaa cgttgcaaaa atttgtcagc tattggacta 
1200 

ggggaatgtg aagtctcatg tagtgccttt gttgagtttg tgaagatgtg tggtggccgc 
1260 

ctatctcaat tatccattat ggaagaagta ctaattcctg accaaaagta tagtttggag 
1320 

cagattcact gggaagtgtc caagcatctt ggtagggtgt ggtttcccga cacgatgccc 
1380 

acttggcaaa aactgcatga tgaacagcac cttaatttca agcaaatgta ttataattaa 

1440 

agttttattt gctgtagttc tgatataatt ctactattct gtggcacaga aatttgatat 
1500 

cttcagtcag tatatgtaaa gattgttcat cggaagaccc atgaatgagt ttcggtcaga 
1560 

aaattccact tgtttcctta gtgtaatagc agtcatatct ccgaattttt ttcaacgtgg 
1620 

ttcggatgtg aaataaccag ttatacgtac taaacagtct acagtctaaa ggaaacaaaa 
1680 
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cctatatgtt ataatatcca agaagtacta ataggttttc tgaaatgtta tattctctat 
1740 

gcattaaaaa aaaaatgtaa acttgacatt ttagggtctt cagttacaca cacacctgtt 
1800 

ataaggtgtt taatatagct caggaaagtg agcattttgt gagaaaaatg aatatatcat 
I860 

atctaatgga aaagattgga tgaatgttct caaatgttac aaagctgttt aaagaaaaag 
1920 

gtatatataa gtaatcagaa cacttagaag actgatagat gtcacacagt ggtattatag 
1980 

aaggacaata cagagccaag atcaaattaa aagacaataa atggaacaga agggaggcag 
2040 

tgtttagctt tgtataaact cttaggtttg ctctgtaacc tgctaaacca tatacattct 
2100 

tttgtgatat gttattatgc atgtggcact tgaggcactg tatgtaaagt aaggaatgct 
2160 

ttactagttc tccttggttt tatctttgtt taaactagct ttaaagtatt aaacaataat 
2220 

tgaaatgaaa agcttaccta ttttaaaaag ccaaatttaa ataaatatag aactctaaaa 
2280 

tgtttatcag ttgtttccat gaaagaatat tagtttccag taaattttag tgatggctca 
2340 

ctcacccttc tattctggaa ttacatagtt atgtaagtaa aatttttaaa aatcataaag 
2400 

ggagcaccat tgtacagtct agcataaaca gcaaattcta aagaggacat atttaagttc 
2460 

ataatcatat ttttcagtaa atattgctca gtgaactgga aaactttaat agaaaaatgt 
2520 

ctgcagcctt gtgattgtta atttggttaa accgatattt tatattattt aagttaggta 
2580 

acattttata ttactttcat atgaataaaa gtaatccatg cattgtagag tctataaaat 
2640 

gttgagtttt tttagatgat ataaactttg attctgggca ctagtgctag tagatattac 
2700 

caccctcctg agggaaatca gaaatgattt aaccccagtg gaatacatta attcttaaag 
2760 

cggctccttt cagtagcgtg acttttagaa agtgtctcag tagttaagga agctaacagt 
2820 

cttagatcta cttttaaaac ggatggcctt cttaagaata aagcaaaagg tgatttccta 
2880 

cataattttt gctttccaaa agtgatgata tgctctccta cagcaacata tgagaagaaa 
2940 

aaaggcttat ctagattcga aaattaacag caattatagc aatatatccc ctcctcctaa 
3000 

atagtaaaaa gctctgattg tacaagaatt acccgtgcta gccaagttgc tgtttttcct 
3060 

tgaacaactt tggaaaaatg gatttgacag tacataatca gttctactaa ccaaagctcg 
3120 

tatttggaaa ttcacttttt gtacaaattg aattatataa tgcttaaaat actttgtcac 
3180 

tttataagca aaatgcatag tacttaatct gtttatactg taaagtatat gttaaatgct 
3240 

tttatcactt tgagaataaa aagttactaa cgcaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3300 
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aaaaaaaaaa aaaaaaaaa 
3319 

<210> 3512 
<211> 462 
<212> PRT 

<213> Homo sapiens 



<400> 3512 



Xaa Arg 


Ala 




Glv 


Ala 


Ser Cys Glu Ser Arg Gly Thr Cys Ser Arg 


1 






5 




10 


15 




Arg Arg 


Pro 






Thr 


Gly Trp Cys Val Gly Glu Ala Ala Pro Gly 






20 






25 30 






Ser Arg Met 


Lvs 




Glv 


Gly Arg Asp Ser Asp Arg Asn Ser 


Ser 


Glu 




35 








40 45 






Glu Gly Thr 


111 A 


Glu 




Ser Lys Lys Leu Arg Thr Thr Asn 


Glu 


His 


50 










55 60 






Ser Gin 


Thr 


tys 


hen 


irp 


Gly Asn Leu Leu Gin Asp He He 


Leu 


Gin 


65 








70 


75 




80 


val Phe 


Lys 


iyr 




Pro 
Mr L w 


Leu Leu Asp Arg Ala His Ala Ser 


Gin 


Val 








85 




90 


95 




Cys Arg Asn 






Gin 


Val Phe His Met Pro Asp Leu Trp Arg 


Cys 






100 






105 HO 






Phe Glu. 


Phe 


Glu 


Leu 


Asn 


Gin Pro Ala Thr Ser Tyr Leu Lys Ala Thr 




115 








120 125 






His Pro 


Glu 


Leu 


He 


Lvs 


Gin He He Lys Arg His Ser Asn 


His 


Leu 


130 










135 140 






Gin Tyr Val 


Ser 


Phe 


Lvs 


Val Asp Ser Ser Lys Glu Ser Ala 


Glu 


Ala 


145 








150 


155 




160 


Ala Cys 


Asp 


He 


Leu 


Ser 


Gin Leu Val Asn Cys Ser Leu Lys 


Thr 


Leu 








165 




170 


175 




Gly Leu 


lie 


Ser 


Thr 


Ala 


Arg Pro Ser Phe Met Asp Leu Pro 


Lys 


Ser 






190 






185 190 






His Phe 


He 


Ser 


Ala 


Leu 


Thr Val Val Phe Val Asn Ser Lys 


Ser 


Leu 




195 








200 205 






Ser Ser 


Leu 


Lys 


He 


Asp 


Asp Thr Pro Val Asp Asp Pro Ser 


Leu Lys 


210 










215 220 






Val Leu 


Val 


Ala 


Asn 


Asn 


Ser Asp Thr Leu Lys Leu Leu Lys 


Met 


Ser 


225 








230 


235 




240 


Ser Cys 


Pro 


His 


Val 


Ser 


Pro Ala Gly He Leu Cys Val Ala 


Asp 


Gin 








24S 




250 


255 




Cys His Gly 


Leu 


Arg 


Glu 


Leu Ala Leu Asn Tyr His Leu Leu 


Ser 


Asp 






260 






265 270 






Glu Leu 


Leu 


Leu 


Ala 


Leu 


Ser Ser Glu Lys His Val Arg Leu 


Glu 


His 




275 








280 285 






Leu Arg 


He 


Asp 


Val 


val 


Ser Glu Asn Pro Gly Gin Thr His 


Phe 


His 


290 










295 300 






Thr lie 


Gin 


Lys 


Ser 


Ser 


Trp Asp Ala Phe He Arg His Ser 


Pro 


Lys 


305 








310 


315 




320 


Val Asn 


Leu 


Val 


Met 


Tyr 


Phe Phe Leu Tyr Glu Glu Glu Phe 


Asp 


Pro 








325 




330 


335 




Phe Phe Arg 


Tyr 


Glu 


He 


Pro Ala Thr His Leu Tyr Phe Gly Arg Ser 






340 






345 350 






Val Ser 


Lys 


Asp 


val 


Leu 


Gly Arg val Gly Met Thr Cys Pro Arg 


Leu 
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355 


360 








365 








Val Glu 


Leu Val Val Cys Ala 


Asn 


Gly Leu 


Arg 


Pro 


Leu 


Asp 


Glu 


Glu 


370 


375 








380 










Leu lie 


Arg lie Ala Glu Arg 


Cys 


Lys Asn 


Leu 


Ser 


Ala 


He Gly 


Leu 


385 


390 






395 










400 


Gly Glu 


Cys Glu val Ser Cys 


Ser 


Ala Phe 


val 


Glu 


Phe 


Val 


Lys 


Met 


405 




410 










415 




Cys Gly 


Gly Arg Leu Ser Gin 


Leu 


Ser lie 


Met 


Glu 


Glu 


Val 


Leu 


lie 




420 




425 








430 






Pro Asp 


Gin Lys Tyr Ser Leu 


Glu 


Gin He 


His 


Trp 


Glu 


Val 


Ser 


Lys 


435 


440 








445 








His Leu 


Gly Arg Val Trp Phe 


Pro 


Asp Met 


Met 


Pro 


Thr 


Trp 






450 


455 








460 











<210> 3513 

<211> 2103 

<212> DNA 

<213> Homo sapiens 

<400> 3513 

tgaacctagg ggaatgtagt cccattggga cttccaggat ccaagcctga cataatctcc 
60 

cagctggagc gaggggaaga tccctgggtc ctggacagga agggggccaa gaagagccag 
120 

ggcctgtgga gtgactactc agaatatgaa cccaagggag agagtcaaaa tacagacttg 
180 

agtccgaagc cattaatttc agagcaaaca gtgattctgg ggaaaacacc cttggggagg 
240 

attgatcaag aaaataatga aacaaagcaa agcttctgtt tgagtccgaa ctctgttgac 
300 

caccgtgaag ttcaggtctt aagccaaagc atgccactca ctccgcacca ggcagtgcct 
360 

agtggagaga ggccctacat gtgtgttgag tgtgggaagt gctttggccg gagttcccac 
420 

ctccttcagc atcagcgtat ccacactgga gagaagccct atgtgtgcag tgtatgtggg 
460 

aaggccttca gccagagctc agtccttagt aaacacagga gaattcacac aggtgagaag 
540 

ccctatgagt gtaatgagtg tggaaaagcc tttagagtga gctcagatct tgctcagcat 
600 

cacaagatac atacaggaga gaagcctcac gaatgtcttg agtgtcggaa agccttcact 
660 

caactctcac atctcattca gcaccagcgg atccacacgg gagaaaggcc atatgtgtgt 
720 

ccgttgtgtg ggaaagcctt caaccatagc actgttctgc ggagccacca gagggtacac 
780 

actggggaga agcctcacag gtgcaacgag tgtgggaaaa ccttcagtgt gaagaggaca 
840 

ctgctgcagc accagaggat ccacaccggg gagaagccct acacgtgcag cgagtgtggg 
900 

aaggccctca gcgaccgctc agtcctcatt cagcaccaca acgtgcacac cggggagaag 
960 

ccctatgagt gcagtgagtg tgggaagacc ttcagccacc gctccacact gatgaatcac 
1020 
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gagcggatcc acaccgagga aaagccctat 
1080 

cagcactcac acctgatcca gcaccagaga 
1140 

ggtgaatgtg ggcacgcctt cagtgcacgc 
1200 

acaggtgaaa agcccttcca gtgcacagaa 
1260 

ctgattgtgc acctgaggac ccacacgggc 
1320 

aaggccctca gccagtactc agtgctcatc 
1380 

ccctatgagt gcggggagtg tgggcgtgcc 
1440 

cagaaagtgc acagaaagtt gtgacccatg 
1500 

tgcatgtgga accacaagca gcctccagcc 
1560 

gcttttcctt ggcgattcag tgtcacaaaa 
1620 

ttcctgtgga aaaacttcag agactacctg 
1680 

ttggagagta atcatacaat tgtagagaat 

1740 

attagtttat ttgaactaag ggaatttaag 
1800 

acattccaaa taaagctctt tttctaagaa 
1660 

ccatactaat cattgcactt aaaatttgaa 
1920 

gactaaagta ctgtatggat aaagtgatat 
1980 

aatggttgga aatcccaagt gtgtggattt 
2040 

atgaaacaag gaaaaagctt atatattagt 

2100 

aaa 

2103 



gcatgctacg aatgtgggaa ggccttcgtt 
gtccacactg gggagaagcc ctatgtgtgt 
cggtctctga tccagcatga gagaatccac 
tgtggcaaag ctntcagccc gaaagcaact 
gagaagccat atgagtgcaa tagctgcggg 
cagcaccagc ggatccacac aggcgagaag 
ttcaaccagc atggccacct aatccagcac 
gctgacacaa gaatccattc tcacagaaac 
caagagaagt ctctgttaac tctataggaa 
taactccaga aagaagcact tagcgtgctg 
ttttattttc ctcaacatct tgaagttatg 
tttggtaaaa aacagccata attctttaac 
gcataagaac cattatccca ataaaatctt 
cattacatgc ccttcctaaa tatcaattaa 
agtcggacta ttttcagtat tctcttaaaa 
aaaaagatat tttcatcaag catcatgtaa 
ccatcctaag tgtgtggagt cctgttttgt 
gagaaattac ataaatttaa aaaaaaaaaa 



<210> 3514 

<211> 484 

<212> PRT 

<213> Homo sapiens 



<400> 3514 

Gly Asn Val Val Ser Leu Gly Leu 

1 5 
Ser Gin Leu Glu Arg Gly Glu Asp 
20 

Ala Lys Lys Ser Gin Gly Leu Trp 

35 40 
Lys Gly Glu Ser Gin Asn Thr Asp 

50 55 
Glu Gin Thr Val He Leu Gly Lys 



Pro Gly Ser Lys Pro Asp He He 

10 15 

Pro Trp Val Leu Asp Arg Lys Gly 
25 30 

Ser Asp Tyr Ser Glu Tyr Glu Pro 

45 

Leu Ser Pro Lys Pro Leu He Ser 
60 

Thr Pro Leu Gly Arg lie Asp Gin 
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65 70 75 80 

Glu Asn Asn Glu Thr Lys Gin Ser Phe Cys Leu Ser Pro Asn Ser Val 

85 90 95 

Asp His Arg Glu Val Gin Val Leu Ser Gin Ser Met Pro Leu Thr Pro 

100 105 HO 

His Gin Ala val Pro Ser Gly Glu Arg Pro Tyr Met Cys Val Glu Cys 

115 120 125 

Gly Lys Cys Phe Gly Arg Ser Ser His Leu Leu Gin His Gin Arg lie 

130 135 140 

His Thr Gly Glu Lys Pro Tyr Val Cys Ser Val Cys Gly Lys Ala Phe 
145 150 155 160 

Ser Gin Ser Ser Val Leu Ser Lys His Arg Arg lie His Thr Gly Glu 

165 170 175 

Lys Pro Tyr Glu Cys Asn Glu Cys Gly Lys Ala Phe Arg Val Ser Ser 

180 185 190 

Asp Leu Ala Gin His His Lys lie His Thr Gly Glu Lys Pro His Glu 

195 200 205 

Cys Leu Glu Cys Arg Lys Ala Phe Thr Gin Leu Ser His Leu He Gin 

210 215 220 

His Gin Arg He His Thr Gly Glu Arg Pro Tyr Val Cys Pro Leu Cys 
225 230 235 240 

Gly Lys Ala Phe Asn His Ser Thr Val Leu Arg Ser His Gin Arg Val 

245 250 255 

His Thr' Gly Glu Lys Pro His Arg Cys Asn Glu Cys Gly Lys Thr Phe 

260 265 270 

Ser Val Lys Arg Thr Leu Leu Gin His Gin Arg He His Thr Gly Glu 

275 280 265 

Lys Pro Tyr Thr Cys Ser Glu Cys Gly Lys Ala Phe Ser Asp Arg Ser 

290 295 300 

Val Leu He Gin His His Asn Val His Thr Gly Glu Lys Pro Tyr Glu 
305 310 315 320 

Cys Ser Glu Cys Gly Lys Thr Phe Ser His Arg Ser Thr Leu Met Asn 

325 330 33 5 

His Glu Arg He His Thr Glu Glu Lys Pro Tyr Ala Cys Tyr Glu Cys 

340 345 350 

Gly Lys Ala Phe Val Gin His Ser His Leu He Gin His Gin Arg Val 

355 360 365 

His Thr Gly Glu Lys Pro Tyr Val Cys Gly Glu Cys Gly His Ala Phe 

370 375 380 

Ser Ala Arg Arg Ser Leu He Gin His Glu Arg He His Thr Gly Glu 
385 390 395 400 

Lys Pro Phe Gin Cys Thr Glu Cys Gly Lys Ala Xaa Ser Leu Lys Ala 

405 410 415 

Thr Leu He Val His Leu Arg Thr His Thr Gly Glu Lys Pro Tyr Glu 

420 425 430 

Cys Asn Ser Cys Gly Lys Ala Phe Ser Gin Tyr Ser Val Leu He Gin 

435 440 445 

His Gin Arg He His Thr Gly Glu Lys Pro Tyr Glu Cys Gly Glu Cys 

450 455 460 

Gly Arg Ala Phe Asn Gin His Gly His Leu He Gin His Gin Lys Val 
465 470 475 480 

His Arg Lys Leu 
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<210> 3515 
<211> 5003 
<212> DNA 

<2X3> Homo sapiens 
<400> 3515 

caacaattgg atattacatc aaccaagctg aataaccagt gtgagttgct aagccaactt 
60 

aaaggaaatt tagaagaaga aaaccggcat ctactagatc aaattcagac attaatgcta 
120 

cagaacagaa cacttttgga gcagaatatg gaaagcaagg atctttttca tgttgaacaa 
180 

agacagcaca ttgataagtt aaatgaatta agacgtcaga aggagaaact agaagagaaa 
240 

attatggatc aatacaaatt ttatgaccca tctcctccta gaaggagagg caactggatt 
300 

actctaaaaa tgagaaaatt gacaaagtct aagaaagata ttaatcggga acgccagaaa 
360 

tctctaacat taacacccac ccgctcagac tccagtgaag gatttcttca gctccctcat 
420 

caagacagtc aagatagttc ttcagtaggt tcaaactctt tagaagatgg ccagaccttg 
480 

gggaccaaga aaagcagcac catgaatgac ctggtgcagt ccatggtcct agcaggacag 
54 0 

tggacaggta gtactgagaa tttggaggtt cctgatgata tttcaacggg taaaaggaga 
600 

aaagaattgg gagctatggc cttctctact acagccatea acttttcaac tgtcaactct 
660 

tctgcaggcc tcagatccaa gcagttggtt aacaataaag atactacatc ctttgaagac 
720 

ataagtccac aaggtgttag tgatgattct agtacgggat caagagttca tgcttcaaga 
780 

ccagccagcc ttgatagtgg cagaacatcc actagcaata gcaataataa tgcttcacta 
640 

catgaagtca aagcaggtgc agttaataac caaagcaggc cacaaagcca cagcagtgga 
900 

gaatttagcc tgcttcatga ccatgaggct tggtccagca gtggtagcag tccaatccag 
960 

tacttgaaaa gacagaccag atcaagccca gtgctccagc acaaaatatc tgaaacactg 
1020 

gagagtcgac accacaagat caaaactggt tcccctggaa gtgaagttgt tactctacaa 
1080 

cagcttttgg aagaaagcaa taagcttacc tcagtacaga taaagtcctc aagtcaagag 
1140 

aatcttttag acgaagtaat gaaaagcttg tctgcccctc ctgacttttt gggaaaagac 
1200 

aaaccagtta gctgtggtct ggccaggtca gtaagtggaa aaaccccagg ggacttctat 
1260 

gatagacgga caaccaagcc tgagtttttg agacctggtc ctcgaaaaac tgaagatacc 
1320 

tacttcatca gtcctgcggg aaaacctaca ccaggcactc aaggaaaaat aaaactagta 
1380 

aaagaatctc ctctgtcacg acaatcaaaa gatagcaacc cttatgcaac tttacctcgt 
1440 
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gcaagcagcg tgatctcaac cgccgaagga actacacgaa ggacaagcat ccatgatttt 
1500 

ttgaccaagg acagtagact gcctatatca gttgattcac caccagctgc tgctgacagc 
1560 

aacaccactg cagcatctaa tgtggacaaa gtacaagaaa gcagaaattc aaaaagcagg 
1620 

tctagggagc aacaaagctc ctaattctat tacccactac atgacatgtg ggccaagtga 
16S0 

gagaaaagtg tccttcagtt tctcagtatg aagcctttat ttctgaagta acaagacacc 

1740 

tagcaactat aggaatcatt tttaaaaatc tttaaggaga cttttaacag tccttcgtga 
1600 

atagagcagg caagaaatac aaaccttcat tccttgaatc aaggagcact actggattca 
1860 

actgccaaaa ttttttaaag gttttaggac ttaccatacc ctgtactgtt aagatctact 
1920 

gaataaagga cgttctctca ctaaggacca ggtgttttaa ggttaagcgc ttaaagaagt 
1980 

actccaagaa caatctgcct tttccatcat ttgttttatg aacttatcca tgtttgctta 
2040 

atgcttctgc taagtgttag ccaaaatcta gccatttaca tttagttgtg taaacctaaa 
2100 

ttaaatgctg tagtactttg tggaatgcac tatatagcaa gatacagaga aaattgtttt 
2160 

ggcatgtcag agccttattt ggttagcaga ctgcatgtgt tgatactttt tttttcttaa 
2220 

agccaattat tttgatgcaa aagaaattca gtttataaga taaatctgaa aaatccataa 
2280 

tgaaatagga gttataaaaa atctatagtg atattaatcc ttccatattt cccattaagc 
2340 

aacactaagc attcataagt taacccatgg taaagagtgt ttttctgaaa cttxttttta 
2400 

gcaagatggt ttttcagcaa atggcattcc caagacaaag ccgctgtgcc ttaactcatt 
2460 

tcttttcttt ggtattgggt tatgtatgcg tgtgcatttt tttaacttga gagctgactg 
2520 

ttgcttaaga agttttctta tggcaaaaat aatgtaaata agtcactatg atctgcattt 
2580 

tgccagaaac tcatttataa ttaaggctat catttattaa tgattttttt ctccettatg 
2640 

atattacatt aaagttgata actgttattg gtacttctga aatatttgta tgtatttgtt 
2700 

acctttaaac atttggaaga agcacaaaaa aacagattta gttaacccag ggaaacatca 
2760 

atctttctag tagttccaat tttatatcac agttttactt tctcatgaaa tcaaaaaatg 
2820 

cattgatact cattaatgca aatccattat ttaacatcaa tatcagagta atcttcaagg 
2880 

tctgaaatga gaaacatacc gactttttaa aatcttaaca gtgtacttct taggctttca 
2940 

ttaccagctc tgaagaactt tttggaataa ttccatattc catagtgtgt ggtttatgag 
3000 

ttgtgggcct caccactaac ccagtaacca taagaaaagt ctctctctct ctctctctct 
3060 
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ctttctctct ccctctttct ctctctcttt 
3120 

tctaatttcc aaaagaccat caataaaaaa 
3180 

gagaacttga gcttacttac gtacttcaat 
3240 

tgctgttaac attaaatcat tttgaaaatc 
3300 

acaaaggatt cttactaaca tacaaaaata 
3360 

cgtagacttt gaaacatctc tctctgtcat 
3420 

ataggtatca gagcagtcta gagacaattg 
3480 

tggataaaag taaacataga aactatgtta 
3540 

tttatattag ctagcatcta atttgcacaa 
3600 

agctgaaatt taatgggtgg tgatgtagcc 
3660 

ctctccagaa cactaatatc ctaaaataca 
3720 

caagcagaaa atgctgaaaa caacgtgtaa 
3780 

aagggacaat taaagagaca accaagggaa 
3840 

tcaattatat tcatcacact tttttcatac 
3900 

cacatgaata ttttactttc tccagtatac 
3960 

cttctcccct aaacaactec tgccaaacaa 
4020 

cattttcatt ttcctaaccg gggcctgaca 
4080 

caacacctaa cccctcaagg aaactgaaga 
4140 

gagctccaat aatgtgcttc agatctgtcc 
4200 

attggtggtt accaaagagt tcacaaaaca 
4260 

atgcaaaaag cctattttaa aatcactgtg 
4320 

gaagtactac agcctgtgct gtcttaatgg 
4380 

ccaaatctgg aattacaatg gggagtaata 

4440 

tcactttttg tgagtggtga atttttgtgt 
4500 

tgtatttttt ctttaagtct tgaatgaata 
4S60 

tgatgtacat gttgagatat ttggacaatg 
4620 

aagttgcact tataacaccc tccaacaaaa 
4680 



cgtaggccag tagcaatgtt gtgttcacag 
gagagcatgt ttaaattgaa atggaactta 
gccaccggta acttaggttt taccaccaaa 
ttggatgaaa ggtgctatgt aaatggaaat 
atgcacaaca gaaatatcta aaaccttttc 
aactccctgg attcaagtag cacattggta 
catgtcaaaa aatgtacatt catttttagg 
tggctaaata cagttagtgg gtaacttaga 
ctagaacaca tcccagaaca attactgaaa 
caatgagggc gaatgacatt ccagcttgac 
gaacatgctg ggttaagtgc attagtgctt 
agtactgaat ctgagtaggc tgaccctgag 
cacattgaga ctacaaaaat atgaataatc 
catttcaaga aacgactaga cagtagtaac 
cttgagaagc aaactttgta ggaagccact 
taataaagcc aactggaaac gaatcggagc 
tgctttaaat tatctggctg tattctaaat 
atcaatatac agggtaatag ctttggctca 
acgtggaaat gctttcatcc aaatttttaa 
ggttcgtatg tagcaccttt catgcaaggc 
catatcatag agttgtagcc acctcacaat 
tctatgtcag gaaacgaaaa agatactgta 
atgtatacca aatgactttt gtattttaag 
tctt'cttttc agctacactt agtcctgaga 
caaaaggagc ccattttata atataaacct 
aaaatgcctt aaaaggaatg catatggata 
tctaatttta aattgtcttt tccttttcta 
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ttaagggttt tctttttcag tgtctaccat 
4740 

caaataatat aaaagctgta acatttcctt 
4800 

tgaatggcaa aatgtttact acttggcaat 
4860 

tgacaagaga taccactgtt tgttttttaa 
4920 

aaattaagtt ggactaacat tcacgtatca 
4980 

gtgatttttg taaaaaaaaa aaa 
5003 



tgtacttata actgttatta aataccaaat 
taaaactaat gctaataagg gatttagagt 
acctgatgtc agtcacaggc atccaactca 
aaaacatttt tcattttgtt tctccttcaa 
aactaatata aaaagaaata aaaccaagag 



<210> 3516 
<211> 547 
<212> PRT 

<213> Homo sapiens 



<400> 3516 
Gin Gin Leu Asp 
1 

Leu Ser Gin Leu 
20 

Asp Gin lie Gin 
35 

Asn Met Glu Ser 
50 

Asp Lys Leu Asn 
65 

lie Met Asp Glr. 



Gly Asn Trp lie 
100 

Asp lie Asn Arg Glu Arg 
115 

Ser Asp Ser Ser Glu Gly 
130 

Asp Ser Ser Ser 
145 

Gly Thr Lys Lys 



lie Thr Ser Thr 
5 

Lys Gly Asn Leu 

Thr Leu Met Leu 
40 

Lys Asp Leu Phe 
55 

Glu Leu Arg Arg 
70 

Tyr Lys Phe Tyr 
85 

Thr Leu Lys Met 



Leu Ala Gly Gin 
180 

Asp He Ser Thr 
195 

Ser Thr Thr Ala 
210 

Arg Ser Lys Gin 
225 

He Ser Pro Gin 

His Ala Ser Arg 
260 

Asn Ser Asn Asn 



Val Gly 
150 
Ser Ser 
165 

Trp Thr 



Gin Lys 
120 
Phe Leu 
135 

Ser Asn 
Thr Met 
Gly Ser 



Gly Lys Arg Arg 
200 

He Asn Phe Ser 
215 

Leu Val Asn Asn 
230 

Gly Val Ser Asp 
245 

Pro Ala Ser Leu 
Asn Ala Ser Leu 



Lys Leu 

10 

Glu Glu 
25 

Gin Asn 

His Val 

Gin Lys 

Asp Pro 

90 
Arg Lys 
105 

Ser Leu 

Gin Leu 

Ser Leu 

Asn Asp 
170 
Thr Glu 
185 

Lys Glu 

Thr Val 

Lys Asp 

Asp Ser 
250 
Asp Ser 
265 

His Glu 



Asn Asn Gin 
Glu Asn Arg 
Arg Thr Leu 

45 

Glu Gin Arg 
60 

Glu Lys Leu 
75 

Ser Pro Pro 
Leu He Lys 



Cys Glu Leu 
15 

His Leu Leu 
30 

Leu Glu Gin 

Gin Tyr He 

Glu Glu Lys 
80 

Arg Arg Arg 
95 

Ser Lys Lys 
110 

Pro Thr Arg 



Thr Leu Thr 
125 

Pro His Gin Asp Ser Gin 

140 
Glu Asp Gly 
155 

Leu Val Gin 



Asn Leu Glu 

Leu Gly Ala 
205 

Asn Ser Ser 

220 
Thr Thr Ser 
235 

Ser Thr Gly 
Gly Arg Thr 
Val Lys Ala 



Gin Thr Leu 
160 

Ser Met Val 

175 
Val Pro Asp 
190 

Met Ala Phe 

Ala Gly Phe 

Phe Glu Asp 
240 

Ser Arg Val 

255 
Ser Thr Ser 
270 

Gly Ala Val 
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Asn Asn 
290 
Leu His 
305 

Tyr Leu 

Ser Glu 

Gly Ser 

Leu Thr 
370 

Glu val 

385 

Lys Pro 

Gly Asp 

Gly Pro 

Pro Thr 
450. 
Leu Ser 
465 

Ala Ser 

lie His 

Ser Pro 

Asp Lys 
530 
Gin ser 
545 



275 

Gin Ser Arg 

Asp His Glu 

Lys Arg Gin 
325 

Thr Leu Glu 

340 
Glu Val Val 
355 

Ser Val Gin 

Met Lys Ser 

Val Ser Cys 
405 

Phe Tyr Asp 

420 
Arg Lys Thr 
435 

Pro Gly Thr 

Arg Gin Ser 

Ser Val He 
485 

Asp Phe Leu 

500 
Pro Ala Ala 
515 

Val Gin Glu 
Ser 



280 

Pro Gin Ser 

295 
Ala Trp Ser 
310 

Thr Arg Ser 

Ser Arg His 

Thr Leu Gin 
360 

He Lys Ser 

375 
Leu Ser Val 
390 

Gly Leu Ala 



His Ser 

Ser Ser 

Ser Pro 
330 
His Lys 
345 

Gin Phe 
Ser Ser 
Ser Ser 



Arg Ser 
410 

Arg Arg Thr Thr Lys 
425 

Tyr Phe 



Glu Asp Thr 
440 

Gin Gly Lys 

455 
Lys Asp Ser 
470 

Ser Thr Ala 

Thr Lys Asp 

Ala Asp Ser 
520 

Ser Arg Asn 
535 



He Lys 

Asn Pro 

Glu Gly 
490 
Ser Arg 
505 

Asn Thr 
Ser Lys 



Ser Gly 
300 
Gly Ser 
315 

Val Leu 

He Lys 

Leu Glu 

Gin Glu 
380 
Asp Phe 

395. 

Val Ser 

Pro Glu 

He Ser 

Leu Val 
460 
Tyr Ala 
475 

Thr Thr 
Leu Pro 
Thr Ala 
Ser Arg 

540 



2B5 

Glu Phe Ser Leu 

Ser Pro He Gin 
320 

Gin His Lys He 
335 

Thr Gly Ser Pro 
350 

Glu Ser Asn Lys 
365 

Asn Leu Leu Asp 



Leu Gly 

Gly Lys 

phe Leu 
430 
Ser Ala 
445 

Lys Glu 



Lys Asp 
400 
Thr Pro 
415 

Arg Pro 
Gly Lys 
Ser Ser 



Thr Leu Pro Arg 
480 

Arg Arg Thr Ser 
495 

He Ser Val Asp 
510 

Ala Ser Asn Val 
525 

Ser Arg Glu Gin 



<210> 3517 

<211> 342 

<212> DNA 

<213> Homo sapiens 



<400> 3517 
acgcgtgtga 
60 

acctggcggg 
120 

cctttgcttt 
180 

agccttgcag 
240 

gtctccttct 
300 

ctgttggcag 
342 



tcgtccgtgc 
aggaccccct 
ccatccgcta 
cgcatgcctg 
gggctggggg 
tggctgggtc 



gtctagcctt 
tcaggctgct 
tagtggcctc 
atcgcccgac 
cttgcgacac 
actcgtgctc 



tgcccacgca 
ttggcccgat 
ctttgtcctt 
ttcccgcccc 
cgccctccgg 
tggtcaggga 



ggtatgaaca 
cctgacttta 
gcgggggaaa 
ctgctcgtgc 
ccgactcgcc 



cccggagtgc 
gtgctggccg 
ccgaggccac 
gggcctcact 
cgtggggtgc 



2681 



WO 00/58473 



PCT/US00/08621 



<210> 3518 
c211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 3518 
Met Asn Thr Arg 
1 

Trp Pro Asp Pro 
20 

He Val Ala Ser 
35 

Gin Arg Met Pro 
50 

Ser Leu Ser Pro 
65 

Thr Arg Ser Trp 
Gly Gin Gly 



Ser Ala Pro Gly 
5 

Asp Phe Ser Ala 

Phe Val Leu Ala 
40 

Asp Arg Pro Thr 

55 , 
Ser Gly Leu Gly 
70 

Gly Ala Cys Trp 
85 



Gly Arg Thr Pro 
10 

Gly Arg Leu Cys 
25 

Gly Glu Thr Glu 

Ser Arg Pro Leu 
60 

Ala Cys Asp Thr 
75 

Gin Trp Leu Gly 
90 



Phe Arg Leu Leu 
15 

Phe Pro Ser Ala 
30 

Ala Thr Ala Leu 
45 

Leu Val Arg Ala 

Ala Leu Arg Pro 
80 

His Ser Cys Ser 
95 



<210> 3519 
<2il> 2207 
<212> DNA 

<213> Homo sapiens 
<400> 3519 

ccacagccca gcccccgggc ccagccccct 
60 

cagggcagct cagaagaaaa accaaaactg 
120 

ctgtcgtcca gcgatgagga gaccagggag 
180 

cctgaagagt ttgccaacgg ggtcctgctg 
240 

cccaccacgg tgcccagccc ggcctcaggg 
300 

gagtctgcag ccgactctgg ggtggaggag 
360 

ctggagacca caagcaccat ctccacggtg 
420 

ggggaactca ctgacaccca cacctccttc 
480 

ccaccagtgc ctcccaagcc caagctcaag 
540 

agggacccgc tgctgaagca gtcctcggac 
600 

gcccctgccg ggctggcctc tgccgccggg 
660 

aggtccaagc catgggggga ccccgcggag 
720 

aaaccaaccg tgatcagtga gctcagctcc 
780 



ggtggcaccc cggcagacgc cgggccaggc 
gggttggttg tgaacctgcc acctgcccag 
gagctggccc gaattgggtt ggtgccaccc 
gccaccccac tcgctggccc gggcccctcg 
aagcccagca gtgagccacc ccctgcccct 
gctgacacac gcagctccag cgacccccac 
tccagcatgt ccaccttgag ctcggagagc 
gctgacggac acacttttct acccgagaag 
tccccgctgg ggaaggggcc ggtgaccttc 
agcgagctca tggcccagca gcaccacgcc 
cctgcccgcc ctcgctacct cttccagaga 
agccgggggc cccctgggcc tgaagacgac 
cgcctgcagc agctgaacaa ggacacgcgt 
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tccctggggg aggaaccagt cggtggcctg ggcagcctgc tggaccctgc caagaagtcg 
840 

cccatcgcag cagctcggtc tcccctctcc cctttgggtc tgggggggtg gtatgtggat 
900 

gccacctctt gactcctgct tcttgctgcc tggaagacca acctagtggg ccccgtactg 
960 

tcagccttgg aggacagagt tcacagcgta gcaacgtgtt cagaacttaa ggactttgca 
1020 

ggtcttacaa aggcctggcc attctacctt ctttagttca ggattcaaaa gacaggtagg 
1080 

agcttgggaa actcatgagg cctctcctaa ggtcccggga tgctgcctcc agctcctgtc 
1140 

atcctgggga attgctctgg ggtcctctcc ccttttagcc ttttccaact ctcagccaaa 
1200 

ctggaaagcc ctcttcccag cagtgcagtg ttgaaggtgc ccgtagaatg ggtgttataa 
1260 

tcagagtgag cagcctggtc ctaggcctct gtacaggacc agacccctga ggctggggtc 
1320 

tcctgaccca cacctgacca gcccccatct tccctctctg cttctccctc cgctcttctc 
1380 

tgcctcttgg tcttgatgaa aatcaaagcc attttaaaaa gtgcatagca cagtgcctgg 
1440 

cctggttcgg gccctcaata aacatttctt aaatggatga aagaacaaag caaaatgcaa 
1500 

atgctgtgtt ttgtgatttg agatctaggg aggtggctta ggacaaaaac ccacagaagg 
1560 

acttactcag cgttcagact catcaggtgt cgatccccca tggtcgggct caggtgggcc 
1620 

caggtctcgt cattggctct gtcctctcct gtgaggcagc tgcagcagtt gcagggcagg 
1680 

gtcaggggat tcctcagccg gaacctctgg cacttcccct tctctgagtt catcctccca 
1740 

cggtgctctt tagcattctg tcttgatcag ggtacggttc tcttagccct tggctctggc 
1800 

tttcaccagg accctgtttg tttttctttc tcagatgtgg gatggggaag gacaagacca 
1860 

gcagccctga cccttacgtg acgtctgttc ttttactcag tagttcctgc aaaattctga 
1920 

tctctgattg ggttcatgtg ggtcctctgc ttttccctga ctgatcactg gggtctgggg 
1980 

acatagggct gtcaccggcc aagcttgagt cctctgttct cccaggagcc agggggatgg 
2040 

gcccgcccac ctagcaagca ggtgctgaga ttgaggggag ggggctctcc agatggaagt 
2100 

ccagcgctgt cccttgagta agtagatgct ggacagcctg cagcaaccaa tgttctgtga 
2160 

cacggccccc accggcatca gcaactcact tccttgccgg tcattgg 
2207 

<210> 3520 
<211> 303 
<212> PRT 

<213> Homo sapiens 
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<400> 3520 
Pro Gin Pro 
1 

Ala Gly Pro 

Val Val Asn 
35 

Arg Glu Glu 
50 

Ala Asn Gly 
65 

Pro Thr Thr 

Pro Pro Ala 

Thr Arg Ser 
115 

Thr Val Ser 

130 
Asp Thr His 
145 

Pro Pro Val 

i 

Pro Val Thr 

Leu Met Ala 
195 

Ala Gly Pro 

210 
Trp Gly Asp 
225 

Lys Pro Thr 

Lys Asp Thr 

Leu Leu Asp 
275 

Leu Ser Ser 
290 



Ser Pro 
5 

Gly Gin 
20 

Leu Pro 

Leu Ala 

Val Leu 

Val Pro 

B5 
Pro Glu 
100 

Ser Ser 

Ser Met 

Thr Ser 

Pro Pro 
165 
Phe Arg 
180 

Gin Gin 

Ala Arg 

Pro Val 

Val lie 
245 
Arg Ser 

260 

Pro Ala 
Leu Gly 



Arg Ala 

Gly Ser 

Pro Ala 

Arg He 

55 
Leu Ala 
70 

Ser Pro 

Ser Ala 

Asp Pro 

Ser Thr 
135 
Phe Ala 
150 

Lys Pro 

Asp Pro 

His His 

Pro Arg 
215 
Glu Ser 
230 

Ser Glu 

Leu Gly 

Lys Lys 

Leu Gly 
295 



Gin Pro Pro Gly Gly Thr Pro Ala Asp 

10 15 
Ser Glu Glu Lys Pro Lys Leu Gly Leu 

25 30 
Gin Leu Ser Ser Ser Asp Glu Glu Thr 
40 45 
Gly Leu Val Pro Pro Pro Glu Glu Phe 

60 

Thr Pro Leu Ala Gly Pro Gly Pro Ser 

75 80 
Ala Ser Gly Lys Pro Ser Ser Glu Pro 

90 95 
Ala Asp Ser Gly Val Glu Glu Ala Asp 

105 HO 
His Leu Glu Thr Thr Ser Thr He Ser 
120 125 
Leu Ser Ser Glu Ser Gly Glu Leu Thr 

140 

Asp Gly His Thr Phe Leu Leu Glu Lys 
1S5 160 
Lys Leu Lys Ser Pro Leu Gly Lys Gly 

170 175 
Leu Leu Lys Gin Ser Ser Asp Ser Glu 

185 * 190 
Ala Ala Ser Ala Gly Leu Ala Ser Ala 
200 205 
Tyr Leu Phe Gin Arg Arg Ser Lys Leu 

220 

Arg Gly Leu Pro Gly Pro Glu Asp Asp 
235 240 
Leu Ser Ser Arg Leu Gin Gin Leu Asn 

250 255 
Glu Glu Pro Val Gly Gly Leu Gly Ser 

265 270 
Ser Pro He Ala Ala Ala Arg Ser Pro 
280 28S 
Gly Trp Tyr Val Asp Ala Thr Ser 

300 



<210> 3521 

<211> 638 

<212> DNA 

<213> Homo sapiens 



<400> 3521 
caacgccaac 
60 

gctggggctc 
120 

attcctctac 
180 

ccgcatcaac 
240 



aagcacccgg 
atggcctacc 
accttccgct 
agcacgctga 



gcggccggca 
tgtactccag 
acttctgcac 
ccagggccca 



gaaggcccgt 
tgatgccttc 
accccacgac 
ccaggacccc 



atcctgcagg 
ctggagggct 
ttcctgcact 
acctcgacct 



ccggcacgcc 
atgtgcagca 
tcctcctcga 
tcaccaagat 
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ctacaggcgg agcctctgcg 
300 

ccctcggaac agcgggctgc 
360 

cctggacggc tctgccaagc 
420 

cgagggcaac cctcgcggca 
480 

gacccttcaa cgccctctgt 
540 

cctggaggct gccccgaggc 
600 

ccattgctgc cgccctgccc 
638 



tcctgcaggc ctgggtggag 
tggggaagct agaggacctc 
acctgctggg cctcctggag 
cagacctgga gaaccccagg 
aagaggctct cagaggacgg 
aacgggctgg tgctgccgcc 
aagccctgct tcctcgag 



gactgctacg ctgtggactt 
atctcctcca agaccctacc 
gtgggcatgg accggcgggc 
gaggccgagg aggantgcca 
catccccagg aagagcttcc 
acacaaggag cgcccctaca 



<210> 3522 
<211> 181 
<212> PRT 

<213> Homo sapiens 
<400> 3522 

Cys Leu Pro Gly Gly Leu Cys Ala Ala He Pro Leu His Leu Pro Leu 

1 5 10 15 

Leu Leu' His Thr Pro Arg Leu Pro Ala Leu Pro Pro Arg Pro His Gin 

20 25 30 

Gin His Ala Asp Gin Gly Pro Pro Gly Pro His Leu Asp Leu His Gin 

35 40 45 

Asp Leu Gin Ala Glu Pro Leu Arg Pro Ala Gly Leu Gly Gly Gly Leu 

50 55 60 

Leu Arg Cys Gly Leu Pro Ser Glu Gin Arg Ala Ala Gly Glu Ala Arg 
65 70 75 80 

Gly Leu His Leu Leu Gin Asp Pro Thr Pro Gly Arg Leu Cys Gin Ala 

85 90 95 

Pro Ala Gly Pro Pro Gly Gly Gly His Gly Pro Ala Gly Arg Gly Gin 

100 105 HO 

Pro Ser Arg His Arg Pro Gly Glu Pro Gin Gly Gly Arg Gly Gly Xaa 

115 120 125 

Pro Asp Pro Ser Thr Pro Ser Val Arg Gly Ser Gin Arg Thr Ala Ser 

130 135 140 

Pro Gly Arg Ala Ser Pro Gly Gly Cys Pro Glu Ala Thr Gly Trp Cys 
145 ' 150 155 160 

Cys Arg His Thr Arg Ser Ala Pro Thr Pro Leu Leu Pro Pro Cys Pro 

165 170 175 

Ser Pro Ala Ser Ser 
180 



<210> 3523 

c211> 2614 

<212> DNA 

<213> Homo sapiens 



<400> 3523 

nnactcctgg cagcccgcgg cccccgagca cgcgcctgac agcccctgct ggcccggcgc 
60 
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gcggcgtcgc 


caggccagct catggccccc 


120 






ggacttaccc 


cgcgctactt 


cacccgggac 


180 






cggtggctag 


tgatcgaccg 


taaggtgtac 


240 






gggggctccc 


gggccatcag 


ccactacgcc 


300 






ttccacatca 


acaagggcct 


tgtgaagaag 


360 






cctccagagc 


agcccagctt 


tgagcccacc 


420 






gagctgcggg 


ccacagtgga 


gcggatgggg 


480 






ctgtacctgc 


tgcacacctt gctgctggat 


540 






gggacgtcct 


ttttgccctt 


cctcctctgt 


600 






gctggctggc 


tgcagcatga 


ctttgggcac 


660 






catctgctac 


accattttgt 


gattggccac 


720 






cacatgcact 


tccagcacca 


tgccaagccc 


780 






atgcatccct 


tcttctttgc 


cttggggaag 


840 






aaaaaatata 


tgccgtacaa 


ccaccagcac 


900 






ttgctgcctc 


tctacctcca 


gtggtatatt 


960 






gtggacttgg 


tctggatgat 


taccttctac 


1020 






ttggggctga 


aagccttcct gggccttttc 


1080 






cttgtgcggg 


tgacacagat 


gaaccatatt 


1140 






gactgggttt 


ccacccagct 


ccaggccaca 


1200 






tggttcagtg 


gacacctcaa 


cttccagatt 


1260 






cacaattacc 


acaaagtggc 


tcccccggtg 


1320 






taccagtcca 


agcccctgct 


gtcagccttc 


1380 






gggcagctct 


ggctagatgc 


ctatcttcac 


1440 






aagaagagga 


ggaagactct 


ggagccaagg 


1S00 






tagtttaata 


ctcagagggg 


gttgggtctg 


1560 






ccttttatct 


tctagccaca 


gttctaagac 


1620 






aggagggaag 


gagctgttgg 


ggcaggggtg 


1680 







gacccgttgg ccgccgagac cgcggctcag 
gaggtggccc agcgctcagg gtgcgaggag 
aacatcagcg acttcagtcg ccggcatcca 
gggcaggatg ccacggatcc ctttgtggcc 
tatatgaact ctctcctgat tggagaactg 
aagaataaag agctgacaga tgagctccgg 
ctcatgaagg ccaaccatgt cttcttcctg 
ggtgcagccc ggctcaccct ttgggtcttt 
gcggtgctgc tcagcgcagt tcaggcccag 
ctgtcggtct tcagcacccc aaagtggaac 
ctgaaggggg cccccgccag ttggtggaac 
aactgcttcc gcaaagaccc agacatcaac 
atcctctctg tggagcttgg gaaacagaag 
aaatacttct tcctaattgg gcccccagcc 
ttctattttg ttacccagcg aaagaagtgg 
gtccgcttct tcctcactta tgtgccacca 
ttcatagtca ggttcctgga aagcaactgg 
cccatgcaca ttgatcatga ccggaacatg 
tgcaatgtcc acaagtctgc cttcaatgac 
gagcaccatc tttttcccac gatgcctcga 
cagtccttgt gtgccaagca tggcatagag 
gccgacatca tccactcact aaaggagcca 
caataacaac agccaccctg cccagtctgg 
cagaggggag cttgagggac aatgccacta 
gggacataaa gcctctgact caaactcctc 
ccaaagtggg gggtggacac agaagtccct 
taaattattt cctttttcta gtttggcaca 
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tgcaggcagt tggtgaacag agagaaccag gagggtaaca gaagaggagg gacctactga 
1740 

acccagagcc aggaagagat ttaacactaa aattccactc atgccgggcg tggtggcacg 
1800 

cgcctgtaat cccagctacc caggaggctg aggcaggaga atcgcttgaa ccggggaggt 
1860 

ggaggttgca gtgagctgag atcacgccat tgtactccag cctgggcgac agagcctcca 
1920 

tctccaaagg aaaaacaaaa ggttattctg tattgtaatt taaaaataaa atttcttcta 
1980 

tttgaatttt taaagttaaa aacgtaagta aatcctgtca ttgctaacag ggccacatat 
2040 

ggactcttac tctttcctct agacccccag agtgtagaat gtgatacact tttgtccttt 
2100 

tctctgagga tgtgctgcct agtgtcgtgg aatctgcctg accattgcaa gcatccaatt 
2160 

ttgtgaccag ttcttttgca ggaaattgtt tctgagaaga ctggaagaca agaaatatcc 
2220 

cacctcttct aacaagatct gaattgttcg aaaagcagcc agtgcctaac ttgtagctcc 
2280 

acttatgcca actgtatata tacctctcgt gagcatagca agtgatttaa tattttgaaa 
2340 

agatggctaa aatcctttta atgaacagca ctaaagttat atgtattaga ggagaattat 
2400 

tgaatgagat ggagaaagag ttctgaaatt aatatttaca ttttggcttt tttacagata 
2460 

atattatatt tctgagtgac cagacgaaag agaaggagta gaaaggatga ttcttctttg 
2520 

gccatcattt ggtacagtct catttccaag tcatgtataa tctttatggc ttccaaggac 
2580 

aagaattaaa atactctttt acgtaaaaaa aata 
2614 

<210> 3524 

<211> 444 

<212> PRT 

<213> Homo sapiens 



<400> 3524 



Met 


Ala 


Pro 


Asp 


Pro 


Leu 


Ala 


Ala 


Glu 


Thr Ala Ala Gin Gly Leu Thr 


l 






5 










10 15 


Pro 


Arg 


Tyr 


Phe 


Thr 


Trp 


Asp 


Glu 


Val 


Ala Gin Arg Ser Gly Cys Glu 








20 










25 


30 


Glu 


Arg 


Trp 


Leu 


Val 


lie 


Asp 


Arg 


Lys 


Val Tyr Asn He Ser Asp Phe 






35 










40 




45 


Ser 


Arg 


Arg 


His 


Pro 


Gly 


Gly 


Ser 


Arg 


Val He Ser His Tyr Ala Gly 




50 










5S 






60 


Gin 


Asp 


Ala 


Thr 


Asp 


Pro 


Phe 


Val 


Ala 


Phe His He Asn Lys Gly Leu 


65 










70 








75 80 


Val 


Lys 


Lys 


Tyr 


Met 


Asn 


Ser 


Leu 


Leu 


He Gly Glu Leu Ser Pro Glu 










85 










90 95 


Gin 


Pro 


Ser 


Phe 


Glu 


Pro 


Thr 


Lys 


Asn 


Lys Glu Leu Thr Asp Glu Phe 








100 










105 


110 


Arg 


Glu 


Leu 


Arg 


Ala 


Thr 


Val 


Glu 


Arg 


Met Gly Leu Met Lys Ala Asn 
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115 










120 










125 






His Val 


Phe 


Phe 


Leu 


Leu 


Tyr 


Leu 


Leu 


His 


He 


Leu 


Leu 


Leu Asp 


Gly 


130 










135 










14 0 








Ala Ala 


Trp 


Leu 


Thr Leu Trp Val 


Phe 


Gly 


Thr 


Ser 


Phe 


Leu Pro 


Phe 


145 








150 










155 








160 


Leu Leu 


Cys 


Ala 


Val 


Leu 


Leu 


Ser 


Ala 


val 


Gin 


Ala 


Gin 


Ala Gly 


Trp 






165 










170 








175 




Leu Gin 


His 


Asp 


Phe Gly His 


Leu 


Ser 


Val 


Phe 


Ser 


Thr 


Ser Lys 


Trp 






ieo 










185 










190 




Asn His 


Leu 


Leu 


His 


His 


Phe 


val 


He 


Gly 


His 


Leu 


Lys 


Gly Ala 


Pro 




195 










200 










205 






Ala Ser 


Trp 

* 


Trp 


Asn 


His 


Met 


His 


Phe 


Gin 


His 


His 


Ala 


Lys Pro 


Asn 


210 










215 










220 








Cys Phe 


Arg 


Lys 


Asp 


Pro 


Asp 


He 


Asn 


Met 


His 


Pro 


Phe 


Phe Phe 


Ala 


225 








230 










235 








240 


Leu Gly 


Lys 


He 


Leu 


Ser 


Val 


Glu 


Leu 


Gly 


Lys 


Gin 


Lys 


Lys Lys 


Tyr 








245 










2 50 








255 




Met Pro 


Tyr 


Asn 


His 


Gin 


His 


Lys 


Tyr 


Phe 


Phe 


Leu 


He 


Gly Pro 


Pro 






260 










265 










270 




Ala Leu 


Leu 


Pro 


Leu Tyr 


Phe 


Gin 


Trp 


Tyr 


He 


Phe 


Tyr 


Phe Val 


He 




275 










280 










285 






Gin Arg 


Lys 


Lys 


Trp Val 


Asp 


Leu 


Val 


Trp 


Met 


He 


Thr 


Phe Tyr 


Val 


290 










29S 










300 








Arg Phe 


Phe 


Leu 


Thr 


Tyr 


Val 


Pro 


Leu 


Leu 


Gly 


Leu 


Lys 


Ala Phe 


Leu 


305 








310 










315 








320 


Gly Leu 


Phe 


Phe 


He 


Val 


Arg 


Phe 


Leu 


Glu 


Ser 


Asn 


Trp 


Phe' Val 


Trp 






325 










330 








335 




Val Thr 


Gin 


Met 


Asn 


His 


He 


Pro 


Met 


His 


He 


Asp 


His 


Asp Arg 


Asn 






340 










345 










350 




Met Asp 


Trp 


Val 


Ser 


Thr 


Gin 


Leu 


Gin 


Ala 


Thr 


Cys 


Asn 


Val His 


Lys 




355 










360 










365 






Ser Ala 


Phe 


Asn 


Asp 


Trp 


Phe 


Ser 


Gly 


His 


Leu 


Asn 


Phe 


Gin He 


Glu 


370 










375 










380 








His His 


Leu 


Phe 


Pro 


Thr 


Met 


Pro 


Arg 


His 


Asn 


Tyr 


His 


Lys Val 


Ala 


365 








390 










395 








400 


Pro Leu 


Val 


Gin 


Ser Leu Cys Ala 


Lys 


His 


Gly 


He 


Glu 


Tyr Gin 


Ser 








405 










410 








415 




Lys Pro 


Leu 


Leu 


Ser 


Ala 


Phe 


Ala 


Asp 


He 


He 


His 


Ser 


Leu Lys 


Glu 




420 










425 










430 




Ser Gly 


Gin 


Leu 


Trp Leu Asp 


Ala 


Tyr 


Leu 


His 


Gin 









435 440 



<210> 3525 
<2U> 1116 
<212> DNA 

c213> Homo sapiens 
<400> 3525 

nnaaaaagcc acagaaaatg aacatccctt cagaatgggt ttgaagagct gatccagtgg 
60 

attaaagagg ggaaactggg agtttccaat taacaatgaa gcaggagctg actaaggctt 
120 

tggaacagaa accagatgac gcacaatatt attgtcaaag agcttattgt cacattcttc 
180 
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ttgggagtta ctatggatct gtaaataact gacgaaaaac gcatcttttt ctacatagtt 
240 

gctgttgctg atgcaaagaa gcctcgcgaa ttcaatccaa ataattccac tgctgtgctg 
300 

agaaaaggga tatgtgaata ccatttaaaa aactatgctg ctgctctaga aacttttata 
360 

ggaggacaaa aattangtgc agatgctaat ttcagtgact ggattaaaag gtgtcaagaa 
420 

gctcagaatg gctcagaatc tgaggtggtg atggaaccag ccctggaagg cacaggcaaa 
480 

gaggggaaga aagcatcctc caggaagcgt acattggctg aacctccagc gaagggcctc 
540 

ctgcagccag tgaagctcag cagggcagaa ctgtacaagg agcctaccaa tgaggagctt 
600 

aatcgccttc gggagactga gatcttgttc cactccagct tgcttcgttt acaggtagag 
660 

gagccactaa aggaagtaag gctgtcagag aagaagaagg atcggattga tgcettccta 
720 

cgggaggtca accagcgggt tgtgagggtg ccctcagtcc ctgagacaga gctcactgac 
780 

caggcatggc tcccagctgg ggttcgagtg cccctccacc aagtgcccta tgccgtgaag 
840 

ggctgtttcc gcttcctgcc cccagcccag gttactgtcg tgggcagcta ccttctgggc 
900 

acctgcatcc gaccagacat caatgtggat gtggcactga ccatgcccag ggaaatccta 
960 

caggacaagg acgggctgaa ccagcgctac ttccgcaagc gtgccctcta cctggcccac 
1O20 

ttggctcacc acctggccca ggaccccctc cttggcagtg tttgcttctc ctacacaaat 
1080 

ggctgccacc tgaaaccctc attgttgctc cggccg 
1116 

<210> 3526 
<211> 304 
<212> PRT 

<213> Homo sapiens 
<400> 3526 

lie Thr Asp Glu Lys Arg lie Phe Phe Tyr lie Val Ala Val Ala Asp 

15 10 IS 

Ala Lys Lys Ser Arg Glu Phe Asn Pro Asn Asn Ser Thr Ala Val Leu 

20 25 30 

Arg Lys Gly He Cys Glu Tyr His Leu Lys Asn Tyr Ala Ala Ala Leu 

35 40 45 

Glu Thr Phe He Gly Gly Gin Lys Leu Xaa Ala Asp Ala Asn Phe Ser 

50 SS 60 

Asp Trp He Lys Arg Cys Gin Glu Ala Gin Asn Gly Ser Glu Ser Glu 
65 70 75 80 

Val Val Met Glu Pro Ala Leu Glu Gly Thr Gly Lys Glu Gly Lys Lys 

85 90 95 

Ala Ser Ser Arg Lys Arg Thr Leu Ala Glu Pro Pro Ala Lys Gly Leu 

100 105 HO 

Leu Gin Pro Val Lys Leu Ser Arg Ala Glu Leu Tyr Lys Glu Pro Thr 
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US 


120 




125 








Asn 


Glu 


Glu Leu Asn Arg Leu 


Arg 


Glu Thr Glu 


lie Leu 


Phe 


His 


Ser 




130 


135 






140 








Ser 


Leu 


Leu Arg Leu Gin Val 


Glu 


Glu Leu Leu 


Lys Glu 


Val 


Arg 


Leu 


145 




150 




155 








160 


Ser 


Glu 


Lys Lys Lys Asp Arg 


lie 


Asp Ala Phe 


Leu Arg 


Glu 


Val 


Asn 






165 . 




170 






175 




Gin 


Arg 


Val Val Arg Val Pro 


Ser 


Val Pro Glu 


Thr Glu 


Leu 


Thr 


Asp 




180 




185 




190 






Gin 


Ala 


Trp Leu Pro Ala Gly 


Val 


Arg Val Pro 


Leu His 


Gin 


Val 


Pro 






195 


200 




205 








Tyr 


Ala 


Val Lys Gly Cys Phe 


Arg 


Phe Leu Pro 


Pro Ala 


Gin 


Val 


Thr 




210 


215 






220 








Val 


Val 


Gly Ser Tyr Leu Leu 


Gly 


Thr Cys lie Arg Pro 


Asp 


lie 


Asn 


225 




230 




235 








240 


Val 


Asp 


Val Ala Leu Thr Met 


Pro 


Arg Glu lie 


Leu Gin 


Asp 


Lys 


Asp 






245 




250 






2 55 




Gly 


Leu 


Asn Gin Arg Tyr Phe 


Arg 


Lys Arg Ala Leu Tyr 


Leu 


Ala 


His 






260 




265 




270 






Leu 


Ala 


His His Leu Ala Gin 


Asp 


Pro Leu Phe Gly Ser 


Val 


Cys 


Phe 






275 


260 




285 








Ser 


Tyr 


Thr Asn Gly Cys His 


Leu 


Lys Pro Ser 


Leu Leu 


Leu 


Arg 


Pro 




290 


295 






300 









<210> 3527 

<211> 2838 

<212> DNA 

<213> Homo sapiens 



<400> 3527 

cagggattga aggtccgagg gtgagtgggc tgggcatgag ggctgtgggg cggggcgtgg 
60 

ggcgggcacc ctgcactccc ctcccggtgg tacattctct ccctccggac ctccgtcatc 
120 

ccgtctgtgc cagaggaacc actgtccctg ggtcccaggt ctgcttgagg agggactggg 
180 

ttggggagag atgaagaccc tgtggaccag ggctcactct tcttctcttg ttcccccagg 
240 

ggtcctcccg gccccagagg gcggcccggc cccccgggcc ctccaggggg tcctatccaa 
300 

ctgcaacaag atgatcttgg ggcagctttc cagacgtgga tggacaccag tggagcactc 
360 

aggccagaga gttacagcta tccagaccgg ctggtgctgg accagggagg agagaccttt 
420 

aaaaccttac actacctcag caacctcatc cagagcatta agacgcccct gggcaccaaa 
480 

gagaaccccg cccgggtctg cagggacctc atggactgtg agcagaagat ggtggatggt 
540 

acctactggg tggatccaaa ccttggctgc ccccctgaca ccatcgaggt ctcccgcaac 
600 

ttcacccatg gcggacagac gtgcctcaag cccatcacgg cctccaaggt cgagtttgcc 
660 

accagccggg tccagacgaa tttcctgcac ctgctaagct ccgaggtgac ccagcacatc 
720 
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accatccact gccttaacat gaccgtgtgg caggagggca ctgggcagac cccagccaag 
780 

caggccgtac gctcccgggc ctggaatgga cagatttttg aagctggggg tcagttccgg 
840 

cccgaggtgc ccatggatgg ctgcaaggtc caagatggcc gctggcatca gacactcttc 
900 

accttccgga cccaagaccc ccaacagctg cccatcatca gtgtggacaa cctccctcct 
960 

gcctcatcag ggaagcagta ccgcctggaa gttggacctg cgtgcttcct ctgacctctg 
1020 

acctcgtggc cactctaggc ctcatggagg agggaagagg aagaggcaag gggagggtac 
1080 

tgaggggcag atggctccag gagaggcagc tcccctgccc aagggtcctt gggcagaccc 
1140 

cagctgttgt ctgcccagta gaagtgggtg ggggtaggag gggatagggt gtccttggga 
1200 

acaatggatc ccagcttagc cccaaagacc aaccaaagag ccagccagag taagctggac 
1260 

ctgcaacctg cctgagcccc gtggcctctc agctctgcgg ccaccccgtt ccctccccag 
1320 

cttcctgccc aaagagcccc acattcaagc caacttgagg gaagggggcg tctcgtcagc 
1380 

tggtccdtgc tagggagcta ttgatgtgca atattagaaa ggagacatga aaaaaggaga 
1440 

aaaggaaaga cagaagtgta tatatatatc atttaaacaa acaaaaagaa ggtgcgttac 
1S00 

tatttctttt tcacccggga aagaggtgag aggatgggaa ggagcagcca ggcgtgggaa 
1560 

gcggcgagat cctcgggctg ggggtgccca cgtttgctac ctcccactgt gaaatcgctg 
1620 

gcgctcacaa ttgcctctca cagtgtatgt gattttttca aggaaaaaaa aaaaccccta 
1680 

tttaagattc tgaaggcgct accattattt tgccacagac tttgaagaaa cttttggatg 
1740 

tggggcatca tccgcacctt tctctctcct ccaaatgaca aagtttgggg aatttttgaa 
lBOO 

ttttcctagc atcgcccttg tgctcatcag gtaatctgct aaggaggaaa aaagaaaaga 
1860 

aaaaaggaaa aaaaaaaaaa aaagcaaaac aaaaacaaaa acaaaaaccc taccagaaac 
1920 

cagaagtaga gagatttacc atataactta tggactttga aatgtctgtc cttttaaggc 
1960 

agcagggagg cctgggtgeg aacatgttgg cttggccttc acggtcctgg agggaggtga 
2040 

ggctggcctt ggaaggcgtg ccctggagag gtcttgggtg aaaactcgac cttgaagaaa 
2100 

ccaatcacaa aagcggcgtt gggtcagggc caggcttaga ggtgaagcat caacatggaa 
2160 

ccatctcagg aagccgcatc gcctcttccg aggtcctcac ttccaggagc ccgcccttgc 
2220 

aagacgcaac catcgttcct gccttttcat tgtcattaaa ttctgtagaa acccattgtc 
2280 

attagctcca agtgtaaatt tgggtcaagg agacagaata ataatgggaa tctcggagtt 
2340 
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cgacaccata gtgacgttca gcgtcctctg 
2400 

cttgaattgg attttgaggc tattttascc 
2460 

tatgtgaaag tctctatttg tgtacttctc 
2520 

tttgattttt attatttaat acctcacttt 
2560 

cctcgccctg ccgccccagc ctggacgctc 
2640 

ggcctcatct cagcgctcgg atccctcctg 

2700 

cttgggtttt cctgctgtct tcgtttacgt 
2760 

caatgggttc cgtttctcct tttcccctct 
2820 

aatggaaaaa aaaaaaaa 
2638 



aattgtgcta catcagcgaa caagtcggcg 
atggaattat tcttatagaa ggggaaaatg 
tcctaaagtt gtgtctcttt gggaattgga 
ggcccgtccc ccctcccaac acttctgtat 
tgcgtggaag tgcgtgtttg tagcagctcg 
ctgccagaat ccactggcct ctgtctcatt 
ctctgtccac atgtcagtgt attaaaaccc 
ggattttaaa taaatattta aaactgaggc 



<210> 3528 
<211> 281 
<212> PRT 

<213> Homo sapiens 
<400> 3528 

Gly Gly Thr Gly Leu Gly Arg Asp Glu Asp Pro Val Asp Gin Gly Ser 

1 5 10 15 

Leu Phe Phe Ser Cys Ser Pro Arg Gly Pro Pro Gly Pro Arg Gly Arg 

20 25 30 

Pro Gly Pro Pro Gly Pro Pro Gly Gly Pro lie Gin Leu Gin Gin Asp 

35 40 45 

Asp Leu Gly Ala Ala Phe Gin Thr Trp Met Asp Thr Ser Gly Ala Leu 

50 55 60 

Arg Pro Glu Ser Tyr Ser Tyr Pro Asp Arg Leu Val Leu Asp Gin Gly 
65 ' 70 75 60 

Gly Glu lie Phe Lys Thr Leu His Tyr Leu Ser Asn Leu He Gin Ser 

8 5 90 95 

He Lys Thr Pro Leu Gly Thr Lys Glu Asn Pro Ala Arg Val Cys Arg 

100 105 HO 

Asp Leu Met Asp Cys Glu Gin Lys Met Val Asp Gly Thr Tyr Trp Val 

115 120 12S 

Asp Pro Asn Leu Gly Cys Ser Ser Asp Thr He Glu Val Ser Cys Asn 

130 135 140 

Phe Thr His Gly Gly Gin Thr Cys Leu Lys Pro He Thr Ala Ser Lys 
145 150 155 160 

val Glu Phe Ala He Ser Arg Val Gin Met Asn Phe Leu His Leu Leu 

165 170 175 

Ser Ser Glu Val Thr Gin His He Thr lie His Cys Leu Asn Met Thr 

180 185 190 

Val Trp Gin Glu Gly Thr Gly Gin Thr Pro Ala Lys Gin Ala Val Arg 

195 200 205 

Phe Arg Ala Trp Asn Gly Gin He Phe Glu Ala Gly Gly Gin Phe Arg 

210 215 220 

Pro Glu Val Ser Met Asp Gly Cys Lys Val Gin Asp Gly Arg Trp His 
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225 230 235 240 

Gin Thr Leu Phe Thr Phe Arg Thr Gin Asp Pro Gin Gin Leu Pro lie 

245 250 255 

lie Ser Val Asp Asn Leu Pro Pro Ala Ser Ser Gly Lys Gin Tyr Arg 

260 265 270 

Leu Glu Val Gly Pro Ala Cys pn « Leu 
275 280 

<210> 3529 

<211> 3026 

<212> DNA 

<213> Homo sapiens 

<400> 3529 

agctgctggt gcaggtgcgg atagatttca tcctctgtcg cagcgagttt aatgacgcca 
60 

tcgtcatctc caaccgggcc ctgcgggatg gagagctgtt tgaaattgtc attcagaaga 
120 

tggtggaccg ctggtcaggc tccattgagg ctggagtgac tgctattcgg cctgaagace 
180 

tggaattccc caaccccatg acagacattg actatgacac atggatgctg agtggtacag 
240 

ccatcatgca agacggcaac acgatgcgca acaattatgg gtgtgacctg gatgcgctgg 
300 

gcacaggtgc acgcattggc atgatgcgaa ctgccaaggg cgacctgcac tacttcatca 
360 

acggccagga ccaaggcgct gcctgctcgg gcctgcctcc ggaggtgtat gcggtagtcg 
420 

atctctatgg ccagtgtgtc caagtgtcca tcaccaatgc caccggcccc atggacaaca 
480 

gcctggcgac cagcaacact gccaccgaga agtccttccc actgcnactc cccagtggct 
540 

ggcgtggctc accgattcca cagtacttgc ggcaagaacg tcactctaga ggaggatggc 
600 

acgagggcag tgcgtgccgc tggctatgct catggccttg tcttcagtac caaggagctg 
660 

agggctgagg aagtctttga ggtgaaagtg gaagagctag atgagaagtg ggcaggttcc 
720 

ctgcggctgg ggctgaccac actagcaccg ggggagatgg gacccggggc aggcggtggt 
780 

ggcccagggc tgcctccttc cccgccagag ctccggacga agaccacctg gatggtaccc 
840 

agctgtgaag tgaggcgtga tgggcagctc cagaggatga actatggccg gaacctagag 
900 

aggctggggg tgaagtggct ggctccaggg acaggggagg ggttgggagt ggaggtggca 
960 

gggagaggtg ggctgaacat cgtccgtcct tgtcctacct cggtcctagg tggggagccg 
1020 

tgtgggtgtt cgccgggggg cagatgacac gacgcacatc ctggtggatg gagaggatat 
1080 

ggggcctgca gccaccggca ttgccaagaa cgtgtgggct gtgttggatc tctacgggcc 
1140 

agtccgcggt gtgtcaattg tcagttccac gagactggag gagtcagaag gcacccagcc 
1200 
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tccttccccc agttcagaca ccggcagtga 
1260 

tggcctggga ggccagaatg aagtgggtat 
1320 

ccatgggaag aatatccttt tgtctaatgg 
1380 

caatcagggc atcgttgtca tcaaccaacc 
1440 

gatagatttc ctaaaccgac agtggacatc 
1500 

gcctgagagg ctcaacctcc ctgcttctgc 
1560 

gcggggccgt ggggtcttcc acaacggtct 
1620 

ggacacgtgc cctgaaggca ccatcctggg 
1680 

tcttcatgtt aatggggtgg accagggggt 

1740 

tgcgcttgtg gacctctatg ggcagtgtga 

1800 

ccaccacctg ccgctagtcc tctaaagagc 
I860 

caagaactcc tgctgctccc cgaagattat 
1920 

" tactgtgagt cttgccggaa gctgcgagga 
1980 

ccccgggaat atgcactgcc ctttggctgg 

2040 

ctggaggctg ggacactaac caagaagtgg 
2100 

gctgtacgga gagtgctgga ccgaggggag 
2160 

tgccgtcctt tgaagggaga acctggggta 
2220 

cctcctcggg aggagcagcc ccctcctgcg 
2280 

gcggagaccc tggcctccaa agtgcaattc 
2340 

gctcaggtgg cgttccaggt gtgtgtgcgc 
2400 

gctgcccttg gagaacctcc tgaccctcac 
2460 

aaggagaagg gggccacact cctctgtgcc 
2520 

caccactact acaagcacag tcgggccgcg 
2580 

cacctcattc ccgtgactcg tggcatgcgc 
2640 

catgtaggca ggctctcaga tgtaggtggc 
2700 

gcactccgtc tgatgggagg agccgtggga 
2760 

atgcaccgat ttggggaaca tgactccctt 
2820 



gggcgaggag gatgacgagg gcgaggagca 
tatacccacc accctcgagt tcctggagaa 
gaaccgtacg gccacacggg tggccagcta 
tctggtgccc cagctgctgg tgcaggtgcg 
ttcccttgtc ctgggagtca tcacctgcgc 
ccgtgccctc aaacgggcag cctggctgct 
caagatctgc gagaagtttg ggcccaatct 
actgcggctg gacagctctg gggggctgca 
agctgtgcca gatgtgcccc agccctgcca 
gcaggtatca aagagagtgt gtgctggggt 
tgcgagtacc atgcccttcg ctctcgcttc 
ttcatgcctc cgccaaagcg aagcctgtgc 
gacgaggccc acaggcgcag aggggagcct 
tgcaggttca acctcagagt gaatccccgc 
cacatggcat atcacgggag caatgttgcc 
ctgggagcag gtactgcctc catcctgagc 
gggttcgagg agcctggcga gaactgtgca 
ctgctttccc ccccccctca atatgctggg 
cgggacccca aatcccagcg gacgcaccag 
cctggctcct acaccccggg acccccttcc 
ttcagtccag ccgaacttga gtgggtcact 
ctgctggtac gggtggaatg aggggtgaga 
ggcccatgga ctctgagtgg cgactgcctc 
aggtgctgga gcttggcagc cgcgcaggag 
aagtggcaca gctccatgtc cggaggccca 
gcccagcccc aggccctggt acccctcctc 
ttactcccct accccacatc acttaattta 
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tttccgtttt tgtttctggt taccgtgaat cccagaggag tctctccctg tgcccacatg 
2880 

aagctgcttt ttccggggcc accgggcggg agtggggaag ggtgggcgca cggaagatgg 
2940 

gggcctctgt acagttgtta ctgactctga ttcctaagga gccaataaac accgtctcag 
3000 

agcaaaaaaa aaaaaaaaaa aaaaaa 
3026 

<210> 3530 

<211> 206 

<212> PRT 

<213> Homo sapiens 

<400> 3530 

Met Ala Ser Val Ser Lys Cys Pro Ser Pro Met Pro Pro Ala Pro Trp 

Thr Thr Ala Trp Arg Pro Ala Thr Leu Pro Pro Arg Ser Pro Ser His 

20 25 30 

Cys Xaa Ser Pro Val Ala Gly Val Ala His Arg Phe His Ser Thr Cys 

35 40 45 

Gly Lys Asn Val Thr Leu Glu Glu Asp Gly Thr Arg Ala Val Arg Ala 

SO 55 60 

Ala Gly Tyr Ala His Gly Leu Val Phe Ser Thr Lys Glu Leu Arg Ala 
65 10 7S 80 

Glu Glu Val Phe Glu Val Lys Val Glu Glu Leu Asp Glu Lys Trp Ala 

85 90 95 

Gly Ser Leu Arg Leu Gly Leu Thr Thr Leu Ala Pro Gly Glu Met Gly 

100 105 HO 

Pro Gly Ala Gly Gly Gly Gly Pro Gly Leu Pro Pro Ser Leu Pro Glu 

115 120 125 

Leu Arg Thr Lys Thr Thr Trp Met Val Ser Ser Cys Glu Val Arg Arg 

130 135 140 

Asp Gly Gin Leu Gin Arg Met Asn Tyr Gly Arg Asn Leu Glu Arg Leu 
145 150 155 160 

Gly Val Lys Trp Leu Ala Pro Gly Thr Gly Glu Gly Leu Gly Val Glu 

165 170 175 

val Ala Gly Arg Gly Gly Leu Asn He Val Arg Pro Cys Pro Thr Ser 

160 185 190 

Val Leu Gly Gly Glu Pro Cys Gly Cys Ser Ser Gly Gly Arg 
195 200 205 

<210> 3531 

<211> 879 

<212> DNA 

<213> Homo sapiens 

<400> 3531 

nggatcctca gacttaggaa gggacgctct gaagatattt atagaattta cagccacgat 
60 

ggcaccgatt ctccccctga tgctgatgag gtggttatcg tcctcaacaa cttcaaaagc 
120 

aaaattatta aagtgaaggt tcagaagaag gcagatatgg tgaacgaaga cttgctgagt 
180 
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gatggaacga gtgagaatga atctggattt tgggattcct tcaaatgggg ctttacagga 
240 

cagaagactg aggaagtgaa gcaagataaa gatgacataa ttaatatttt ctccgttgca 
300 

tctggtcatc tctacgaaag atttcttcgc ataatgatgc tatccgtgct gaagaatacc 
360 

aagactcctg tgaaattctg gttcttgaag aattacttgt cccccacatt taaggagttt 

420 

ataccttaca tggcaaatga atacaatttc cagtatgagc ttgttcagta caaatggccc 
480 

cggtggcttc atcaacaaac tgaaaaacag cgtatcatct ggggttacaa gatcctcttc 
540 

ctggatgtac ttttcccact agttgttgac aagttcctgt ttgtggatgc tgatcagatt 
600 

gtacgaacag atctgaaaga gttaagagat ttcaatttgg atggtgctcc ttatggttac 
660 

actcctttct gtgacagccg aagagaaatg gacggctaca ggttctggaa gtcagggtac 
720 

tgggccagtc atttagccgg gcgaaagcat catatcaggt actgaaaaga agcactccta 
760 

acactgttac ggggttttcc ttaaaattga ttttgtgtgg ttaaaattgt gaataggtaa 
840 

tacatcggta tggttgaaaa ataaaaatga taaaaaata 
879 

<210> 3532 
<211> 254 
<212> PRT 

<213> Homo sapiens 



<400> 3532 



Xaa 


lie Leu Arg Leu 


Arg 


Lys Gly Arg 


Ser Glu Asp He Tyr Arg 


He 


1 


5 








10 15 




Tyr 


Ser His Asp Gly 


Thr 


Asp Ser 


Pro 


Pro Asp Ala Asp Glu Val 


Val 


20 






25 


30 




He 


Val Leu Asn Asn 


Phe 


Lys Ser 


Lys 


He He Lys Val Lys Val 


Gin 




35 




40 




45 




Lys 


Lys Ala Asp Met 


Val 


Asn Glu 


Asp 


Leu Leu Ser Asp Gly Thr 


ser 




50 




55 




60 




Glu 


Asn Glu Ser Gly 


Phe 


Trp Asp 


Ser 


Phe Lys Trp Gly Phe Thr 


Gly 


65 




70 






75 


80 


Gin 


Lys Thr Glu Glu 


Val 


Lys Gin Asp 


Lys Asp Asp He He Asn 


He 




85 








90 95 




Phe 


Ser Val Ala Ser 


Gly His Leu Tyr 


Glu Arg Phe Leu Arg He 


Met 




100 






105 


110 




Met 


Leu Ser Val Leu 


Lys 


Asn Thr 


Lys 


Thr Pro Val Lys Phe Trp 


Phe 




115 




120 




12S 




Leu 


Lys Asn Tyr Leu 


Ser 


Pro Thr 


Phe 


Lys Glu Phe He Pro Tyr 


Met 




130 




135 




140 




Ala 


Asn Glu Tyr Asn 


Phe 


Gin Tyr 


Glu 


Leu Val Gin Tyr Lys Trp 


Pro 


145 




150 






155 


160 


Arg 


Trp Leu His Gin 


Gin 


Thr Glu 


Lys 


Gin Arg He He Trp Gly Tyr 


165 








170 175 




Lys 


lie Leu Phe Leu 


Asp 


Val Leu 


Phe 


Pro Leu Val Val Asp Lys 


Phe 
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180 IBS »0 

Leu Phe Val Asp Ala Asp Gin He Val Arg Thr Aep Leu Lys Glu Leu 

195 200 205 

Arg Asp Phe Asn Leu Asp Gly Ala Pro Tyr Gly Tyr Thr Pro Phe Cys 

210 215 220 

Asp Ser Arg Arg Glu Met Asp Gly Tyr Arg Phe Trp Lys ser Gly Tyr 
22 5 230 235 240 

Trp Ala Ser His Leu Ala Gly Arg Lys Tyr His He Arg Tyr 

245 250 

<210> 3533 

<211> 1151 

<212> DNA 

<213> Homo sapiens 

<400> 3533 

gaattcggca cgagggcttc tataggagag ctttagaatg aagtcattta gaggagcagg 
60 

cgaatcctaa ccgcatctct ctctttagct ggactgaacc caaacatgaa tgtcaacagc 
120 

atggacatga ccggtggctt gtcggtgaag gacccatccc agtcccagtc acgcctcccc 
1B0 

cagtggacgc accccaactc catggataac ttgcccagtg ccgcttcccc cctggagcag 
240 

aaccctagca agcatggtgc tatccctgga ggtctaagca ttgggcctcc aggtaagtcc 
300 

tccattgatg actcctatgg ccggtacgat ttaatccaga acagtgagtc accagccagt 
360 

cctcccgtag ctgttcccca tagctggtca cgtgccaaat ctgacagtga taaaatctca 
420 

aatggctcta gcatcaactg gcccccagaa ttccatccgg gagttccatg gaaaggactg 

460 

cagaacattg accctgagaa tgaccctgac gtcactcctg gcagtgtccc cactgggcct 
540 

accatcaaca ccaccatcca ggatgtcaac cgctacctcc tcaagagtgg agggtcctcc 
600 

ccgccatcat ctcagaatgc cacgctgcct tcttcgagtg cctggccact cagtgcctcc 
660 

ggccacagta gctctttcag cagcattgca tccgcaccta gtgttgcagg taaactgtca 

720 

gacatcaaat cgacgtggtc ctctggccct acctcccaca cgcaagcctc tctgtctcat 
780 

gaactatgga aggtgcccag aaacagtact gcacccacga ggccacctcc agggttaacc 
640 

aatcccaagc cctcctccac ctggggtgcc agccccctcg gctggaccag ctcctactcc 
900 

tcgggttctg cctggagcac cgacacctca ggaagaacca gcagctggct cgttcttcga 
960 

aacctcactc cccaggcgca atatggtgcc cccgcatcac tgagcacgat ccagggaggg 
1020 

ttcccgcttg gcccccaatg cagatgaggc tgtctggtgg ggcaggatag ttgggggctc 
1080 

ttggccaggg cccataagtg acgctgcatg ggaggagatg agcaagtgcc aggattggct 
1140 



2697 



WO 00/58473 



PCT/USOO/08621 



\ 



ccagcagcgg c 
1151 

<210> 3534 

<211> 313 

<212> PRT 

<213> Homo sapiens 

<400> 3534 , . 

Met Asn Val Asn Ser Met Asp Met Thr Gly Gly Leu Ser Val Lys Asp 

1 5 10 15 

Pro Ser Gin Ser Gin Ser Arg Leu Pro Gin Trp Thr His Pro Asn Ser 

20 25 30 

Met Asp Asn Leu Pro Ser Ala Ala Ser Pro Leu Glu Gin Asn Pro Ser 

35 40 45 

Lys His Gly Ala lie Pro Gly Gly Leu Ser lie Gly Pro Pro Gly Lys 

50 55 60 

Ser Ser lie Asp Asp Ser Tyr Gly Arg Tyr Asp Leu He Gin Asn Ser 
65 70 75 80 

Glu Ser Pro Ala Ser Pro Pro Val Ala Val Pro His Ser Trp Ser Arg 

85 90 95 

Ala Lys Ser Asp Ser Asp Lys He Ser Asn Gly Ser Ser lie Asn Trp 

100 105 "O 

Pro Pro Glu Phe His Pro Gly Val Pro Trp Lys Gly Leu Gin Asn He 

1X5 120 125 

Asp Pro Glu Asn Asp Pro Asp Val Thr Pro Gly Ser Val Pro Thr Gly 

130 135 I 40 

pro Thr He Asn Thr Thr He Gin Asp Val Asn Arg Tyr Leu Leu Lys 
145 150 155 160 

Ser Gly Gly Ser Ser Pro Pro Ser Ser Gin Asn Ala Thr Leu Pro Ser 

165 170 175 

Ser Ser Ala Trp Pro Leu Ser Ala Ser Gly Tyr Ser Ser Ser Phe Ser 

180 1B5 190 

Ser He Ala Ser Ala Pro Ser Val Ala Gly Lys Leu Ser Asp He Lys 

195 200 205 

Ser Thr Trp Ser Ser Gly Pro Thr Ser His Thr Gin Ala Ser Leu Ser 

210 215 220 

His Glu Leu Trp Lys val Pro Arg Asn Ser Thr Ala Pro Thr Arg Pro 
225 230 235 240 

Pro Pro Gly Leu Thr Asn Pro Lys Pro Ser Ser Thr Trp Gly Ala Ser 

245 250 255 

Pro Leu Gly Trp Thr Ser Ser Tyr Ser Ser Gly Ser Ala Trp Ser Thr 

260 265 270 

Asp Thr Ser Gly Arg Thr Ser Ser Trp Leu Val Leu Arg Asn Leu Thr 

275 280 285 

Pro Gin val Gin Tyr Gly Ala Pro Ala Ser Leu Ser Met He Gin Gly 

290 295 300 

Gly Phe Pro Leu Gly Pro Gin Cys Arg 
305 310 

<210> 3535 

<211> 723 

<212> DNA 

<213> Homo sapiens 
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<400> 3535 

tccggacaaa gctctcagta tcctgggtgc cattgcttct tctactcagc cgtgtttttt 
60 

ctactgagac agacaaaccc ccagcccagg acagcagagg ccgtgggagt tcaggccaac 
120 

cggcagacct gctacaggtt ctctctgctg gtgaccaccc accccacaac cactcaagaa 
ISO 

gcctcatcaa aacattgttg gagaaaactg ggtgcccacg gaggagaaac ggaatgcaag 
240 

gagattgcaa tctgtgcttt gaaccagatg cactattact aatagctgga ggaaattttg 
300 

aagatcagct tagagaagaa gtggtccaga gagtttctct tctcctcctc tattacatta 
360 

ttcatcagga agagatctgt tcttcaaagc tcaacatgag taataaagag tataaatttt 
420 

acctacacag cctactgagc ctcaggcagg atgaagattc ctctttcctt tcacagaatg 
480 

agacagaaga tatcttggct ttcaccaggc agtaccttga cacttctcaa agccagtgta 
54 0 

tggaaaccaa aacgctgcag aaaaaatctg gaatagtgag cagtgaaggt gctaatgaaa 
600 

gtacgcttcc tcagttggca gccatgatca ttactttgtc cctccagggt gtttgtctgg 
660 

gacaaggaaa cttgccttcc ccagactact ttacagaata tattttcagt tccttgaatc 

720 
gta 
723 

<210> 3536 

<211> 163 

<212> PRT 

<213> Homo sapiens 



<400> 3536 



Met 


Gin 


Gly Asp Cys 


Asn 


Leu Cys 


Phe 


Glu Pro Asp Ala 


Leu 


Leu 


Leu 


1 




5 








10 




15 




He 


Ala 


Gly Gly Asn 


Phe 


Glu Asp Gin 


Leu Arg Glu Glu 


Val 


Val 


Gin 






20 






25 




30 




He 


Arg 


Val 


Ser Leu Leu 


Leu 


Leu Tyr 


Tyr 


He He His Gin 


Glu 


Glu 




35 




40 




45 








Cys 


Ser 


Ser Lys Leu 


Asn 


Met Ser 


Asn 


Lys Glu Tyr Lys 


Phe Tyr 


Leu 


50 






55 




60 








His 


Ser 


Leu Leu Ser 


Leu 


Arg Gin Asp 


Glu Asp Ser Ser 


Phe 


Leu 


Ser 


65 






70 






75 




Phe 


80 


Gin 


Asn 


Glu Thr Glu Asp 


He Leu 


Ala 


Phe Thr Arg Gin Tyr 


Asp 






85 








90 




95 




Thr 


Ser 


Gin Ser Gin 


Cys 


Met Glu 


Thr 


Lys Thr Leu Gin 


Lys 


Lys 


Ser 






100 




105 




110 






Gly 


He 


Val Ser Ser 


Glu 


Gly Ala 


Asn 


Glu Ser Thr Leu 


Pro 


Gin 


Leu 




115 




120 




125 








Ala 


Ala 


Met He He 


Thr 


Leu Ser 


Leu 


Gin Gly Val Cys Leu Gly Gin 




130 






135 




140 








Gly Asn 


Leu Pro Ser 


Pro 


Asp Tyr 


Phe 


Thr Glu Tyr He 


Phe 


Ser 


Ser 
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145 ISO 155 160 

Leu Asn Arg 



<210> 3537 
<211> 714 
<212> DNA 

<213> Homo sapiens 

<400> 3537 , 
tttttttttt tttttttttt tttttttttt tttttttttt agcaatatat atatataatt 

tatttacatt cacgcccgat aaaaccccta tgtgccccgg cggccgggca aggctgtgta 
120 

cataaggcca agagtaagtg cgtgaatgca cttaagacaa agtcaggaca cgagcttcac 
1B0 

atgacaggcc ccgcgtgggc gaccagccag ccctggggac gggcacgcca cgccacacac 
240 

acactcacca ctgtacagcc tgggactccc attgcatatt cacaggcccc gccgggcagg 
300 

gcacctcaag gctgggggag gggcaggggc agggaggagc cgtggggtgt ccctgggtgg 
360 

gtggagaggg cagcatgtga gaggcaaatg tgcaccaaca ctgggcgtga gacgtgagca 
420 

gcctcaggtg tacggcatga gatgtgtgtg gttggggggt gtctgcgtga cccgggaggg 
480 

gggtgtgtgt gagatgagca cacgaggcat gcgtggcacg tgctcgtgtg gtggtcgcgt 
540 

gcctgaatcc aggggctacc ccctgtccgg ctgtggccct cggtcctgca gggttggaag 
600 

aagggtcctt cagacgtgcc cctacccagc aggcacagaa atgtttgcat aaggtccagc 
660 

tcaggcagga gctctggggc cctggcccag gcccagtgtg tgcgtgcatg gcca 
714 

<210> 353B 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 3538 

Met His Ala His Thr Gly Pro Gly Pro Gly Pro Gin Ser Ser Cys Leu 

15 10 15 

Ser Trp Thr Leu Cys Lys His Phe Cys Ala Cys Trp Val Gly Ala Arg 

20 25 3° 

Leu Lys Asp Pro Ser Ser Asn Pro Ala Gly Pro Arg Ala Thr Ala Gly 

35 40 45 

Gin Gly Val Ala Pro Gly Phe Arg His Ala Thr Thr Thr Arg Ala Arg 

50 55 6° 

Ala Thr His Ala Ser Cys Ala His Leu Thr His Thr Pro Leu Pro Gly 
65 70 75 80 

His Ala Asp Thr Pro Gin Pro His Thr Ser His Ala Val His Leu Arg 

85 90 95 

Leu Leu Thr Ser His Ala Gin Cys Trp Cys Thr Phe Ala Ser His Met 
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100 105 110 

Leu Pro Ser Pro Pro Thr Gin Gly Hie Pro Thr Ala Pro Pro Cya Pro 

115 120 125 

Cys Pro Ser Pro Ser Leu Glu Val Pro Cys Pro Ala Gly Pro Val Asn 

130 13S 1«0 

Met Gin Trp Glu Ser Gin Ala Val Gin Trp 
145 ISO 

<210> 3539 
<211> 818 
<212> DNA 

<213> Homo sapiens 
<400> 3539 

ngcgcgccag gggaagttgc ccagcttggc tctggaagaa ccgagggtcg tctgattctg 
60 

ggcaatgggg gtgcctgtgg tcccagctgc tcgggaggct gaggcggaat tgcttgagcg 
120 

cggggggcgg aggttgcagt gagccgagat cgcgcaggta cgctccagtc tgggcgacaa 
180 

gagcgaaact cgatatcaaa aaaaaaaaaa acgtcctgac cccagagcct cctcacgcgt 
240 

cccctaccac agcacttcag agaagcaggt ctttaatcag tgtgtctaga tgcagctgct 
300 

gactgtcacc cctaccccgc ctctctccca gtctgcggac ggccagtcac ccccattgcc 
360 

cagaatcaga cgaccctcgg ttcttccaga gccaagctgg gcaacttccc ctggcaagcc 
420 

ttcaccagta tccacggccg tgggggcggg gccctgctgg gggacagatg gatcctcact 
480 

gctgcccaca ccgtctaccc caaggacagt gtttctctca ggaagaacca gagtgtgaat 
540 

gtgttcttgg gccacacagc catagatgag atgctgaaac tggggaacca ccctgtccac 
600 

cgtgtcgttg tgcaccccga ctaccgtcag aatgagtccc ataactctag cggggacatc 
660 

gccctcctgg agctgcagca cagcatcccc ctgggcccca acgtcctccc ggtctgtctg 
720 

cccgataatg agaccctcta ccgcagcggc ttgttgggct acgtcagtgg gtttggcatg 
780 

gagatgggct ggctaactac tgagctgaag tactcgag 
818 

<210> 3S40 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 3540 

Ser Val Cys Leu Asp Ala Ala Ala Asp Cys His Pro Tyr Pro Ala Ser 

15 10 15 

Leu Pro Val Cys Gly Arg Pro Val Thr Pro He Ala Gin Asn Gin Thr 

20 25 30 

Thr Leu Gly Ser Ser Arg Ala Lys Leu Gly Asn Phe Pro Trp Gin Ala 
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35 40 






45 






Phe Thr 


Ser He His Gly Arg Gly Gly Gly 


Ala Leu 


Leu 


Gly Asp 


Arg 


SO 


55 




60 








Trp He 


Leu Thr Ala Ala His Thr Val 


Tyr 


Pro Lys 


Asp 


Ser Val 


Ser 


65 


70 




75 






60 


Leu Arg 


Lys Asn Gin Ser Val Asn Val 


Phe 


Leu Gly 


His 


Thr Ala 


He 


65 


90 






95 




Asp Glu 


Met Leu Lys Leu Gly Asn His 


Pro 


Val His 


Arg 


Val Val 


Val 




100 105 








110 




His Pro 


Asp Tyr Arg Gin Asn Glu Ser 


His 


Asn Phe 


Ser 


Gly Asp 


He 




115 120 






125 






Ala Leu 


Leu Glu Leu Gin His Ser He 


Pro 


Leu Gly 


Pro 


Asn Val 


Leu 


130 


135 




140 






* 


Pro Val 


Cys Leu Pro Asp Asn Glu Thr 


Leu 


Tyr Arg 


Ser 


Gly Leu 


Leu 


145 


150 




155 






160 


Gly Tyr 


Val Ser Gly Phe Gly Met Glu Met 


Gly Trp 


Leu 


Thr Thr 


Glu 




165 


170 






175 





Leu Lys Tyr Ser 
180 



<210> 3541 

<211> 722 

<212> DNA 

<213> Homo sapiens 

<400> 3541 

tctctccgac ggcgtgcagg tggccatttc aagacccgta ctaggtagat ggtcaattag 
60 

agttcccagg gtttgaagcc tgtaactgct gccgccgctc aagccctcca gagcattgct 
120 

acggctgctg cccttgtact actacctcca aatacgttct tgctggtagt ggcggcagca 
180 

ggaccaatta cctctttttt gctctccctc gagaagctcc agatggcgtc ttccgtgggc 
240 

aacgtggccg acagcacaga accaacgaaa cgtatgcttt ccttccaagg gttagctgag 
300 

ttggcacatc gagaacatca ggcaggagat tttgaggcag ctgagagaca ctgcatgcag 
360 

ctctggagac aagagccaga caatactggt gtgcttttac tactttcatc tatacacttc 
420 

cagtgtcgaa ggctggacag atctgctcac tttagcactc tggcaattaa acagaacccc 
480 

cttctggcag aagcttattc gaatttgggg aatgtgtaca aggaaagagg gcagttgcag 
540 

gaggcaattg agcattatcg acatgcattg cgtctcaaac ctgatttcat cgatggttat 
600 

attaacgctg cagccgcctt ggtagcagcg ggtgacatgg aaggggcagt acaagcttac 
660 

gtctctgcac tccagcctgg gtgacaaagt gaggccctgt ctcaaaaaaa aaaaaaaaaa 

720 

aa 

722 

<210> 3542 
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<211> 153 
<212> PRT 
<213> Homo sapiens 

<400> 3542 

Met Ala Ser Ser Val Gly Asn Val Ala Asp Ser Thr Glu Pro Thr Lys 

15 10 15 

Arg Met Leu Ser Phe Gin Gly Leu Ala Glu Leu Ala His Arg Glu Tyr 

20 *S 30 

Gin Ala Gly Asp Phe Glu Ala Ala Glu Arg His Cys Met Gin Leu Trp 

35 40 45 

Arg Gin Glu Pro Asp Asn Thr Gly Val Leu Leu Leu Leu Ser Ser He 

50 55 60 

His Phe Gin Cys Arg Arg Leu Asp Arg Ser Ala His Phe Ser Thr Leu 
65 70 75 80 

Ala He Lys Gin Asn Pro Leu Leu Ala Glu Ala Tyr Ser Asn Leu Gly 

85 90 95 

Asn Val Tyr Lys Glu Arg Gly Gin Leu Gin Glu Ala He Glu His Tyr 

X00 105 HO 

Arg His Ala Leu Arg Leu Lys Pro Asp Phe He Asp Gly Tyr He Asn 

115 120 125 

Ala Ala Ala Ala Leu Val Ala Ala Gly Asp Met Glu Gly Ala Val Gin 

130 • 135 140 

Ala Tyr Val Ser Ala Leu Gin Pro Gly 
145 * ISO 

<210> 3543 

<211> 1206 

<212> DNA 

<213> Homo sapiens 

<400> 3543 

nntcagagtt ttgagttaag agctcaccat ttaatataca aattagtatg tcagaatctc 
60 

cagctaatga aagtatttta tgaatgctgt ccttaagacc gagtaacagc attgtgttca 
120 

gtttggttgt tgcccaggat gtgtaatagt ttctcttcag ccataagcca cgcctggtag 
160 

atattaattg agtggagaga ecttgcacct cttccagtta tgcatttgtg gtttgtcgtc 
240 

tgattcggag cactcggaag atcactgttt tgtgttctac gacccaattg agaggattat 
300 

gtggagctaa gttttaccaa ccaggatcat ccttccttgt gggttagcag gcagttataa 
360 

gattgcaaaa tgggtctccg gattcacttt gttgttgacc cacatggttg gtgctgcatg 
420 

ggtttgattg tcttcgtttg gttatacaat attgttttaa ttcccaaaat tgtcctcttt 
460 

cctcactatg aagaaggaca tattccaggc atattaataa taatattcta tggcatttcc 
540 

atattctgtc tggttgcctt agtgagggcc cccataactg acccaggaag actccctgag 
600 

aaccccaaga tcccacatgg agaaagggag ttctgggaat tatgtaacaa gcgtaatttg 
660 
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atgagaccaa agcgttccca tcactgtagc 
720 

catcactgtc catggattaa caattgtgtt 
780 

ttgtgtctct acactgaact tcttacttgc 
840 

tactattttc ttccactaaa aaagcgtaat 
900 

gccataatga gactagcagc ctttatgggc 
960 

ttttacactc aactaattgg catcatcaca 
1020 

tctgtatcca acaacagtct tggagacctc 
1080 

ataccttcct ttgtggttat gtgccctgaa 
1140 

aaactactac tctgcttgga ttcccctctt 

1200 

gaaatc 

1206 



cgctgcggcc actgtgtgag gagaatggat 
ggtgaagata atcattggct ctttctgcag 
tacgcactga tgttttcttt ctgccactat 
ttggacctct ttgtttttag acatgaattg 
attactatgt tagttggaat aactggactc 
ccttgcagtc tcatcctact caagtgtggc 
atgaagattt ctgaaacttt tgctctgagg 
aactccagcc tccgtgtctt caattcagtg 
atacaatggt ctaccaagtg actgcaaaca 



<210> 3544 

<211> 273 

<212> PRT 

<213> Homo sapiens 



<400> 3544 
Met Gly Leu 
1 

Met Gly Leu 

Lys He Val 
35 

Leu He He 
50 

Val Arg Ala 
65 

He Pro His 

Leu Met Arg 

Val Arg Arg 
115 

Glu Asp Asn 

130 
Leu Thr Cys 
14S 

Leu Pro Leu 

Leu Ala He 

Gly He Thr 
195 

Cys Ser Leu 



Arg He 
5 

He Val 
20 

Leu Phe 

He Phe 

Ser He 

Gly Glu 

85 
Pro Lys 
100 

Met Asp 

His Trp 

Tyr Ala 

Lys Lys 
165 
Met Arg 
180 

Gly Leu 



His Phe Val Val 
Phe Val 
Pro His 



Tyr Gly 
55 

Thr Asp 
70 

Arg Glu 

Arg Ser 

His His 

Leu Phe 
135 
Leu Met 
150 

Arg Asn 



Trp Leu 

25 
Tyr Glu 
40 

He Ser 



Leu Ala 
Phe Tyr 
He Leu Leu Lys 



Pro Gly 

Phe Trp 

His His 
105 
Cys Pro 
120 

Leu Gin 

Phe Ser 

Leu Asp 

Ala Phe 
185 
Thr Gin 
200 

Cys Gly 



Asp Pro His 
10 

Tyr Asn He 

Glu Gly His 

He Phe Cys 
60 

Arg Leu Pro 
75 

Glu Leu Cys 
90 

Cys Ser Arg 

Trp He Asn 

Leu Cys Phe 
140 

Phe Cys His 

155 
Leu Phe Val 
170 

Met Gly He 
Leu He Gly 
Ser Val Ser 



Gly Trp Cys Cys 
15 

Val Leu He Pro 
30 

He Pro Gly He 
45 

Leu Val Ala Leu 

Glu Asn Pro Lys 
80 

Asn Lys Cys Asn 
95 

Cys Gly His Cys 
110 

Asn Cys Val Gly 
125 

Tyr Thr Glu Leu 



Tyr Tyr 

Phe Arg 

Thr Met 
190 
He He 
205 

Asn Asn 



Tyr Phe 
160 
His Glu 
175 

Leu Val 
Thr Pro 
Ser Leu 
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210 

Gly Asp Leu Met Lys 
225 

Phe Val Val Met Cys 

245 

Val Lys Leu Leu Leu 
260 

Lys 



215 

lie Ser Glu Thr Phe Ala 
230 235 
Pro Glu Asn Ser Ser Leu 

250 

Cys Leu Asp Ser Pro Leu 
265 



220 

Leu Arg He Pro Ser 

240 

Arg Val Phe Asn Ser 
255 

He Gin Trp Ser Thr 
270 



<210> 3545 
<211> 3657 
<212> DNA 

<213> Homo sapiens 
<400> 3545 

cctaggctgt tggagactga gtgagtgaat gtgtggagag tactaggctt ggcacaggcc 
60 

agagcaggtg ctcaggaggt ctggcccatc atccggctcc ggctgaccct tgccctcacc 
120 

ctggcagacc ctggctgggc atccatcagc aggggtgtgc tggtgtgtga cgagtgctgc 
180 

agcgtgcacc ggagcctggg acgccacatc tccattgtca agcaccttcg ccacagcgcc 
240 

tggcctccca cgctgctgca gatggtgcac acgcttgcca gcaacggggc caactccatc 
300 

tgggagcact ccctgctgga ccccgcacaa gtgcagagcg gccggcgcaa agccaacccc 
360 

caagacaaag tccaccccat caagtcagag ttcatcaggg ccaagtacca gatgccggca 
420 

tttgtgcaca agcttccctg ccgggacgat gatggagtca ccgccaaaga cctcagcaag 
480 

caaccacact cgagcgtgcg gacaggcaac ctggagacat gtctgcgcct gctctccctg 
540 

ggcgcccagg ccaacttctt ccacccagag aagggcacca cacctctgca cgtggctgcc 
600 

aaggcaggac agacactgca ggccgagctg cttgtagtgt atggggctga ccctggctcc 
660 

cctgatgtta atggccgcac acccattgac tatgccaggc aggcggggca ccatgagctg 
720 

gcggaaaggc tggttgagtg ccaatatgag ctcactgacc ggctggcctt ctacctctgt 
780 

ggacgcaagc cggatcacaa gaatgggcat tacatcatcc cacagatggc tgacagatct 
840 

cggcaaaagt gcatgtctca gagccttgac ttatccgaat tggccaaagc tgctaagaag 
900 

aagctgcagg cgctcagcaa ccggcttttt gaggaactcg ccatggacgt gtatgacgag 
960 

gtggatcgaa gagaaaatga tgcagtgtgg ctggctaccc aaaaccacag cactctggtg 
1020 

acagagcgca gtgctgtgcc cttcccgcct gttaacccgg aatactcagc cacgcggaat 
1080 

caggggcgac aaaagctggc ccgctttaat gcccgagagt ttgccacctt gatcatcgac 
1140 
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attctcagtg 
1200 

ctcgagctgt 
1260 

gcctctgacg 
1320 

cgggcccgga 
1380 

ctggagctga 
1440 

aacagtagcc 
1500 

cacaagccgc 
1560 

ccactcccca 
1620 

agggatcgcc 
1680 

ccccctgggg 
1740 

gacgccatct 
1800 

gccccagctg 
I860 

cgccacacga 
1920 

caaagtgggg 
1980 

gaagacttcc 
2040 

acagaggatg 
2100 

gcagcccagg 
2160 

gtgaccgaga 
2220 

ctgcggctgc 
2260 

ccagagcccg 
2340 

tatgacatcg 

2400 

tgacctctct 
2460 

ccactccaga 
2520 

ccacactccc 
2580 

g«9Stggggg 

2640 

catctccccc 
2700 

tagggcaccc 
2760 



aggccaagcg 
ctctgcggag 
aggacacaga 
gcatggactc 
agaaggccct 
tgagcgacga 
aggcggagaa 
gtgaacgggc 
aggcctcttc 
acgagctcac 
attcagtgca 
tgcccttcac 
gcaagctttc 
acccactgct 
acccagagct 
tcatcttgaa 
agttcaagca 
tggcccccct 
tcaacgccag 
gcgccccagt 
ccaaggccgc 
ccccacaccc 
cattaatccc 
tggcagccag 
ggcaggagct 
ctcctagtga 
tcagcaaagg 



gagacagcag 
ccagagtgac 
ccaggagccc 
ctcggacttg 
ggctacatcg 
gctccggagg 
cctgcagctc 
ggaacacaca 
catgtatgaa 
tacgcggccg 
cgtccctgct 
tccctcctcc 
ccgccacggc 
ggggctggaa 
ggaaagcctg 
gacagagcag 
tgacagcttc 
cttcccaaag 
cgcctaccgg 
ggacctccag 
caagcagctg 
tcacctgcac 
caccccaaca 
gtgccccggt 
tctgtccccc 
gcaggggcct 
ggcaggtggg 



ggcaagagcc 
ctcgacgacc 
ctgcgcagca 
tctgacgggg 
gaggcaaagg 
ctgcagcgag 
cggcagcctc 
cccatggcgc 
cctggccctg 
cagcctctcc 
ggcctttacc 
ccgctgctgt 
agtggagccg 
gggaagaggt 
gatggagacc 
gtcaccaaga 
gtgccctgct 
aggccagccc 
ctgcagagtg 
ctgccgactc 
gtcaccatca 
cctaggacct 
gagccactgg 
gcccacccct 
acattccatg 
gcaaggcatc 
gacactccaa 



tgagcagccc 
aacacgacta 
ccggcgccac 
ctgtgacgct 
tgcagcagct 
agcactttgc 
cagggccggt 
caggcgggag 
ccctgaagcc 
acagcactga 
ggatccggaa 
cctgctccca 
acagtgacta 
ttctagagct 
tagatcctgg 
acactcagga 
cagagaagat 
tggagccagt 
agtgccggaa 
agcaggtgat 
ccacccgaga 
cactggccat 
cacaagcgcc 
gtcgagcccc 
cacctcccct 
actcccagcc 
gtggggcagc 



cacagacaac 
cgacagcgtg 
tcggagcaac 
gcaggagtac 
catgaaggtc 
acccataatc 
gcccacacct 
cacacaccgc 
ctttgggggc 
gctagaggac 
aggggtgtct 
ggagggaagc 
tgagaacacg 
gggcaaagag 
gcttcccagc 
actgttgcgg 
ccatttggcc 
gcggagctca 
gacagtgccc 
ccagtgcgcc 
gaagaagcag 
aggagctggg 
cttagtgctg 
taaggatggg 
ctgtatatag 
cctcgccttc 
tctccgtaca 
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tgcgccccac ccccatgagc cagttcagcc ctactggggg ctgagcgggg gcatcccctc 
2820 

ctttgtacat agtctccatg gatgtccctg ccctgtagcc accagcccct tgctgctctc 
2880 

cctttaatgc catatggccc ctgcctaggg cacaggcccc aacctgtgtg ctggggtccc 
2940 

cagcagcaaa cactggaaag tctgtttctt tttttctttc ttcttcccca ccccttaatt 
3000 

ttaactttgc ggtaactgag tgcccccgcg tgcctgcgtg ttgagtgtgt gggcggcagt 
3060 

gccgttccgg aggcctggtc catctggagt tttgaggggt gaggggacca gagcagtggg 
3120 

accagcatgg ggatcagctt cccttcccca cctgggagcc agggactgtc cgggtagcca 
3180 

gttttggtcc tgccagctgc ctccctgatc cctccccact ctcgcccctc ctctatgaac 
3240 

ttaaatcaaa aaccacttcc ctccatctcc tcctgctcct gcgtggaggg ggaatgtgtg 
3300 

ctggctaggg tggaggactg agcacctgag cctggggctg gctccccggg gtccccgact 
3360 

cagctggtgg ctgtggagct gagtcccctc cccgtaacct ctgcaaggcc agcacccacc 
3420 

atcactacct gcacctgctg tggtcccacc ctctggaggc ctgggaacct ggctgcagcc 
3480 

tgggaaggct ggagaggcag acggcgggac ccaccagccc tctccccatc ccgcttcttc 
3540 

cctgggggcc aggccctacc tgtgtggtgg tgggtgggct gtcaagacgt gtcatgtaca 
3600 

tttgtatcaa aaataaagaa gtgaccatga aaaaaaaaaa aaaaaaaaga ttttaat 
3657 

<210> 3546 
<211> 792 
<212> PRT 

<213> Homo sapiens 



<400> 3546 






















Val 


Asn 


Val 


Trp 


Arg 


val 


Leu 


Gly 


Leu 


Ala 


Gin Ala Arg Ala 


Gly 


Ala 


1 








5 










10 




15 




Gin 


Glu 


val 


Trp 


Pro 


lie 


He 


Trp 


Leu 


Arg 


Leu Thr Leu Ala 


Leu 


Thr 








20 










25 




30 






Leu 


Ala 


Asp 


Pro 


Gly 


Trp 


Ala 


Ser 


He 


Ser 


Arg Gly Val Leu 


Val 


Cys 






35 










40 






45 






Asp 


Glu 


Cys 


Cys 


Ser 


Val 


His 


Arg 


Ser 


Leu 


Gly Arg His He 


Ser 


He 




50 










55 








60 






val 


Lys 


His 


Leu 


Arg 


His 


Ser 


Ala 


Trp 


Pro 


Pro Thr Leu Leu 


Gin 


Met 


65 










70 










75 




80 


Val 


His 


Thr 


Leu 


Ala 


Ser 


Asn 


Gly 


Ala 


Asn 


Ser He Trp Glu 


His 


Ser 










85 










90 




95 




Leu 


Leu 


Asp 


Pro 


Ala 


Gin 


Val 


Gin 


Ser 


Gly 


Arg Arg Lys Ala 


Asn 


Pro 








100 










105 




110 






Gin 


Asp 


Lys 


val 


His 


Pro 


He 


Lys 


Ser 


Glu 


Phe He Arg Ala 


Lys 


Tyr 






115 










120 






125 






Gin 


Met 


Leu 


Ala 


Phe 


Val 


His 


Lys 


Leu 


Pro 


Cys Arg Asp Asp 


Asp 


Gly 
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130 










135 








140 


val 


Thr 


Ala 


Lys 


Asp 


Leu 


Ser 


Lys 


Gin 


Leu 


His Ser Ser Val Arg Thr 


145 










150 










155 160 


Gly 


Asn 


Leu 


Glu 


Thr Cys 


Leu 


Arg 


Leu 


Leu 


Ser Leu Gly Ala Gin Ala 










165 










170 


175 


Asn 


Phe 


Phe 


His 


Pro Glu Lys 


Gly 


Thr 


Thr 


Pro Leu His Val Ala Ala 








180 

X O \J 










185 




190 




Ala 

j^x a 


Glv 


Gin 


Thr 


Leu 


Gin 


Ala 


Glu 


Leu 


Leu Val Val Tyr Gly Ala 
















200 

4 V w 






205 


Asn 


Pro 


Glv 


Car 

w w X 


Pro Asp 


Val 


Asn 


Glv 


Arq 


Thr Pro He Asp Tyr Ala 




A X W 










215 








220 




Gin 

Will 


Ala 


Glv 


His 


His 


Glu 


Leu 


Ala 


Glu 


Ara Leu Val Glu Cvs Gin 


i i j 










230 










235 240 


Tvr 


Glu 


Leu 


Thr 


Asp Arg 


Leu 


Ala 


Phe 


Tvr 


Leu Cvs Glv Arq Lys Pro 










245 










250 


255 


Asn 


His 


Lvs 


Ann 


Gly His 


"Tvr 
i yt 


He 

X X v*. 


He 


Pro 


Gin Met Ala Asp Arq Ser 








260 










265 

A V J 




270 


A ra 


Gin 


T.VC 

uy o 


uys 


nec 


Ser 


Gin 


Car 

OCX 


Lpu 


Asd 


Leu Ser Glu Leu Ala Lvs 
















280 






285 

d W W 


Ala 


Ala 


Lvs 


XJ jr «-» 


T w r; 


Leu 




Ala 


Leu 


Ser 


Asn Arq Leu Phe Glu Glu 




2 on 










jf j 








300 

W V 




Ala 


Met. 




Vol 


Tyr 




Glu 


Val 


Asd 


Arq Arq Glu Asn Asd Ala 












310 










315 320 


v a ^ 


1C P. 


LPU 

u C u 


Ala 


inr 


Gin 


Asn 


His 


Ser 


Thr 


Leu Val Thr Glu Ara Ser 










325 










3 30 


33S 


Ala 


Val 

Va x 


f *U 


It 11C. 


Leu 


Pro 


val 


A^n 


Pro 


Glu 


Tvr Ser Ala Thr Arq Asn 








140 

J H U 










345 
j> ^ _> 




350 


Gin 


Glv 




Gin 


Lys 


Leu 


Ala 






A^n 


Ala Arq Glu Phe Ala Thr 






^ ^ ^ 










360 

w %J W 






365 


Leu 

u w u 


lie 

a a t_ 


He 
* a t 


Asn 


He 


Leu 


Ser 


Glu 


Ala 


Lvs 


Arq Arq Gin Gin Glv Lvs 




170 










375 








380 


Ser 


Leu 


Ser 




Pro 


Thr 


Asp 


Asn 


Leu 

Arf w w 


Glu 


Leu Ser Leu Arq Ser Gin 


J \J <s 










390 










395 400 


C«r 


Asn 


Leu 


Asn 


Asp 


Gin 


His 


Asd 


Tvr 


Asd 


Ser Val Ala Ser Asd Glu 










405 










410 


415 


Asd 


Thr 


Asp 


Gin 


Glu 


Pro 


Leu 


Arq 


Ser 


Thr 


Gly Ala Thr Arg Ser Asn 








420 










425 




430 


Ara 


Ala 


Ara 


Ser 


Met 


Asp 


Ser 


Ser 


Asd 


Leu 


Ser Asp Gly Ala Val Thr 






435 










440 






445 


Leu 


Gin 


Glu 


Tvr 


Leu 


Glu 


Leu 


Lvs 


Lvs 


Ala 


Leu Ala Thr Ser Glu Ala 




450 










455 








460 


Lys 


Val 


Gin 


Gin 


Leu 


Met 


Lys 


Val 


Asn 


Ser 


Ser Leu Ser Asp Glu Leu 


465 










470 










475 480 


Arg 


Arg 


Leu 


Gin 


Arg 


Glu 


His 


Phe 


Ala 


Pro 


He He His Lys Leu Gin 










485 










490 


495 


Ala 


Glu 


Asn 


Leu 


Gin 


Leu Arg 


Gin 


Pro 


Pro 


Gly Pro Val Pro Thr Pro 








500 










505 




510 


Pro 


Leu 


Pro 


Ser 


Glu 


Arg 


Ala 


Glu 


His 


Thr 


Pro Met Ala Pro Gly Gly 






515 










520 






S25 


Ser 


Thr 


His 


Arg 


Arg 


Asp Arg 


Gin 


Ala 


Phe 


Ser Met Tyr Glu Pro Gly 




530 










535 








54 0 


Ser 


Ala 


Leu 


Lys 


Pro 


Phe 


Gly 


Gly 


Pro 


Pro 


Gly Asp Glu Leu Thr Thr 


545 










550 










555 560 


Arg 


Leu 


Gin 


Pro 


Phe 


His 


Ser 


Thr 


Glu 


Leu 


Glu Asp Asp Ala He Tyr 
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565 






570 






575 




Ser Val His Val 


Pro 


Ala 


Gly 


Leu Tyr Arg He Arg 


Lys Gly val 


Ser 


580 








5B5 




590 






Ala Ser Ala Val 


Pro 


Phe 


Thr 


Pro Ser Ser Pro Leu 


Leu 


Ser 


Cys 


Ser 


595 








600 


605 








Gin Glu Gly Ser 


Arg 


His 


Thr 


Ser Lys Leu Ser Arg 


His 


Gly Ser Gly 


610 






615 


620 










Ala Asp Ser Asp 


Tyr Glu 


Asn 


Thr Gin Ser Gly Asp 


Pro Leu Leu Gly 


625 




630 




635 








640 


Leu Glu Gly Lys 


Arg 


Phe 


Leu 


Glu Leu Gly Lys Glu 


Glu Asp 


Phe 


His 


645 






650 






655 




Pro Glu Leu Glu 


Ser 


Leu 


Asp 


Gly Asp Leu Asp Pro 


Gly Leu Pro 


Ser 


660 








665 




670 






Thr Glu Asp Val 


He 


Leu 


Lys 


Thr Glu Gin Val Thr 


Lys Asn 


He 


Gin 


675 








660 


685 








Glu Leu Leu Arg 


Ala 


Ala 


Gin 


Glu Phe Lys His Asp 


Ser 


Phe 


Val 


Pro 


6 90 






695 


700 










Cys Ser Glu Lys 


He 


His 


Leu 


Ala Val Thr Glu Met 


Ala 


Ser 


Leu 


Phe 


705 




710 




715 








720 


Pro Lys Arg Pro 


Ala 


Leu 


Glu 


Pro Val Arg Ser Ser 


Leu 


Arg 


Leu 


Leu 


725 






730 






735 




Asn Ala Ser Ala 


Tyr Arg 


Leu 


Gin Ser Glu Cys Arg 


Lys 


Thr 


Val 


Pro 


740 








745 




750 






Pro Glu' Pro Gly 


Ala 


Pro 


Val 


Asp Phe Gin Leu Leu 


Thr 


Gin 


Gin 


Val 


755 








760 


765 








lie Gin Cys Ala 


Tyr Asp 


He 


Ala Lys Ala Ala Lys 


Gin 


Leu 


Val 


Thr 


770 






775 


780 










He Thr Thr Arg 


Glu 


Lys 


Lys 


Gin 










785 




790 















<210> 3547 

<211> 1039 

<212> DNA 

<213> Homo sapiens 

<400> 3547 

agatctcaga aaatagttta catttgttgt ggagaagacc atactgctgc tctaaccaag 
60 

gaaggtggag tgtttacttt tggagctgga gggtatggtc agttgggcca taattctacc 
120 

agtcatgaaa taaacccaag gaaagttttt gaacttatgg gaagcattgt caccgagatt 
180 

gcttgtggac ggcagcacac ttctgccttt gttccttcat caggacgaat ttactctttt 
240 

gggcttggtg gcaatgggca gctgggaacc ggttcaacaa gcaacaggaa aagccccttt 
300 

actgtaaaag gaaattggta cccctataat gggcagtgtc taccagatat tgattctgaa 
360 

gaatattcct gtgtaaaaag aattttctca gggggagatc aaagcttttc acattactct 
420 

agtccccaga actgtgggcc accagatgac ttcagatgcc ccaacccgac aaagcagatc 
480 

tggacagtga atgaagctct aatccagaaa tggctgagct atccttctgg aaggcttcct 
540 
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gtggagatag ccaatgagat agatggaacg ttttcttcct ctggttgcct aaatggaagt 
600 

tttttagctg ttagcaatga tgatcactat agaacaggta ccagattttc aggggttgat 
660 

atgaatgctg ctaggctttt attccacaaa cttatacaac ctgatcatcc gcagatatct 
720 

cagcaggtgg cagctagttt ggaaaagaat cttattccta aactgactag ctccttacct 
780 

gatgttgaag cattgaggtt ttatcttact ctaccagaat gtcccctgat gagtgattcc 
640 

aacaatttca taacaatagc aattcccttt ggcacagctc ttgtgaacct agaaaaggca 
900 

ccactgaaag tacttgaaaa ctggtggtca gtacttgaac ctccactatt cctcaagata 
960 

gtagaacttc ttaaggaagt tgtggtacat ctcttgaaac tctacaagat cggtattccc 
1020 

ccttctgaaa gaataatta 
1039 

c210> 3548 

<211> 346 

<212> PRT 

<213> Homo sapiens 



<400> 3548 



Arg 


Ser 


Gin 


Lys 


lie 


Val 


Tyr 


He 


Cys 


Cys Gly Glu Asp His 


Thr Ala 


1 








5 










10 


15 


Ala 


Leu 


Thr 


Lys 


Glu 


Gly 


Gly 


Val 


Phe 


Thr Phe Gly Ala Gly 


Gly Tyr 








20' 










25 


30 




Gly 


Gin 


Leu 


Gly 


His 


Asn 


Ser 


Thr 


Ser 


His Glu He Asn Pro 


Arg Lys 






35 










40 




45 




Val 


Phe 


Glu 


Leu 


Met 


Gly 


Ser 


He 


Val 


Thr Glu He Ala Cys 


Gly Arg 




50 










55 






60 




Gin 


His 


Thr 


Set 


Ala 


Phe 


Val 


Pro 


Ser 


Ser Gly Arg He Tyr 


Ser Phe 


65 










70 








75 


80 


Gly 


Leu 


Gly 


Gly 


Asn 


Gly 


Gin 


Leu 


Gly 


Thr Gly Ser Thr Ser 


Asn Arg 










85 










90 


95 


Lys 


Ser 


Pro 


Phe 


Thr 


Val 


Lys 


Gly 


Asn 


Trp Tyr Pro Tyr Asn 


Gly Gin 








100 










105 


110 




Cys 


Leu 


Pro 


Asp 


lie 


Asp 


Ser 


Glu 


Glu 


Tyr Phe Cys Val Lys 


Arg He 






115 










120 




125 




Phe 


Ser 


Gly 


Gly 


Asp 


Gin 


Ser 


Phe 


Ser 


His Tyr Ser Ser Pro 


Gin Asn 




130 










135 






14 0 




Cys 


Gly 


Pro 


Pro 


Asp 


Asp 


Phe 


Arg 


Cys 


Pro Asn Pro Thr Lys 


Gin He 


145 










150 








155 


160 


Trp 


Thr 


Val 


Asn 


Glu 


Ala 


Leu 


He 


Gin 


Lys Trp Leu Ser Tyr 


Pro Ser 










165 










170 


175 


Gly 


Arg 


Phe 


Pro 


val 


Glu 


He 


Ala 


Asn 


Glu He Asp Gly Thr 


Phe Ser 








180 










185 


190 




Ser 


Ser 


Gly 


Cys 


Leu 


Asn 


Gly 


Ser 


Phe 


Leu Ala Val Ser Asn 


Asp Asp 






195 










200 




205 




His 


Tyr 


Arg 


Thr 


Gly 


Thr 


Arg 


Phe 


Ser 


Gly Val Asp Met Asn 


Ala Ala 




210 










215 






220 




Arg 


Leu 


Leu 


Phe 


His 


Lys 


Leu 


He 


Gin 


Pro Asp His Pro Gin 


He Ser 
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225 230 23S 240 

Gin Gin Val Ala Ala Ser Leu Glu Lys Asn Leu He Pro Lys Leu Thr 

245 250 255 

Ser Ser Leu Pro Asp Val Glu Ala Leu Arg Phe Tyr Leu Thr Leu Pro 

260 265 270 

Glu Cys Pro Leu Met Ser Asp Ser Asn Asn Phe He Thr He Ala He 

275 280 285 

Pro Phe Gly Thr Ala Leu Val Asn Leu Glu Lys Ala Pro Leu Lys Val 

290 295 30° 

Leu Glu Asn Trp Trp Ser Val Leu Glu Pro Pro Leu Phe Leu Lys He 
30S * 310 315 320 

val Glu Leu Phe Lys Glu Val Val Val His Leu Leu Lys Leu Tyr Lys 

325 330 335 

He Gly He Pro Pro Ser Glu Arg He He 
340 345 

<210> 3549 

<211> 2542 

<212> DNA 

<213> Homo sapiens 

<400> 3549 

caaacatcag aatcgattaa aaaaagtgaa gaaaagaagc gaataagttc caagagtcca 
60 

ggacatatgg taatactaga ccaaactaaa ggagaccatt gtagaccatc aagaagagga 
120 

agatatgaga aaattcatgg aagaagtaag gaaaaggaga gagctagtct agataaaaaa 
180 

agagataaag actacagaag gaaagagacc ttgcctcctg aaaagatgaa ggaacaaagg 
240 

ttgagagaac atttagttcg ttctgaaagg ctgcgacgag caatggaact tcgaagacga 
300 

agagagattg cagagagaga gcgtcgagag cgagaacgca ttagaataat tcgtgaacgg 
360 

gaagaacggg aacgcttaca gagagagaga gagcgcctag aaattgaaag gcaaaaacta 
420 

gagagagaga gaatggaacg cgaacgcttg gaaagggaac gcattcgcat tgaacaggaa 
480 

cgtcgtaagg aagctgaacg gattgctcga gaaagagagg aactcagaag gcaacaacag 
540 

cagctccgtt atgaacaaga aaaaaggaat tccttgaaac gcccacgtga tgtagatcat 
600 

aggcgagatg atccttactg gagcgagaat aaaaagttgt ctctagatac agatgcacga 
660 

tttggccatg gatccgacta ctctcgccaa cagaacagat tcaatgactt tgatcaccga 
720 

gagaggggca ggtttcctga gagttcagca gtacagtctt catcttttga aaggcgggat 
780 

cgctttgttg gtcaaagtga ggggaaaaaa gcacgaccta ctgcacgaag ggaagatcca 
840 

agcttcgaaa gatatcccaa aaatttcagt gaccccagaa gaaatgagcc tccaccacca 
900 

agaaatgaac tcagagaatc agacaggcga gaagtacgag gggagcgaga cgaaaggaga 
960 
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acggcgatta ttcatgacag gcccgacatc actcatccca gacatcctcg agaggcaggg 
1020 

cccaatcctt ccagacccac cagctggaaa agtgatggaa gcatgtccac tgacaaacgg 
1080 

gaaacaagag ttgaaaggcc agaacgatct gggagagaag tatcagggca cagtgtgaga 
1140 

ggcgctcccc ctgggaatcg tagcagcgct tcggggtacg ggagcagaga gggagacaga 
1200 

ggagtcatca cagaccgagg aggtggatca cagcactatc ctgaggagcg acatgtggtt 
1260 

gaacgccatg gacgggacac aagcggacca aggaaagagt ggcatggtcc accctctcaa 
1320 

gggcctagct atcatgatac gaggcgaatg ggtgacggcc gggcaggagc aggcatgata 
1380 

acccaacatt caagtaacgc atccccaatt aatagaattg tacaaatcag tggcaattcc 
1440 

atgccaagag gaagtggctc cggatttaag ccatttaagg gtggacctcc gcgacgattc 
1500 

tgaaaatgag ctctctgcca aggttttaag ataatttatt gaaatctcct gtaaacttta 
1560 

cttgactact tatgaagagg acctctgact tgcttgagag ttctgtcaga cttttctttt 
1620 

taaaaattta acatgattgc tcttctcaat tttggagaag atgtttaaat agttctgttg 
1680 

taacttttaa tagttttgtg tatcattcaa ctttttttct tgcagcaccg aggcacattt 
1740 

gaaaagatgg aactgaagtc gctttgttta acgctgtgtg aatataaaga gtagtttgca 
1800 

gctgtgtggt agtggtctaa tttgcagcct tagctctgtg gcgtctggct ctagagttac 
1860 

ttctttttac caagcatttt cagcctccat tttgaaggct gtctacactt aagaagtctt 
1920 

agctgtctaa tttttagaga ataagattgt tcattgeatt tctgagtatt atgtaaccta 
I960 

tttttgcaga aggtactgtt acattaagtg catctgtgta tcctggttta aaaaaatgta 
2040 

atcttttttg aaataaacct tcacattctg tatagttgcc aaagtgttga gaaccttttt 
2100 

aactgcaaaa tgagaaccga ttttcagttt agcgtagcag cacacttgtt caggtttgca 
2160 

tggtatgaaa ccaaatagat ccatgaaacc ttggccatga ggtttgtttc acaaggttct 
2220 

tagaccgagt tgtgcaggta agtgcacttt taggcaatct gcactgtttg tttgatggat 
2280 

aaattccatc tctgggaatt gtgtgggtat taatgtttcc acgttcccaa ctatgttgag 
2340 

aagtggaaaa aaacccaggt tctagatggg tgaatcagtt gggttttgta aatacttgta 
2400 

tgtggggaag acactgttgt ctttttgtga aaataaaaat ccacacctgg aaaaaaaaaa 
2460 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2520 

aaaaaaaaaa aaaaaaaaaa aa 
2542 
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<210> 35S0 

<211> 500 

<212> PRT 

<213> Homo sapiens 

<400> 3550 

Gin Thr Ser Glu Ser lie Lys Lys Ser Glu Glu Lys Lys Arg He Ser 

15 10 15 

Ser Lys Ser Pro Gly His Met Val He Leu Asp Gin Thr Lys Gly Asp 

20 25 30 

His Cys Arg Pro Ser Arg Arg Gly Arg Tyr Glu Lys He His Gly* Arg 

35 40 45 

Ser Lys Glu Lys Glu Arg Ala Ser Leu Asp Lys Lys Arg Asp Lys Asp 

50 55 60 

Tyr Arg Arg Lys Glu He Leu Pro Phe Glu Lys Met Lys Glu Gin Arg 
65 " 7Q 75 80 

Leu Arg Glu His Leu Val Arg Phe Glu Arg Leu Arg Arg Ala Met Glu 

85 90 95 

Leu Arg Arg Arg Arg Glu He Ala Glu Arg Glu Arg Arg Glu Arg Glu 

100 105 HO 

Arg He Arg He He Arg Glu Arg Glu Glu Arg Glu Arg Leu Gin Arg 

115 120 125 

Glu Arg Glu Arg Leu Glu He Glu Arg Gin Lys Leu Glu Arg Glu Arg 

130 135 140 

Met Glu Arg Glu Arg Leu Glu Arg Glu Arg He Arg He Glu Gin Glu 
14S 150 155 160 

Arg Arg Lys Glu Ala Glu Arg He Ala Arg Glu Arg Glu Glu Leu Arg 

165 170 175 

Arg Gin Gin Gin Gin Leu Arg Tyr Glu Gin Glu Lys Arg Asn Ser Leu 

180 185 190 

Lys Arg Pro Arg Asp Val Asp His Arg Arg Asp Asp Pro Tyr Trp Ser 

195 200 205 

Glu Asn Lys Lys Leu Ser Leu Asp Thr Asp Ala Arg Phe Gly His Gly 

210 215 220 

Ser Asp Tyr Ser Arg Gin Gin Asn Arg Phe Asn Asp Phe Asp His Arg 
225 230 235 240 

Glu Arg Gly Arg Phe Pro Glu Ser Ser Ala val Gin Ser Ser Ser Phe 

245 250 255 

Glu Arg Arg Asp Arg Phe Val Gly Gin Ser Glu Gly Lys Lys Ala Arg 

260 265 270 

Pro Thr Ala Arg Arg Glu Asp Pro Ser Phe Glu Arg Tyr Pro Lys Asn 

275 280 285 

Phe Ser Asp Ser Arg Arg Asn Glu Pro Pro Pro Pro Arg Asn Glu Leu 

290 295 300 

Arg Glu Ser Asp Arg Arg Glu Val Arg Gly Glu Arg Asp Glu Arg Arg 
305 310 315 320 

Thr Val He He His Asp Arg Pro Asp He Thr His Pro Arg His Pro 

325 330 335 

Arg Glu Ala Gly Pro Asn Pro Ser Arg Pro Thr Ser Trp Lys Ser Asp 

340 34S 350 

Gly Ser Met Ser Thr Asp Lys Arg Glu Thr Arg Val Glu Arg Pro Glu 

355 360 365 

Arg Ser Gly Arg Glu Val Ser Gly His Ser Val Arg Gly Ala Pro Pro 
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370 






375 










360 










Gly 


Asn 


Arg 


Ser Ser 


Ala Ser 


Gly 


Tyr 


Gly 


Ser 


Arg 


Glu 


Gly 


Asp 


Arg 


3B5 








390 








395 










400 


Gly 


Val 


lie 


Thr Asp 
405 


Arg Gly 


Gly 


Gly 


Ser 

410 


Gin 


His 


Tyr 


Pro 


Glu 
415 


Glu 


Arg 


His 


Val 


Val Glu 
420 


Arg His 


Gly 


Arg 
425 


Asp 


Thr 


Ser 


Gly 


Pro 
430 


Arg 


Lys 


Glu 


Trp 


His 


Gly Pro 


Pro Ser 


Gin 


Gly 


Pro 


Ser Tyr 


His 


Asp 


Thr 


Arg 






435 






440 










445 








Arg 


Met 
450 


Gly 


Asp Gly 


Arg Ala 
455 


Gly 


Ala 


Gly 


Met 


lie 
460 


Thr 


Gin 


His 


Ser 


Ser 


Asn. 


Ala 


Ser Pro 


lie Asn 


Arg 


lie 


val 


Gin 


He 


Ser 


Gly 


Asn 


Ser 


465 








470 








475 










480 


Met 


Pro 


Arg 


Gly Ser 
485 


Gly Ser 


Gly 


Phe 


Lys 
490 


Pro 


Phe 


Lys 


Gly 


Gly 
495 


Pro 


Pro 


Arg 


Arg 


Phe 
500 























e210> 3551 

<211> 545 

<212> DNA 

<213> Homo sapiens 

<400> 3551 

nattcggcac gaggtaaagt ctattagaat ttgctagtaa aatttaaaaa ggtatgtgac 
60 

atttcttaag ataattgaga aagataaact tctttttcag gagggtccat cttcctgcca 
120 

tttcttgtga ctggctataa attccatgca gtgctggaat gtgcttctca cagttagagt 
180 

gctgagcacc tgttttattc cacactccct tgattcctgg ggtaaatccc atctccgcag 
240 

catgggctcc agttaaattc attagtggtc cagatgtgtg tcccctgtca gctggccaag 
300 

taaccccact gtttatcgac aggttctcag gaatcagata gctcgcagtc ggccaagaag 
360 

gacatgctgg ctgccttgaa gtccaggcag gaagctctgg aggaaaccct gcgtcagagg 
420 

ctggaggaac tgaagaagct gcgtctccga gaagctgtaa gcctttccta gctcatcccg 
480 

ttgaaattgg tgttgtctgt gatgtcactg atctttctga tgtcatttga tctttttgat 

540 

gtcat 

545 

<210> 3552 

<211> 55 

<212> PRT 

<2l3> Homo sapiens 

<400> 3552 

Pro His Cys Leu Ser Thr Gly Ser Gin Glu Ser Asp Ser Ser Gin Ser 

1 5 10 15 

Ala Lys Lys Asp Met Leu Ala Ala Leu Lys Ser Arg Gin Glu Ala Leu 
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20 25 30 

Glu Glu Thr Leu Arg Gin Arg Leu Glu Glu Leu Lys Lys Leu Cys Leu 

35 40 45 

Arg Glu Ala Val Ser Leu Ser 
50 55 

<210> 3553 
<2U> 1412 
<212> DNA 

<213> Homo sapiens 
<400> 3553 

tacacagtga ctatggatgt gcattccagg tacagaactg aggcccatca ggatgtggtg 
60 

ggaagattta atgaaaggtt tattctgtct ctggcctctt gtaagaagtg tctcgtcatc 
120 

gatgaccagc tcaacatcct gcccatctcc tcccacgctg ccaccatgga ggccctgcct 
180 

ccccagactc cggatgagag tcttggtcct tctgatctgg agctgaggga gctgaaggag 
240 

agcttgcagg acacccagcc tgcgggtgtg ttggtggact gctgcaagac tctagaccag 
300 

gccaaagctg tcttgaaatt tatcgagggc atctctgaaa agaccctgag gagtactgtt 
360 

gcactcacag ctgctcgagg acggggaaaa tctgcagccc tgggattggc gattgctggg 
420 

gcggtggcat ttgggcactc caatatcttc gctacccccc caagccctga taacctccat 
480 

actctgtttg aatttgtatt taaaggattt gatgctctgc aatatcagga acatctggat 
540 

tatgagatca tccagtctct aaatcctgaa tttaacaaag cagtgatcat agtgaatgta 
600 

tttcgagaac acaggcagac tattcagtat acacatcctg cagatgctgc gaagctgggc 
660 

caggccgaac tagttgcgat tgatgaagct gccgccaccc ccctcccctt ggtgaagagc 
720 

ctacctggcc cctaccttgt tttcatggca tccaccatca atggctatga gggcactggc 
780 

cggccaccgc ccctcaagcc aattcagcag ctccgtcaac agagcgccca gagccaggcc 
840 

agcaccactg ctgagaataa gaccacgacg acagccagac tggcatcagc gcggacactg 
900 

cacgaggttt ccccccagga gtcaatccga tacgcccccg gggatgcagt ggagaagtgg 
960 

ctgaatgact tgctgtgcct ggattgcctc aacatcactc ggacagtctc aggctgcccc 
1020 

ttgcctgaag cttgtgaact gtactatgtt aatagagata ccctcttttg ctaccacaag 
1080 

gcctctgaag ttttcctcca acggcttatg gccctctacg tggcttccca ctacaagaac 
1140 

tctcccaatg atctccagat gctctccgat gcaccttctc accatccctt ctgccctctg 
1200 

cctcccgcgc cccccaccca gaatgccctt ccaaaagtgc ttgctgttat ccaggtacag 
1260 
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gaacagaggc gtccttgtgg cagtgatttg gggaaccact gaggcatcag gaattagtgg 
1320 

cttaataact gcattgtggg agttttgaaa ctgtggagtc ctggtctgga accaaggggc 
1380 

tgggtctgct gagacaggtg actagggtgc ac 

1412 

<210> 35S4 
<211> 419 
<212> PRT 

<213> Homo sapiens 



<400> 3554 



Tyr Thr 


Val 


Thr 


Met 


Asp 


Val 


His 


Ser 


Arg 


Tyr Arg Thr Glu Ala His 


1 






5 










10 


15 


Gin Asp 


Val 


Val 


Gly 


Arg 


Phe 


Asn 


Glu 


Arg 


Phe He Leu Ser Leu Ala 






20 










25 




30 


Ser Cys 


Lys 


Lys 


Cys 


Leu 


Val 


He 


Asp 


Asp 


Gin Leu Asn He Leu Pro 




35 










40 






45 


lie Ser 


Ser 


His 


val 


Ala 


Thr 


Met 


Glu 


Ala 


Leu Pro Pro Gin Thr Pro 


50 










55 








60 


ASp Glu 


Ser 


Leu 


Gly 


Pro 


Ser 


Asp 


Leu 


Glu 


Leu Arg Glu Leu Lys Glu 


65 








70 










75 80 


Ser Leu 


Gin 


Asp 


Thr 


Gin 


Pro 


val 


Gly 


Val 


Leu Val Asp Cys Cys Lys 








85 










90 


95 


Thr Leu 


Asp 


Gin 


Ala 


Lys 


Ala 


Val 


Leu 


Lys 


Phe He Glu Gly He Ser 






100 










105 




110 


Glu Lys 


Thr 


Leu 


Arg 


Ser 


Thr 


Val 


Ala 


Leu Thr Ala Ala Arg Gly Arg 




US 










120 






125 


Gly Lys 


Ser 


Ala 


Ala 


Leu 


Gly 


Leu 


Ala 


He Ala Gly Ala Val Ala Phe 


130 










135 








140 


Gly Tyr 


Ser 


Asn 


He 


Phe 


Val 


Thr 


Ser 


Pro 


Ser Pro Asp Asn Leu His 


14S 








150 










155 160 


Thr Leu 


Phe 


Glu 


Phe 


Val 


Phe 


Lys 


Gly 


Phe 


Asp Ala Leu Gin Tyr Gin 








165 










170 


175 


Glu His 


Leu 


Asp 


Tyr 


Glu 


He 


He 


Gin 


Ser 


Leu Asn Pro Glu Phe Asn 






180 










IBS 




190 


Lys Ala 


Val 


He 


He 


Val 


Asn 


Val 


Phe 


Arg Glu His Arg Gin Thr He 




195 










200 






205 


Gin Tyr 


He 


His 


Pro 


Ala 


Asp 


Ala 


Val 


Lys 


Leu Gly Gin Ala Glu Leu 


210 










215 








220 


Val Val 


He 


Asp 


Glu 


Ala 


Ala 


Ala 


He 


Pro Leu Pro Leu Val Lys Ser 


225 








230 










23S 240 


Leu Leu 


Gly 


Pro 


Tyr 


Leu 


Val 


Phe 


Met 


Ala 


Ser Thr He Asn Gly Tyr 








245 










250 


255 


Glu Gly 


Thr 


Gly 


Arg 


Ser 


Leu 


Ser 


Leu 


Lys 


Leu He Gin Gin Leu Arg 






260 










265 




270 


Gin Gin 


Ser 


Ala 


Gin 


Ser 


Gin 


val 


Ser 


Thr 


Thr Ala Glu Asn Lys Thr 




275 










280 






285 


Thr Thr 


Thr 


Ala 


Arg 


Leu 


Ala 


Ser 


Ala 


Arg 


Thr Leu His Glu Val Ser 


290 










295 








300 


Leu Gin 


Glu 


Ser 


He 


Arg 


Tyr 


Ala 


Pro 


Gly Asp Ala Val Glu Lys Trp 


305 








310 










315 320 


Leu Asn 


Asp 


Leu 


Leu 


Cys 


Leu 


Asp 


Cys 


Leu 


Asn He Thr Arg He Val 
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Ser Gly Cys Pro 
340 

Asp Thr Leu Phe 
355 

Leu Met Ala Leu 

■ 370 
Leu Gin Met Leu 
385 

Pro Pro Val Pro 
He Gin Val 



325 

Leu Pro Glu Ala 

Cys Tyr His Lys 
360 

Tyr Val Ala Ser 
375 

Ser Asp Ala Pro 
390 

Pro Thr Gin Asn 
405 



330 

Cys Glu Leu Tyr 
345 

Ala Ser Glu Val 

His Tyr Lys Asn 
380 

Ser His His Leu 
395 

Ala Leu Pro Lys 
410 



335 

Tyr Val Asn Arg 
350 

Phe Leu Gin Arg 
365 

Ser Pro Asn Asp 

Phe Cys Leu Leu 
400 

Val Leu Ala Val 
415 



<210> 3555 
<211> 1038 
c212> DNA 

<213> Homo sapiens 

■ 

<400> 3S55 

nngccggccg cgcccgggct gggacgtccg agcgggaaga tgttttccgc cctgaagaag 
60 

ctggtggggt cggaccaggc cccgggccgg gacaagaaca tccccgccgg gctgcagtcc 
120 

atgaaccagg cgttgcagag gcgcttcgcc aagggggtgc agtacaacat gaagatagtg 
180 

atccggggag acaggaacac gggcaagaca gcgctgtggc accgcctgca gggccggccg 
240 

ttcgtggagg agtacatccc cacacaggag atccaggtca ccagcatcca ctggagctac 
300 

aagaccacgg atgacatcgt gaaggttgaa gtctgggatg tagtagacaa aggaaaatgc . 
360 

aaaaagcgag gcgacggctt aaagatggag aacgaccccc aggaggcgga gtctgaaatg 
420 

gccctggatg ctgagttcct ggacgtgtac aagaactgca acggggtggt catgatgttc 
480 

gacattacca agcagtggac cttcaattac attctccggg agcttccaaa agtgcccacc 
540 

cacgtgccag tgtgcgtgct ggggaactac cgggacatgg gcgagcaccg agtcatcnnc 
600 

tgccggacgn acgtgcgtga cttcatcgac aacctggaca gacctccagg ttcctcctac 
660 

ttccgctatg ctgagtcttc catgaagaac agcttcggcc taaagtacct tcataagttc 
720 

ttcaatatcc catttttgca gcttcagagg gagacgctgt tgcggcagct ggagacgaac 
780 

cagctggaca tggacgccac gctggaggag ctgtcggtgc agcaggagac ggaggaccag 
640 

aactacggca tcttcctgga gatgatggag gctcgcagcc gtggccatgc gtccccactg 
900 

gcggccaacg ggcagagccc atccccgggc tcccagtcac cagtggtgcc tgcaggcgct 
960 

gtgtccacgg ggagctccag ccccggcaca gcccagcccg ccccacagct gcccctcaat 
1020 
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ggttgcccca ccatcctc 
1038 

<210> 3556 
<211> 333 
<212> PRT 

<213> Homo sapiens 
<400> 3556 

Met Phe Ser Ala Leu Lys Lys Leu Val Gly Ser Asp Gin Ala Pro Gly 

15 10 15 

Arg Asp Lys Asn lie Pro Ala Gly Leu Gin Ser Met Asn Gin Ala Leu 

20 25 30 

Gin Arg Arg Phe Ala Lys Gly Val Gin Tyr Asn Met Lys lie Val He 

35 40 45 

Arg Gly Asp Arg Asn Thr Gly Lys Thr Ala Leu Trp His Arg Leu Gin 

50 55 60 

Gly Arg Pro Phe Val Glu Glu Tyr He Pro Thr Gin Glu He Gin Val 
65 70 75 80 

Thr Ser He His Trp Ser Tyr Lys Thr Thr Asp Asp He Val Lys Val 

85 90 95 

Glu Val Trp Asp Val Val Asp Lys Gly Lys Cys Lys Lys Arg Gly Asp 

100 105 110 

Gly Leu- Lys Met Glu Asn Asp Pro Gin Glu Ala Glu Ser Glu Met Ala 

115 120 125 

Leu Asp Ala Glu Phe Leu Asp Val Tyr Lys Asn Cys Asn Gly Val Val 

130 135 140 

Met Met Phe Asp He Thr Lys Gin Trp Thr Phe Asn Tyr He Leu Arg 
145 150 155 160 

Glu Leu Pro Lys Val Pro Thr His Val Pro Val Cys Val Leu Gly Asn 

165 170 175 

Tyr Arg Asp Met Gly Glu His Arg Val He Xaa Cys Arg Thr Xaa Val 

180 185 190 

Arg Asp Phe He Asp Asn Leu Asp Arg Pro Pro Gly Ser Ser Tyr Phe 

195 200 205 

Arg Tyr Ala Glu Ser Ser Met Lys Asn Ser Phe Gly Leu Lys Tyr Leu 

210 215 220 

His Lys Phe Phe Asn He Pro Phe Leu Gin Leu Gin Arg Glu Thr Leu 
225 230 235 240 

Leu Arg Gin Leu Glu Thr Asn Gin Leu Asp Met Asp Ala Thr Leu Glu 

245 250 255 

Glu Leu Ser Val Gin Gin Glu Thr Glu Asp Gin Asn Tyr Gly He Phe 

260 265 270 

Leu Glu Met Met Glu Ala Arg Ser Arg Gly His Ala Ser Pro Leu Ala 

275 280 285 

Ala Asn Gly Gin Ser Pro Ser Pro Gly Ser Gin Ser Pro Val Val Pro 

290 295 300 

Ala Gly Ala Val Ser Thr Gly Ser Ser Ser Pro Gly Thr Ala Gin Pro 
305 310 315 320 

Ala Pro Gin Leu Pro Leu Asn Gly Cys Pro Thr He Leu 

325 330 

<210> 3557 
<211> 486 
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<212> DNA 

<213> Homo sapiens 

<400> 3557 

tcagtgacaa ggaggacgtt tgggcacagc ggcattgcag tgcacacgtg gtatgcatgt 
60 

ccggcattga tcaagtccat ctgggctatg gccataagcc aacaccagtt ctatctggac 
120 

agaaagcaga gtaagtccaa aatccatgca gcacgcagcc tgagtgagat cgccaccgac 
180 

ctgaccgaga cggggacgct gaagacctcg aagctggcca acatgggtag caaggggaag 

240 

atcatcagcg gcagcagcgg cagcctgctg tcttcaggat ctggtgccag gagacactgc 
300 

attctactcc caggctctca ggaatcagat agctcgcagt cggccaagaa ggacatgctg 
360 

gctgccttga agtccaggca ggaagctctg gaggaaaccc tgcgtcagag gctggaggaa 
420 

ccgaagaagc tgtgtctccg agaagctgag ctcacgggca agctgccagt agaacatccc 
4B0 

ctggac 
486 

c210> 3558 

<211> 162 

<212> PRT 

<213> Homo sapiens 

<400> 3558 

Ser Val Thr Arg Arg Thr Phe Gly His Ser Gly He Ala Val His Thr 

15 10 15 

Trp Tyr Ala Cys Pro Ala Leu He Lys Ser He Trp Ala Met Ala He 

20 2S 30 

Ser Gin His Gin Phe Tyr Leu Asp Arg Lys Gin Ser Lys Ser Lys He 

35 40 45 

His Ala Ala Arg Ser Leu Ser Glu He Ala He Asp Leu Thr Glu Thr 

50 S5 60 

Gly Thr Leu Lys Thr Ser Lys Leu Ala Asn Met Gly Ser Lys Gly Lys 
65 70 75 80 

He He Ser Gly Ser Ser Gly Ser Leu Leu Ser Ser Gly Ser Gly Ala 

85 90 95 

Arg Arg His Cys He Leu Leu Pro Gly Ser Gin Glu Ser Asp Ser Ser 

100 105 HO 

Gin Ser Ala Lys Lys Asp Met Leu Ala Ala Leu Lys Ser Arg Gin Glu 

115 120 125 

Ala Leu Glu Glu Thr Leu Arg Gin Arg Leu Glu Glu Leu Lys Lys Leu 

130 135 140 

Cys Leu Arg Glu Ala Glu Leu Thr Gly Lys Leu Pro Val Glu Tyr Pro 
145 ISO 155 160 

Leu Asp 



<210> 3559 
<211> 673 
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<212> DNA 

<213> Homo sapiens 

<400> 3559 

gaaggagcga gcgggggcgc gaggcgctta cctggaggca gcggcttggg cgcgcagagc 
60 

ggccgcggct cccccgcacc tgcggccatg gatgaggagc gcgccctcta catcgtccgg 
120 

gccggcgaag caggggctat cgagcgggtc etgagggatt acagcgacaa gcatagggct 
180 

accttcaaat ttgaatcaac agatgaagat aaaagaaaga aactctgtga aggcatattt 
240 

aaagtcctta taaaggacat cccaacaaca tgtcaagtgt cctgcctgga agtactccgc 
300 

attctctcca gagacaaaaa ggttttagtt cctgtgacaa ctaaggaaaa tatgcagata 
360 

ctgctgcgac tagccaagct aaatgagtta gatgattctt tggagaaagt atcagagctc 
420 

ccagttattg tggagtcatt aaaatgtctg tgtaatatag tgttcaacag tcagatggca 
480 

cagcagctca gcctggaact taatcttgct gcaaagctct gtaacctcct gagaaagtgc 
540 

aaggaccgga aattcatcaa tgacattaag tgctttgact tgcgcttgct cttccttctg 
600 

tcacttttgc acaccgacat caggtcacaa ttgcgctatg agctccaggg actaccgctg 
660 

ctaacgcaga teg 
673 

<210> 3560 
c211> 195 
<212> PRT 

<213> Homo sapiens 



<400> 3560 



Met 


Asp 


Glu 


Glu 


Arg 


Ala 


Leu 


Tyr 


He 


Val 


Arg 


Ala Gly Glu Ala Gly 


l 








5 










10 




15 


Ala 


lie 


Glu 


Arg 


Val 


Leu 


Arg 


Asp 


Tyr 


Ser 


Asp 


Lys His Arg Ala Thr 








20 










25 






30 


Phe 


Lys 


Phe 


Glu 


Ser 


Thr 


Asp 


Glu 


Asp 


Lys 


Arg 


Lys Lys Leu Cys Glu 






35 










40 








45 


Gly 


He 


Phe 


Lys 


Val 


Leu 


He 


Lys 


Asp 


He 


Pro 


Thr Thr Cys Gin Val 




50 










55 










60 


Ser 


Cys 


Leu 


Glu 


Val 


Leu 


Arg 


He 


Leu 


Ser Arg 


Asp Lys Lys Val Leu 


65 










70 










75 


80 


Val 


Pro 


Val 


Thr 


Thr 


Lys 


Glu 


Asn 


Met 


Gin 


He 


Leu Leu Arg Leu Ala 










85 










90 




95 


Lys 


Leu 


Asn 


Glu 


Leu 


Asp 


Asp 


Ser 


Leu 


Glu 


Lys 


Val Ser Glu Phe Pro 








100 










105 






110 


Val 


lie 


val 


Glu 


Ser 


Leu 


Lys 


Cys 


Leu 


Cys Asn 


He Val Phe Asn Ser 






115 










120 








125 


Gin 


Met 


Ala 


Gin 


Gin 


Leu 


Ser 


Leu 


Glu 


Leu 


Asn 


Leu Ala Ala Lys Leu 




130 










135 










140 


Cys 


Asn 


Leu 


Leu 


Arg 


Lys 


Cys 


Lys 


Asp 


Arg 


Lys 


Phe He Asn Asp He 
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145 150 155 160 

Lys Cys Phe Asp Leu Arg Leu Leu Phe Leu Leu Ser Leu Leu His Thr 

165 170 175 

Asp lie Arg Ser Gin Leu Arg Tyr Glu Leu Gin Gly Leu Pro Leu Leu 
180 185 190 

Thr Gin He 
195 



<210> 3561 

<211> 523 

<212> DNA 

<213> Homo sapiens 

<400> 3561 

acgcgtgcct gtaggcagac gaggggccag 
60 

ggctcacaga gctgactcag aagggccatt 
120 

ggagggcatg agacgcctat tgcagagctg 
180 

gaagctccta cctgcccccg atcatgcacg 
240 

ctggtctcat agagaatgta cccgaaggac 
300 

tccatgttga tgggcttttc agacttgatt 
360 

caggctcagg aggagtgggg tcacagacag 
420 

aagcggaggc ttggtgggtg ttttctactt 
480 

tccagggtga cggggaagag gagtggggca 
523 



tgggcagagc agacatgaat gccccctgaa 
gtcacacact ggtaagagcc gattctgagg 
ctcaccagaa ggtcacagga atttagaaga 
tggccactga ggatgccaga cgaggtgatg 
tgtccatttc ccccattgac tggcaggttc 
ggctgcgtac agaagagatg gaggggtggg 
actctgcttg ggggctggca catggggtgg 
tgacttctca ttgcactaaa catacaaccc 
aaggggtgtg cac 



<210> 3562 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 3562 



Met His 


Val 


Ala 


Thr Glu Asp Ala Arg Arg 


Gly Asp Ala 


Gly Leu He 


1 






5 10 




15 


Glu Asn 


val 


Pro 


Glu Gly Leu Ser He Ser 


Pro He Asp 


Trp Gin Val 






20 


25 




30 


Leu His 


Val 


Asp 


Gly Leu Phe Arg Leu Asp 


Trp Leu Arg 


Thr Glu Glu 




35 




40 


45 




Met Glu 


Gly 


Trp 


Ala Gly Ser Gly Gly Val 


Gly Ser Gin 


Thr Asp Ser 


50 






55 


60 




Ala Trp 


Gly 


Leu 


Ala His Gly Val Glu Ala 


Glu Val Trp 


Trp Val Phe 


65 






70 


75 


80 


Ser Thr 


Leu 


Thr 


Ser His Cys Thr Lys His 


Thr Thr Leu 


Gin Gly Asp 








85 90 




95 


Gly Glu 


Glu 


Glu 


Trp Gly Lys Gly Val Cys 










100 


105 
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<210> 3563 
<211> 359 
<212> DNA 

<213> Homo sapiens 
<400> 3S63 

nnacgcgtag tcgaactgcc cgcgctcgag cgcctccttg tggtcggtcc ccgtccgggt 
60 

cgaagccagg ggcgcgcggc gatgtgagcc atgagcgcga cgtggacgct gtcgccggag 
120 

cccctgccgc cgtcgacggg gcccccagtg ggcgcgggcc tggacgcgga gcagcgcacg 
160 

gtgttcgcct tcgtgctctg cctgctcgtg gtgctggtgc tgttgatggt gcgctgcgtg 

240 

cgcatcctgc tcgaccccta cagccgcatg cccgcctcgt cccggaccga ccacaaggag 
300 

gcgcccgagc gcgggcagtt cgactacgcg ttggtgtgag gggcgcggcg ccccctagg 
359 

<210> 3564 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 3564 

Met Ser Ala Thr Trp Thr Leu Ser Pro Glu Pro Leu Pro Pro Ser Thr 

15 10 15 

Gly Pro Pro Val Gly Ala Gly Leu Asp Ala Glu Gin Arg Thr Val Phe 

20 25 30 

Ala Phe Val Leu Cys Leu Leu Val Val Leu Val Leu Leu Met Val Arg 

35 40 45 

Cys Val Arg He Leu Leu Asp Pro Tyr Ser Arg Met Pro Ala Ser Ser 

50 55 6° 

Trp Thr Asp His Lys Glu Ala Leu Glu Arg Gly Gin Phe Asp Tyr Ala 
65 70 75 80 

Leu Val 



<210> 3565 
<211> 580 
<212> DNA 

<213> Homo sapiens 
<400> 3565 

acgcgtcgtg ggtgggaaaa gggatgccag gacaccagaa gagcaataca aaacagctcc 
60 

cgtgagcagg cacaggagac cttccgcgcc gccggccggg cgaccccgca ggaagtagga 
120 

aggacgagcg cgcacttcaa gtcccagaag cccccgtttc ctggagcccg cgccgtgccg 
160 

cgctacgccc gccgggagcc gggcagagcg gccaagatgt cgcagcccaa gaaaagaaag 
240 

cttgagtcgg ggggcggcgc cgaoggaggg gagggaaccg aagaggaaga tggcgcggag 
300 
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cgggaggcgg ccctggagcg accccggacg actaagcggg aacgggacca gctgtactac 
360 * 
gagtgctact cggacgtctc ggtccacgag gagatgatcg cggaccgcgc ccgcaccgat 
420 

gcctaccgct gggtttccct tcggaactgg gcagcactgc gaggcaagac " ggtactggac 
480 

gtgggcgcgg gcaccggcat tctgagcatc ttctgtgccc aggccggggc ccggcgcgtg 
540 

tacgcggtag aggccagcgc catctggcaa caggcccggg 
560 

<210> 3566 
<211> 193 
<212> PRT 

<213> Homo sapiens 



<400> 3566 



Thr 


Arg 


Arg 


Gly 


Trp Glu Lys Gly Cys 


Gin Asp 


Thr Arg Arg Ala He 


1 








5 


10 


15 


Gin 


Asn 


Ser 


Ser 


Arg Glu Gin Ala Gin 


Glu Thr 


Phe Arg Ala Ala Gly 








20 


25 




30 


Arg 


Ala 


Thr 


Pro 


Gin Glu Val Gly Arg 


Thr Ser 


Ala His Phe Lys Ser 






35 




40 




45 


Gin 


Lys 


Pro 

» 


Pro 


Phe Pro Gly Ala Arg 


Ala Val 


Pro Arg Tyr Ala Arg 




50 






55 




60 


Arg 


Glu 


Pro 


Gly 


Arg Ala Ala Lys Met 


Ser Gin 


Pro Lys Lys Arg Lys 


65 








70 


75 


80 


Leu 


Glu 


Ser 


Gly 


Gly Gly Ala Glu Gly 


Gly Glu 


Gly Thr Glu Glu Glu 










65 


90 


95 


Asp 


Gly 


Ala 


Glu 


Arg Glu Ala Ala Leu 


Glu Arg 


Pro Arg Thr Thr Lys 








100 


105 




110 


Arg 


Glu 


Arg 


Asp 


Gin Leu Tyr Tyr Glu 


Cys Tyr 


Ser Asp val Ser Val 






115 




120 




125 


His 


Glu 


Glu 


Met 


He Ala Asp Arg Val 


Arg Thr 


Asp Ala Tyr Arg Trp 




130 






135 




140 


Val 


Ser 


Leu 


Arg 


Asn Trp Ala Ala Leu 


Arg Gly 


Lys Thr Val Leu Asp 


145 








150 


155 


160 


val 


Gly 


Ala 


Gly 


Thr Gly lie Leu Ser 


He Phe 


Cys Ala Gin Ala Gly 










165 


170 


175 


Ala 


Arg 


Arg 


Val 


Tyr Ala Val Glu Ala 


Ser Ala 


He Trp Gin Gin Ala 








180 


185 




190 



Arg 

<210> 3567 

<211> 2811 

<212> DNA 

c213> Homo sapiens 

<400> 3567 

nngaagccga gctccgcgcc cagcaggaag aagaaacgag gaagcagcaa gaactcgaag 

60 . 

ccctgcagaa gagccagaag gaagccgaac tgacccgtga actggagaaa cagaaggaaa 
120 



2723 



WO 00/58473 



PCT/US00/08621 



ataagcaggt 
180 

aggagcagca 
240 

accaggagct 
300 

ctccagaagc 
360 

aaaagggagc 
420 

gaagaaagag 
460 

gaaacgagga 
540 

acccgtgaac 
600 

aaagaaatcg 
660 

tccctgcaga 
720 

tgcagggcgg 
760 

cggaatatcg 
840 

gcatgcgagg 
900 

gagggcttcg 
960 

cactcagacc 
1020 

tacatgaacg 
1080 

ccatcagtgc 
1140 

atgccccaga 
1200 

gactatgagg 
1260 

agccagtggt 
1320 

cggttcagct 
1360 

aggtttgata 
1440 

ctgccgtatc. 
1500 

cgctggcgcg 
1560 

aagcaaggct 
1620 

aagaagcgct 
1680 

gagaagctca 
1740 



ggaagagatc 
ggagctgtcg 
ccgcaggctg 
aactcagagg 
aagaagaaaa 
aaagagagag 
agcagcaaga 
tggagaaaca 
aggacctgca 
agctgcagga 
cccaggagtt 
agcggtccct 
agaagcccaa 
aagccgacga 
agcgaacaag 
acacggtggt 
aggactccgg 
acgctgggga 
acggtgccat 
cccccgacta 
ctgagggggc 
cagatgatga 
cccacagctt 
tcctcaagga 
ggctccacaa 
ggtttgtcct 
agggcaccgt 



ctccgtctgg 
ctgaccgagg 
gaggaggaga 
tcagattgct 
gaagaaacag 
agagcgaaga 
actcgaagcc 
gaaggaaaat 
gcgcatgaag 
gcggcgggac 
cctcgagtcc 
gtcgggggga 
cttcaacttc 
cgacgccttc 
tggcatccgg 
gcccaccagc 
gagcctacac 
cttgccctcc 
cacttccggc 
ccgctgctct 
gcagtcctcg 
gctttcatac 
cctgtacatg 
tgaaaccttc 
aaaagggggg 
ccgccagtcc 
agaagtgcga 



agaaagaaac 
cttccctgca 
tttttgcacc 
cggagagttt 
gaagaggaag 
gaagccgagc 
ttgcagaaga 
aagcaggtgg 
gagcagcagg 
caggagctcc 
ctcaatttcg 
agcgaacttc 
agccagccct 
aaggaccccc 
accagcgatg 
cccagcgcgg 
aactcctcca 
ccagacggcg 
agcagcgtga 
gtggggacct 
tctgaagata 
cggcgtgact 
aaaggtggcc 
ttgtggttcc 
ggctcctcca 
aagctgatgt 
acggcaaaag 

2724 



cgaggacctg 
gaagctgcag 
tgaaaaaggc 
acagacaatc 
aaaagaagaa 
tccgcgccca 
gccagaagga 
aagagatcct 
agctgtcgct 
gcaggctgga 
acgagatcga 
ccagcgagcc 
acccagagga 
ccaaccccag 
actcttcaga 
acagcacggt 
gcggcgagcc 
actacgacca 
ccttctccaa 
acaacagctc 
gtgaagagga 
ctgtgtacag 
tgatgaactc 
gctccaagca 
cgctgtccag 
actttgaaaa 
agatcataga 



cagcgcatga 
gagcggcggg 
agccatagtt 
gctggcagag 
acgggaggaa 
gcaggaagaa 
agctgaactg 
ccgtctggag 
gaccgaggcc 
ggaggaagcg 
cgagtgtgtc 
ggctgagagc 
ggaggtcgat 
cgagcacggc 
ggaggaccca 
gctgctcgcc 
cacccactgc 
cgaccaggat 
ctcctacggc 

gggtgcctac 

ctttgattcc 
ctgtgtcact 
ttggaaacgc 
ggaggccctc 
gagaaattgg 
cgacagcgag 
taacaccacc 
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aaggagaatg 
1800 


ggatcgacat 


cattatggcc 


gataggactt 


tccacctgat 


tgcagagtcc 


ccagaagatg 
I860 


ccagccagtg 


gttcagcgtg 


ctgagtcagg 


tccacgcgtc 


cacggaccag 


gagatccagg 
1920 


agatgcatga 


tgagcaggca 


aacccacaga 


atgctgtggg 


caccttggat 


gtggggctga 
1980 


ttgattctgt 


gtgtgcctct 


gacagccctg 


atagacccaa 


ctcgtttgtg 


atcatcacgg 
2040 

tggacaaccc 
2100 


ccaaccgggt 


gctgcactgc 


aacgccgaca 


cgccggagga 


gatgcaccac 


tgctgcagag 


gtccaaaggg 


gacaccagag 


tggagggcca 


ggaattcatc 


gtgagaggat 
2160 


ggttgcacaa 


agaggtgaag 


aacagtccaa 


agatgtcttc 


actgaaaccg 


aagaaacggt 
2220 


ggtttgtact 


cacccacaat 


tccctggatt 


actacaagag 


ctcagagaag 


aacgcgctca 
2280 

gagaagacat 
2340 


aactggggac 


cctggtcctc 


aacagcctct 


gctctgtcgt 


ccccccagat 


tcaaagagac 


aggctactgg 


aacgtcaccg 


tgtacgggcg 


caagcactgt 


taccggccct 
2400 


acaccaagct 


gctcaacgag 


gccacccggt 


ggtccagtgt 


cagtcaaaac 


gcgactgaca 
2460 

gagaactgcc 
2520 


ccaaggcccc 


gatcgacacc 


cccacccagc 


agctgattca 


agataccaag 


tgaactcgga 


tgtggtggaa 


cagatttaca 


agcggaaccc 


gatccttcga 


tacacccatc 
2580 


accccttgca 


ctccccactc 


ctgccccttc 


cgtatgggga 


cacaaacccc 


aacttgctca 
2640 


aagacaaagg 


ctataccacc 


cttcaggacg 


aggccatcaa 


gatattcaat 


tccctgcagc 
2700 


aactggagtc 


catgtctgac 


ccaattccaa 


taatccaggg 


catcctacag 


acagggcatg 
2760 


acctgcgacc 


tctgcgggac 


gagctgtact 


gccagcttat 


caaacagacc 


aacaaagtgc 
2811 


cccaccccgg 


cagtgtgggc 


aacctgtaca 


gctggcagat 


c 



<210> 3568 
<211> 669 
<212> PRT 

<213> Homo sapiens 



c400> 3568 












Pro Arg Leu Pro 


Cys 


Arg Ser Cys Arg Ser 


Gly 


Gly Thr Arg Ser 


Ser 


1 


5 


10 




15 




Ala Gly Trp Arg 


Arg 


Arg Phe Leu His Leu 


Lys 


Lys Ala Ala He 


Val 


20 




25 




30 




Phe Gin Lys Gin 


Leu Arg Gly Gin lie Ala 


Arg 


Arg Val Tyr Arg 


Gin 


35 




40 




45 




Leu Leu Ala Glu 


Lys 


Arg Glu Gin Glu Glu 


Lys 


Lys Lys Gin Glu 


Glu 


50 




55 




60 




Glu Glu Lys Lys 


Lys 


Arg Glu Glu Glu Glu 


Arg 


Glu Arg Glu Arg 


Glu 


65 . 




70 


75 




B0 


Arg Arg Glu Ala 


Glu 


Leu Arg Ala Gin Gin 


Glu 


Glu Glu Thr Arg 


Lys 
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65 


90 


95 


Gin 


Gin 


Glu 


Leu 


Glu Ala 


Leu Gin Lys Ser 


Gin Lys Glu Ala Glu Leu 








100 




105 


110 


Thr 


Arg 


Glu 


Leu 


Glu Lys 


Gin Lys Glu Asn 


Lys Gin Val Glu Glu He 






115 






120 


125 


Leu 


Arg 


Leu 


Glu 


Lys Glu 


He Glu Asp Leu Gin Arg Met Lys Glu Gin 




130 








135 


140 


Gin 


Glu 


Leu 


Ser 


Leu Thr 


Glu Ala Ser Leu Gin Lys Leu Gin Glu Arg 


145 








150 




155 160 


Arg 


Asp 


Gin 


Glu 


Leu Arg 


Arg Leu Glu Glu 


Glu Ala Cys Arg Ala Ala 










165 


170 


175 


Gin 


Glu 


Phe 


Leu 


Glu Ser 


Leu Asn Phe Asp 


Glu He Asp Glu Cys Val 








ieo 




185 


190 


Arg 


Asn 


He 


Glu 


Arg Ser 


Leu Ser Gly Gly Ser Glu Phe Ser Ser Glu 






195 






200 


205 


Leu 


Ala 


Glu 


Ser 


Ala Cys 


Glu Glu Lys Pro 


Asn Phe Asn Phe Ser Gin 




210 








215 


220 


Pro 


Tyr 


Pro 


Glu 


Glu Glu 


Val Asp Glu Gly 


Phe Glu Ala Asp Asp Asp 


225 








230 




235 240 


Ala 


Phe 


Lys 


Asp 


Ser Pro 


Asn Pro Ser Glu 


His Gly His Ser Asp Gin 










245 


250 


255 


Arg 


Thr 


Ser 


Gly 


He Arg 


Thr Ser Asp Asp 


Ser Ser Glu Glu Asp Pro 








260 




265 


270 


Tyr 


Met 


Asn 


Asp 


Thr Val 


Val Pro Thr Ser 


Pro Ser Ala Asp Ser Thr 






275 






280 


285 


val 


Leu 


Leu 


Ala 


Pro Ser 


Val Gin Asp Ser 


Gly Ser Leu His Asn Ser 




290 








295 


300 


Ser 


Ser 


Gly 


Glu 


Ser Thr 


Tyr Cys Met Pro Gin Asn Ala Gly Asp Leu 


305 








310 




315 320 


Pro 


Ser 


Pro 


Asp 


Gly Asp 


Tyr Asp Tyr Asp Gin Asp Asp Tyr Glu Asp 










325 


330 


335 


Gly 


Ala 


He 


Thr 


Ser Gly 


Ser Ser Val Thr 


Phe Ser Asn Ser Tyr Gly 








340 




345 


350 


Ser 


Gin 


Trp 


Ser 


Pro Asp 


Tyr Arg Cys Ser 


Val Gly Thr Tyr Asn Ser 






355 






360 


365 


Ser 


Gly 


Ala 


Tyr 


Arg Phe 


Ser Ser Glu Gly Ala Gin Ser Ser Phe Glu 




370 








375 


380 


Asp 


Ser 


Glu 


Glu 


Asp Phe 


Asp Ser Arg Phe 


Asp Thr Asp Asp Glu Leu 


365 








390 




395 400 


Ser 


Tyr 


Arg 


Arg 


Asp Ser 


Val Tyr Ser Cys 


Val Thr Leu Pro Tyr Phe 










405 


410 


415 


His 


Ser 


Phe 


Leu 


Tyr Met 


Lys Gly Gly Leu Met Asn Ser Trp Lys Arg 








420 




425 


430 


Arg 


Trp 


Cys 


val 


Leu Lys 


Asp Glu Thr Phe 


Leu Trp Phe Arg Ser Lys 






435 






440 


445 


Gin 


Glu 


Ala 


Leu 


Lys Gin 


Gly Trp Leu His 


Lys Lys Gly Gly Gly Ser 




450 








455 


460 


Ser 


Thr 


Leu 


Ser 


Arg Arg 


Asn Trp Lys Lys 


Arg Trp Phe Val Leu Arg 


465 








470 




475 480 


Gin 


Ser 


Lys 


Leu 


Met Tyr 


Phe Glu Asn Asp 


Ser Glu Glu Lys Leu Lys 










485 


490 


495 


Gly 


Thr 


Val 


Glu 


Val Arg 


Thr Ala Lys Glu 


He He Asp Asn Thr Thr 








500 




505 


510 


Lys 


Glu 


Asn 


Gly 


He Asp 


He He Met Ala 


Asp Arg Thr Phe His Leu 
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515 520 525 

He Ala Glu Ser Pro Glu Asp Ala Ser Gin Trp Phe Ser Val Leu Ser 

530 535 540 

Gin Val His Ala Ser Thr Asp Gin Glu lie Gin Glu Met His Asp Glu 
545 550 555 560 

Gin Ala Asn Pro Gin Asn Ala Val Gly Thr Leu Asp Val Gly Leu lie 

565 570 575 

Asp Ser Val Cys Ala Ser Asp Ser Pro Asp Arg Pro Asn Ser Phe Val 

560 585 590 

lie lie Thr Ala Asn Arg Val Leu His Cys Asn Ala Asp Thr Pro Glu 

595 600 605 

Glu Met His His Trp lie Thr Leu Leu Gin Arg Ser Lys Gly Asp Thr 

610 "5 62° 

Arg Val Glu Gly Gin Glu Phe He Val Arg Gly Trp Leu His Lys Glu 
625 630 635 640 

val Lys Asn Ser Pro Lys Met Ser Ser Leu Lys Leu Lys Lys Arg Trp 

645 650 655 

Phe Val Leu Thr His Asn Ser Leu Asp Tyr Tyr Lys Ser Ser Glu Lys 

660 665 670 

Asn Ala Leu Lys Leu Gly Thr Leu Val Leu Asn Ser Leu Cys Ser Val 

$75 680 fi 85 

Val Pro Pro Asp Glu Lys He Phe Lys Glu Thr Gly Tyr Trp Asn val 

690 69S 700 

Thr Val Tyr Gly Arg Lys His Cys Tyr Arg Leu Tyr Thr Lys Leu Leu 
70S 710 715 720 

Asn Glu Ala Thr Arg Trp Ser Ser Val Ser Gin Asn Val Thr Asp Thr 

725 730 735 

Lys Ala Pro He Asp Thr Pro Thr Gin Gin Leu He Gin Asp He Lys 

740 745 750 

Glu Asn Cys Leu Asn Ser Asp Val Val Glu Gin He Tyr Lys Arg Asn 

755 760 765 

Pro He Leu Arg Tyr Thr His His Pro Leu His Ser Pro Leu Leu Pro 

770 775 780 

Leu Pro Tyr Gly Asp He Asn Leu Asn Leu Leu Lys Asp Lys Gly Tyr 
785 790 795 800 

Thr Thr Leu Gin Asp Glu Ala He Lys He Phe Asn Ser Leu Gin Gin 

805 810 815 

Leu Glu Ser Met Ser Asp Pro He Pro He He Gin Gly He Leu Gin 

820 825 830 

Thr Gly His Asp Leu Arg Pro Leu Arg Asp Glu Leu Tyr Cys Gin Leu 

835 840 845 

He Lys Gin Thr Asn Lys val Pro His Pro Gly Ser Val Gly Asn Leu 

850 8S5 860 

Tyr Ser Trp Gin He 
865 

<210> 3569 

<211> 5070 

<212> DNA 

<213> Homo sapiens 

<400> 3S69 

tctgaatccc cccccagcac cctcaatgcc cagatgctga atggaatgat caaacaggag 
60 



2727 



WO 00/58473 



PCT/USOO/08621 



cctgggaccg tgacagccct 
120 

ccccagggtc cgctctcccc 
180 

acaccgcctt ggcacccgcc 
240 

ctcagtggct cctacctgga 
300 

aacaagtggg cgaccctgta 
360 

gtggatgcgg acaagggctt 
420 

aagaaccact tccaggtgac 
480 

acgcccgagg gcctcaagcc 
540 

gaggccctga accagtccat 
600 

ttcaacccgg tcacggtcaa 
660 

ctgcacttca gcgagaccac 
720 

cagaggtact tcatgctggt 
780 

ctggccgccc agatctcaga 
840 

agcgacagcg atgtgttgtg 
900 

cgcgtgggca tcaacacaga 
960 

gtcatgggct cgcttatgca 
1020 

gacaccaccg agcaattgaa 
1080 

cccgagctcg ccgccagcgc 
1140 

caggaggtga aggagatctt 
1200 

aatgggaaaa ccatagagaa 
1260 

gtaggggccg tgaaggagct 
1320 

ctggagcgct ggagccacaa 
1380 

ggcagctcgg gcgccttcag 
1440 

cacaagaaga ggccccccaa 
1500 

tgcatcagcc agcgcttccc 
1560 

agcgtggtgt ccatgtccac 
1620 

gacactgatg gctctttcgc 
1680 



gcctctgcac cccactcgag 
gggccctggt tccttgcccc 
aggtgccccc tccccaggcc 
ccccaactac cagtccatca 
cgatgctaac tacaaggagc 
caacttttcg gtgggcgacg 
agcgtacatc ggcatgctgg 
cctcgactgc ttctatctga 
taacatcgag cagtcccagt 
tctgccccct gagcaggtca 
cgctaacaac atgcgtaaga 
ggtggccctc caggctcatg 
gcgcatcatt gtgcgggcct 
gcagcgggca caggtgcccg 
ccggccggat gaggcgctgg 
cccctccgac ctgcgcgcca 
gaggatctcg cgcatgcggc 
gggcatcgag gccaccgcgc 
gcctgaggct gtgaaagaca 
cttcctggtg gtgaacaagg 
gtgcaagctg acagacaacc 
gctggccaag ctgcggcggc 
ccatgcaggg agccagttca 
ggtggccagc aagtcatcgt 
gcagggaacc atcattgccc 
actgtacgtg ctgagcctgc 
cgtgtccact tcctgtcccc 



ccccaccgcc accctggcct 
tcagcattgc ccgtgtccag 
tcctgcagga cagtgacagc 
agtggcagcc tcatcagcag 
tgcccatgct cacctaccgc 
acgcctttgt gtgccagaag 
gcgagcccaa gtacgtcaag 
agctgcacgg agtgaagctg 
cagaccggag caagcggccc 
cgaaggtgac tgtggggcgg 
agggcaagcc caacccggac 
cacagaacca gaactacacg 
ccaacccagg ccagttcgag 
acaccgtctt ccaccacggc 
ttgtgcacgg gaatgtcaag 
aggaacacgt gcaggaggtg 
tggtgcacca cagatacaag 
cagagacagg tgtcatcgct 
ccggagacac ggtctttgcc 
agcgcatctt catggagaac 
tggagacgcg cattgatgag 
tcgacagcct caagtccacc 
gtcgggcggg cagcgtcccc 
ccgtggttcc ggaccaggcc 
tggtggtggt catggccttc 
gcacagagga ggacctggta 
tggccctgct ccggccccag 
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ccccctgggg ggagtgaggc 

1740 

ctccgacagt cccccttgac 
1800 

accaccagcc tcaccagctc 
I860 

agccacccct gccctgtcat 
1920 

agtcttggcc ccagctttaa 
I960 

aaccgcccag gccccagcca 
2040 

tggggtcttt cagtcaatgg 
2100 

gccagccctg cagtcccctt 
2160 

ggtttccacg gccgggcccg 
2220 

acctgggccc agggccagtc 
2280 

atccaggtgc tggagaattc 
2340 

tgcaggcctg ggaacttcac 
2400 

agcctgactc tgcagatgaa 
2460 

tcaaaggagg aaccatgtga 
2520 

acccagggca cctctcaccg 
2580 

cacttccggg tggcactgct 
2640 

gccacagact accacttcca 
2700 

caccacacca gggaccaggg 
2760 

actggagccc gctgcaggcc 
2620 

tggaagtctt cacactggag 
2880 

. cctgagagcc agagacttct 
2940 

accagtttac ctcttcccag 
3000 

aggggaagcc tgtggccctg 
3060 

actggagcca acccttttgg 
3120 

gatccagccc caagagactt 
3180 

ccccttaaag ctgttccctg 
3240 

acgccagact cggacttcta 
3300 



cttgtgccca tggtccagcc 
cacggggcta ccaggcacac 
ggccccaggt tctgccgtcc 
ctgctgttcc tcacccacta 



ccctggccat 


gttctcagcc 


gatggccctt 


ctgccagtca 


cattgaccac 


tccaagcatc 


ccctgggggg 


cagggcaaag 


ccgaggggcc 


ctccagtcca 


agcctctctc 


cttgcagagc 


gatgtccatc 


acctcccagt 


ccaccacatc 


cccgtcagca 


ctcctcctcc 


cccgcg cc tg 


ggaggggagc 


cttccacaga 


gtggccaata 


accatcccgt 


gggtcaggcc 


aactgcagtt 


cttctaccgc 


ctgtgtgact 


gtgcccaggc 


accccccaac 


agctctgctg 


ttcaccggcc 


ttgctgttcc 


agctggtcgc 


tgggccttcc 


tgcctgccac 


atatggtggt 


tggagggccg 


atttgttcag 


agcccatcct 


agagaggacc 


tgcccacctt 



gggtggaccc ccatgagtca 
ggggatggct tggcagtgga 
agctttaagt gtggcccagg 



agagcttcgg gaccacgcag 
agccctcttt gctgctggtg 
gcaccttgga catgtgttcc 
ccaaccctac cactggtcct 
caagtcccag ccccagcacc 
ccaacatcag agccaagtcc 
acaagagtct ggagcctctg 
ccaagaacag tcccagcctt 
gcgtgggccc tgctgagccc 
cagtgccctc cctgacctcc 
actgtgctcc aggggacgcc 
gtggcacccc actgcacctc 
tggtgctgtg cagcctgagg 
gtctccacac ccaccaggac 
ccttccgtga attcacctac 
cagaggctct cgcccagcca 
gagctgccct cctgaggcag 
actggatgca atggcgttac 
ctacccgaga ctggtgaaac 
ccctcacggc acagagggaa 
cccctagggg ccaggacagg 
gttcaggtgc cctggaggga 
cccttgcctc cccttttgag 
tgagatcagc agggggctcg 
atggagggca gacggctctc 
ctttctgggg cttgcctgtt 
aggtttcttc tccctgggag 
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ggcttggctc ccaagaagtc ccagggcagc cgaggccagc cctgcctggg tcggagaaac 
3360 

tgactttgtg ccttaagtct actcagtgcc tggcgaagcc accctcagcc cttcacaggc 
3420 

ctgaaccagt aggggccagt gggccaggta agccctagag ccttgaacca ggaatatcca 
34S0 

ggaagaggaa attccctttg agcccccaga tggtattgca gcttcactgc ctgcgttcct 
3540 

gggagcgtct ggagctcaca gtgatcagtg accacatcat tctctctgag cagaggagca 
3600 

ggaatccctc aagcagcagc ctggtcttgg ctggtgggca gatgcaaata gcttttgctg 
3660 

ttattaatga agtaattact aaatgcactt aaaccagggc aggaaggaat ggaaggatgg 
3720 

agctagaaag ctcagagtgg gccagagcag gggcgtgaca cttgcaaaga cagggctctg 
37B0 

actctgatcc ctcccaggga gcctccgaca cccatcccac tcccaaccac caagaccccg 
3B40 

ggctagggaa gaagttgtat cttaagtgcc accttcaagt ttcttagtgg tgcctggtgc 
3900 

attccgaggc tacatccagg ctcatggaag gagtgtagta ctcatttagc catgtccgcc 
3960 

atgggtccag aaatgggaaa gggaattgct gtccttgccc tgtggtatgc tgccacctct 
4020 

ttgggaagca ggccttgccc ctgtcccacc actcattctc agctttgaat gggaggcctt 
4080 

tctatagtgg aggcctttcc ttgaagccta tgaactgcag gccccctttt gccattgatc 
4140 

tcaaagcact tgtcctcagg atagggaaga gcagggggat gcaggaatag cagggatagc 
4200 

ttgctcccag ccccctcccc aatttggttc cgttgacaca ggaattttac gattcccaaa 
4260 

ccatgcaggg gctgagcctt ccttatgatg accttgttct ccctcccact gggggaaccc 
4320 

tccccatgcc ttaaaaccgc cgagccccac tccatgcaac aggattcctg ggcttcctca 
43B0atgctcttgg actgcgggcc ctcagccctt aactggaaag tgaccgtcca 4440 
ccgccccatg gagcccatct ggacacagca cagccccaaa accgttagca gctggccctg 
4500 

tttccaagcc tggggagggg ttcctcagtg caggagttgg ggacaggctg gggatccaag 
4560 

ctgcttgagg gggtcaacct tggaccaaag ttgccccaag cctgtggtaa aagggcttca 
4620 

gggaaggtaa gtgggccacc cgctggaagc tgccagctgc ccggctggca atggtgtgag 
4680 

tgtcttggcc ctgtccccgc cctggggtcc agcaggccac ccctcccttc ttctctctcc 

4740 

tttggcgttt gttcctgtag tcactgggct aatctccccc tagcttcaag ctgtacatag 
4800 

ggcctcccag tgcaaatcct cctgcccata ccgcgcaccc ttagaagcct gcgtgtgcat 
4860 

agagcgcccc ctactcccca gctaactccc agttcttccc cccgagcttg gtacctgtca 
4920 

tgtgccaact ctgactctga ggtgggcagt gagggaagca gccccgggcc tgcttgcttc 

4980 
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ctgtccccga aatgttcgtt tcttctgaag taaatataca tatataaata aatgtataaa 
S040 

cactgctctg tatctgaaaa aaaaaaaaaa 
S070 . 

<210> 3570 
<211> 693 
<212> PRT 

<213> Homo sapiens 



<400> 3570 



Ser 


Glu 


Ser 


Pro 


Pro 


Ser 


Thr 


Leu 


Asn 


Ala Gin Met Leu Asn Gly Met 


1 








5 










10 


15 


He 


Lys 


Gin 


Glu 


Pro 


Gly 


Thr 


val 


Thr 


Ala Leu Pro Leu His 


Pro Thr 








20 










25 


30 




Arg 


Ala 


Pro 


Ser 


Pro 


Pro 


Trp 


Pro 


Pro 


Gin Gly Pro Leu Ser Pro Gly 






35 










40 




45 




Pro 


Gly 


Ser 


Leu 


Pro 


Leu 


Ser 


He 


Ala 


Arg Val Gin Thr Pro Pro Trp 




50 










55 






60 




His 


Pro 


Pro 


Gly 


Ala 


Pro 


Ser 


Pro 


Gly 


Leu Leu Gin Asp Ser Asp Ser 


65 










70 








75 


80 


Leu 


Ser 


Gly 


Ser 


Tyr 


Leu 


Asp 


Pro 


Asn 


Tyr Gin Ser He Lys Trp Gin 










65 










90 


95 


Pro 


His 


Gin 


Gin 


Asn 


Lys 


Trp 


Ala 


Thr 


Leu Tyr Asp Ala Asn Tyr Lys 








100 










105 


110 




Glu 


Leu 


Pro 


Met 


Leu 


Thr 


Tyr 


Arg 


Val 


Asp Ala Asp Lys Gly Phe Asn 






115 










120 




125 




Phe 


Ser 


Val 


Gly 


Asp 


Asp 


Ala 


Phe 


Val 


Cys Gin Lys Lys Asn His Phe 




130 










135 






140 




Gin 


Val 


Thr 


Val 


Tyr 


He 


Gly 


Met 


Leu 


Gly Glu Pro Lys Tyr Val Lys 


145 










150 








155 


160 


Thr 


Pro 


Glu 


Gly 


Leu 


Lys 


Pro 


Leu 


Asp 


Cys Phe Tyr Leu Lys 


Leu His 










165 










170 


175 


Gly 


Val 


Lys 


Leu 


Glu 


Ala 


Leu 


Asn 


Gin 


Ser He Asn He Glu 


Gin Ser 








180 










185 


190 




Gin 


Ser 


Asp 


Arg 


Ser 


Lys 


Arg 


Pro 


Phe 


Asn Pro Val Thr Val 


Asn Leu 






195 










200 




205 




Pro 


Pro 


Glu 


Gin 


Val 


Thr 


Lys 


Val 


Thr 


Val Gly Arg Leu His 


Phe Ser 




210 










215 






220 




Glu 


Thr 


Thr 


Ala 


Asn 


Asn 


Met 


Arg 


Lys 


Lys Gly Lys Pro Asn 


Pro Asp 


225 










230 








235 


240 


Gin 


Arg 


Tyr 


Phe 


Met 


Leu 


Val 


val 


Ala 


Leu Gin Ala His Ala 


Gin Asn 










245 










250 


255 


Gin 


Asn 


Tyr 


Thr 


Leu 


Ala 


Ala 


Gin 


He 


Ser Glu Arg He He Val Arg 








260 










265 


270 




Ala 


Ser 


Asn 


Pro 


Gly 


Gin 


Phe 


Glu 


Ser 


Asp Ser Asp Val Leu Trp Gin 






275 










280 




285 




Arg 


Ala 


Gin 


Val 


Pro 


Asp 


Thr 


Val 


Phe 


His His Gly Arg Val 


Gly He 




290 










295 






300 




Asn 


Thr 


Asp 


Arg 


Pro 


Asp 


Glu 


Ala 


Leu 


Val Val His Gly Asn Val Lys 


305 










310 








315 


320 


Val 


Met 


Gly 


Ser 


Leu 


Met 


His 


Pro 


Ser 


Asp Leu Arg Ala Lys 


Glu His 










325 










330 


335 


Val 


Gin 


Glu 


Val 


ASp 


Thr 


Thr 


Glu 


Gin 


Leu Lys Arg He Ser Arg Met 
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340 


345 




350 


Arg 


Leu Val His Tyr 


Arg Tyr Lys Pro 


Glu 


Phe Ala Ala Ser Ala Gly 




355 


360 




365 


lie 


Glu Ala Thr Ala 


Pro Glu Thr Gly 


Val 


He Ala Gin Glu Val Lys 




370 


375 




380 


Glu 


He Leu Pro Glu 


Ala Val Lys Asp 


Thr 


Gly Asp Met Val Phe Ala 


385 




390 

^ m* *m 




395 400 


Asn Gly Lys Thr lie 


Glu Asn Phe Leu 

mm A W m m* f mm m * • mm^m mm 


Val 


Val Asn Lvs Glu Ara He 

w m+ • »w * ■ mm J mm , w m *» mm 




405 




410 

Tl X. \J 


415 


Phe 


Met Glu Asn Val 


Glv Ala Val Lvs 

^m w Y w%m\* fc* m %m> m\ mm J mW 


Glu 


Leu Cvs Lvs Leu Thr Asd 




420 


425 




430 


Asn Leu Glu Thr Arg 


lie Asn Glu T.p li 


Glu 


Ara Tro Ser His Lvs Leu 




435 








Ala 


Lys Leu Arg Arg 


Leu &sn Car Leu 


T.VR 


cpr Thr Glv S©r Ser Glv 




450 


* P3 




450 


Ala 


Phe Ser His Ala 


Gl v Coy filn Phe 


Ser 


Ira Ala Glv Ser Val Pro 
y «ij wCi vox r^vj 


465 








At 5 4fl0 


His 


Lys Lys Arg Pro 


r£V A4jr£* Val. nld 


Cor 
OCX 


Ive Car Ser Ser Val Val 
i^y a sex scjb set val val 




485 




4 90 

* 3U 


445 


Pro Asp Gin Ala Cys 




Phe 


Leu Gin Glv Thr lie lie 




500 


9 V 3 




5t 0 


Ala 


Leu Val Val Val 


Met Ala Phe Ser 


Val 


Val Ser Met Ser Thr Leu 




515 






595 


Tyr 


Val .Leu Ser Leu 


&ro Thr Gill Glu 


h c ra 


Tan Ual Ann Thr Ard Glv 

ijv U v d l r\ou iin vji y 




530 


5^5 




540 


Ser 


Phe Ala Val Ser 


Thr Car Leu 


Leu 

us U 


Ala Leu Leu Arrr Pro Gin 

1 d w> li^U Al y cl U will 


545 




55ft 




ccc ccn 

3 9 3 jbv 


Pro 


Pro Gly Gly Ser 


Glu Ala Leu Cvs 


Pro 

ri w 


Trn Ser Ser Gin Ser Phe 

1 1 L/ V ^ 1 w w 1 W 141 w CI SIIC 




565 




570 




Gly 


Thr Thr Gin Leu 


Irn Gin Ser Pro 


Leu 

M w W 


Thr Thr Glv Leu Pro Glv 




580 






590 

9 7 W 


lie 


Gin Pro Ser Leu 


Leu Leu Val Thr 


Thr 


Ser Leu Thr Ser Ser Ala 




595 


COO 

WWW 




605 

w V 0 


Pro Gly Ser Ala Val 


Ara Thr Leu Asd 


Met 


Cvs Ser Ser His Pro Cvs 




610 


615 




S20 

u c> V 


Pro 


Val He Cys Cys 


Ser Ser Pro Thr 


Thr 


Asn Pro Thr Thr Glv Pro 

■ * ~m « » • ^aa a * * A ^a» » & ^a> mm 


625 




630 




635 640 


Ser 


Leu Gly Pro Ser 


Phe Asn Pro Glv 

* • *"•■• * ^m # • mm- m^r mm> ■ 


His 


Val Leu Ser Pro Ser Pro 




645 




650 


655 

\0 mf <m* 


Ser 


Pro Ser Thr Asn 


Ara Ser Glv Pro 


Ser 


Gin Met Ala Leu Leu Pro 




660 


665 




670 


Val 


Thr Asn He Arg 


Ala Lys Ser Trp 


Gly 


Leu Ser Val Asn Gly He 




675 


680 




685 


Asp 


His Ser Lys His 


His Lys Ser Leu 


Glu 


Pro Leu Ala Ser Pro Ala 




690 


695 




700 


Val 


Pro Phe Pro Gly 


Gly Gin Gly Lys 


Ala 


Lys Asn Ser Pro Ser Leu 


70S 




710 




715 720 


Gly Phe His Gly Arg 


Ala Arg Arg Gly 


Ala 


Leu Gin Ser Ser Val Gly 




725 




730 


735 


Pro 


Ala Glu Pro Thr 


Trp Ala Gin Gly 


Gin 


Ser Ala Ser Leu Leu Ala 




740 


745 




750 


Glu 


Pro Val Pro Ser 


Leu Thr Ser He 


Gin 


Val Leu Glu Asn Ser Met 




755 


760 




765 


Ser 


He Thr Ser Gin 


Tyr Cys Ala Pro 


Gly 


Asp Ala Cys Arg Pro Gly 
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770 








775 






760 










Asn 


Phe 


Thr 


Tyr His 


He 


Pro 


val 


Ser Ser 


Gly Thr 


Pro 


Leu 


His 


Leu 


785 








790 








795 








600 


Ser 


Leu 


Thr 


Leu Gin 


Met 


Asn 


Ser 


Ser Ser 


Pro Val 


Ser 


Val 


Val 


Leu 








605 








8X0 








615 




Cys 


Ser 


Leu 


Arg Ser 


Lys 


Glu 


Glu 


Pro Cys 


Glu Glu 


Gly 


Ser 


Leu 


Pro 








B20 








625 






830 






Gin 


Ser 


Leu 


His Thr 


His 


Gin 


Asp 


Thr Gin 


Gly Thr 


Ser 


His 


Arg 


Trp 






835 








840 






84 5 








Pro 


He 


Thr 


He Leu 


Ser 


Phe 


Arg 


Glu Phe 


Thr Tyr 


His 


Phe 


Arg 


Val 




B50 








855 






860 










Ala 


Leu 


Leu 


Gly Gin Ala Asn 


Cys 


Ser Ser 


Glu Ala 


Leu 


Ala 


Gin 


Pro 


665 








870 








875 








680 


Ala 


Thr 


Asp 


Tyr His 


Phe 


His 


Phe 


Tyr Arg 


Leu Cys 


Asp 









885 690 



<210> 3S71 

<211> 528 

<212> DNA 

<213> Homo sapiens 

<400> 3571 

acgcgtcccc tgtccggctt ggtatgggtc gcgctgctag cgctaggcca cgccttcctg 
€0 

ttcaccgggg gcgtggtgag cgcctgggac caggtgtcct attttctctt cgtcatcttc 
120 

acggcgtatg ccatgctgcc cttgggcatg cgggacgccg ccgtcgcggg cctcgcctcc 
180 

tcactctcgc atctgctggt cctcgggctg tatcctgggc cacagccgga ctcacggcct 
240 

gcactgctgc cgcaggtgag cacgcaagta gcacaggctg cgctcaggac ggctctgcca 
300 

cgtgctagta ggctcctttt agggggttgt tgagctgtga ctccaaggca aggtgcaacg 
360 

ctgggcgcag gatacccaac cgtgctttcg cagagctggt acaacagtgt gatgcaatgc 
420 

ctgctgttac cagaagaggg atccaggcca cacggaaggg agtcgtgtcg tggtttaccc 
480 

cggggacaac agatgtggtt aatgaaacct tgacagagaa tgaaaaaa 
528 

<210> 3572 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 3572 

Thr Arg Pro Leu Ser Gly Leu Val Trp Val Ala Leu Leu Ala Leu Gly 

15 10 15 

His Ala Phe Leu Phe Thr Gly Gly Val Val Ser Ala Trp Asp Gin Val 

20 25 30 

Ser Tyr Phe Leu Phe Val He Phe Thr Ala Tyr Ala Met Leu Pro Leu 

35 40 45 

Gly Met Arg Asp Ala Ala Val Ala Gly Leu Ala Ser Ser Leu Ser His 
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50 

Leu Leu Val Leu Gly 
65 

Ala Leu Leu Pro Gin 

B5 

Thr Ala Leu Pro Arg 
100 

c210> 3573 
<211> 1236 
<212> DNA 

<213> Homo sapiens 

<400> 3573 
gggggggggg ttatcccctg 
60 

cagccccaga ctaagggggc 
120 

ccctgcctgc tccccaaagc 
1B0 

agtcccattt cttccatcca 
240 

gcttcacata cccacacact 
300 

ccttgtggca catgcacaca 
360 

tgcatagaag caagtctctg 
420 

tttgattggt tcttcgaagc 
480 

cggcagttcc ctccagactt 
540 

Ctcccttttg atgtggaaag 
600 

cccacagacc ttgccggcaa 
660 

agctgtctct gtatccLcag 
720 

acagtgggag acctcctagc 
780 

ctgtttcagc agtccctgtc 
840 

gtgacggtcc ccagcgggca 
900 

tcctgcttcg tggccccgga 
960 

acggagctgg tggtggccgt 
1020 

gccgagagaa gagtcctgct 
1080 

ggccggggtg ggagcagggc 
1140 

ttgctccaac cctactgcgc 
1200 



55 

Leu Tyr Leu Gly Pro Gin 
70 75 
Val Ser Thr Gin Val Ala 

90 

Ser Arg Leu Leu Leu 
105 



tttgggacgg ccgggctgtt 
agtttcctcc tttccggcca 
ccagccttca gcccccccaa 
ttctggcact tgtgtgttca 
cacagccaca aaccccagaa 
caaccacact tgtgtgcaaa 
gaccccttct gcatcccaca 
ggcctgccct gcctccgtgc 
cagggaccag gaagctatgc 
ggggcccccc agccccgccg 
ccgcagattt ggtttctgcc 
ccacctgcct tggttcgagg 
ccaggaccaa gtcaccgagg 
tgggccccag gcctcagtgg 
gggtatccca ccccctaccc 
ctccggccgc ctgccatcca 
gactgacgag aacatcgtgg 
caccgccagc aaactcagca 
ctggctccgc cccggggggc 
gagacccgag ggcgaagtcc 

2734 



60 

Pro Asp Ser Arg Pro 

B0 

Gin Ala Ala Leu Arg 
95 

Gly Gly Cys 
110 



cttcataatg gggcattttc 
ccagcgggca ggatcacccc 
tcaatcccag ccacacacac 
ataaacctgg tggacacaca 
gtcatgcaca tgccgacgca 
gtggcagaca cacccacaca 
gagggggctc ccctgctgtg 
aggaggatcc ccccatcctg 
agatggtgcc taaattctgc 
tgcagcattt caccttcgcc 
gcctgcgggc gggtacccag 
tgttttacaa gctattgaac 
cagaggaact tcttcaaaat 
ggcttgagct gggcagcgga 
gggggaatag caagccgctt 
tccctgagaa caggaaccta 
ggctgttcgc ggcgctcctg 
ccctgaggcg gggtccgccg 
gggacaaggg ggctgattcc 
tggccccgcc ccttcgaagg 
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tctttgagag tttaactctn gccccgccct cttggg 
1236 

<210> 3574 

<211> 361 

<212> PRT 

<213> Homo sapiens 



<400> 3574 



Pro 


fin 


x xe 


i>ys 


Gly Ala 


val 


Ser 


Mr * 1C 


Phe 


Pro 


Ala Thr 


Ser Glv Gin 


x 








5 










10 








15 


ASp 


HIS 


fro 


fro 


Cys 


Leu 


Leu 


Pro 




Ala 


Gin 


Pro 


Ser 


Ala Pro Pro 








20 










IS 










30 


lie 


Hen 


no 




His 


Thr 


His 


Ser 


Pro 


He 

•■V A X» 


Phe 


Ser 


He 


His Ser Gly 






■l e 










40 










45 




i lit 




VOX 


rne 


Asn 


Lys 


Pro Gly 


Glv 


His 


Thr 


Ala 


Ser 


His Thr His 














55 










60 






i nr 


T All 


TVir 


Ala 


Thr 


Asn 


pro Arg 




His 


Ala 


His 


Ala 


Asd Ala Pro 


O 9 










70 










75 






80 


cys 


**xy 


i nr 




Thr 


His 


Asn 


His 


Thr 

4 ill. 




Val 


Gin 


Ser 


Glv Aro His 










85 










90 








95 


i nr 


HIS 


mr 


cys 


lie 


Glu 


Ala 


ser 




Tm 


Thr 


Pro 


Ser 


Ala Ser His 








i on 










105 

X V J 










110 


Arg 


v»iy 


l»xy 


Car 

set 


Pro 


Ala 


Val 


Phe 




irp 


Phe 


Phe 


Glu 


Ala Ala Cvs 






111; 

A X J 










120 










125 




riu 


Ala 
Ala 


Cat* 


val 


Gin 


Glu 


Asp 


Pro 


Pro 

Mr X w 


A X C 


Leu Arg Gin 


Phe Pro Pro 




x ^ i/ 










135 










140 












Sen 


Gin 


Glu 


Ala 


Met 


Gin 


Met 


Val 


Pro 


Lys 


Phe Cvs Phe 


145 










150 










155 






160 


Pro 


Phe 


Asp 


Val 


Glu Arg 


Gly 


Pro 


Pro 


Ser 


Pro 


Ala 


val 


Gin His Phe 










165 










170 








175 


Thr 


Phe 


Ala 


Leu 


Thr 


Asp 


Leu 


Ala 


Gly 


Asn 


Arg 


Arg 


Phe 


Gly Phe Cys 








180 










185 










190 


Arg 


Leu 


Arg 


Ala 


Gly Thr 


Gin 


Ser 


Cys 


Leu 


Cys 


He 


Leu 


Ser His Leu 






195 










200 










205 




Pro 


Trp 


Phe 


Glu 


Val 


Phe 


Tyr Lys 


Leu 


Leu 


Asn 


Thr 


Val 


Gly Asp Leu 




210 










215 










220 






Leu 


Ala 


Gin 


Asp 


Gin 


Val 


Thr 


Glu 


Ala 


Glu 


Glu 


Leu 


Leu 


Gin Asn Leu 


225 










230 










235 






240 


Phe 


Gin 


Gin 


Ser 


Leu 


Ser 


Gly Pro 


Gin 


Ala 


Ser Val Gly 


Leu Glu Leu 










245 










250 








255 


Gly 


Ser 


Gly 


Val 


Thr 


Val 


Ser 


Ser 


Gly 


Gin 


Gly He Pro 


Pro Pro Thr 








260 










265 










270 


Arg 


Gly 


Asn 


Ser 


Lys 


Pro 


Leu 


Ser 


Cys 


Phe 


Val 


Ala 


Pro 


Asp Ser Gly 






275 










280 










285 




Arg 


Leu 


Pro 


Ser 


lie 


Pro 


Glu 


Asn 


Arg 


Asn 


Leu 


Thr 


Glu 


Leu Val Val 




290 










295 




• 






300 






Ala 


Val 


Thr 


Asp 


Glu 


Asn 


lie 


Val 


Gly 


Leu 


Phe 


Ala 


Ala 


Leu Leu Ala 


305 










310 










315 






320 


Glu 


Arg 


Arg 


Val 


Leu 


Leu 


Thr 


Ala 


Ser 


Lys 


Leu 


Ser 


Thr 


Leu Arg Arg 










325 










330 








335 


Gly 


Pro 


Pro 


Gly 


Arg 


Gly 


Gly Ser 


Arg 


Ala 


Trp Leu Arg 


Pro Gly Gly 








340 










345 










350 


Arg 


Asp 


Lys 


Gly 


Ala 


Asp 


Ser 


Leu 


Leu 
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355 360 

<210> 3575 

<211> 769 

<212> DNA 

<213> Homo sapiens 

<400> 3575 

tgaccagctc ctgtcggagt tcatcggcca tgaagaagga aggtgcgttt gctttcggtt 
60 

gcatataagc aacgtgaggt gcagttggag gataaatatg atagtttgga aacaccattc 
120 

cagtcaaagg tgctggagtt gtgtctgtat agaagtaagt cgtcccacca acagtttcct 

180 

ttcggatcac ctgaccagaa gacggagtct gagaaacagg attattaaca gatgtagagg 
240 

cactagaagg caccatgtaa cttgctggat ttggagtgtg acttcttctt ctgggagcag 
300 

gagaagtatg tggagtaatc ttgggggaat gaagagggga agacccagca gacaacgaca 
360 

ttcctgaaga ggatgtaaaa atgtttctta atggagcaat aattggtttt agagaacaag 
420 

tctggaaaat aaaatgcaaa cattcatttg gaagaaacat catctttggg atcgtaagtg 
4 80 

caaagatgaa ggaaataatt ttatcttgtt ttgttgtaga aaaagctctg attaaagcaa 
540 

atgtaaagtt tcttttttca aatgtactta tttccaaata tgctagcaga tttactgcaa 
600 

gaatagtctc ctccatatca aggtttacat caggaaattt aatagcaaga gtgaccaaaa 
660 

atttaataaa ttaatggaag agtgggaagt aacagaattg tggctcttta taaaattatg 
720 

ccttttataa aagcctttct tttataaaag gcataattcc ttttttact 
769 

<210> 3576 
<211> 205 
<212> PRT 

<213> Homo sapiens 



<400> 3576 



Met 


Glu 


Glu 


Thr 


He 


Leu 


Ala 


Val 


Asn 


Leu 


Leu 


Thr 


Tyr 


Leu Glu 


He 


1 








5 










10 








15 




Ser 


Thr 


Phe 


Glu 


Lys 


Arg 


Asn 


Phe 


Thr 


Phe 


Ala 


Leu 


He Arg Ala 


Phe 








20 










25 










30 




Ser 


Thr 


Thr 
35 


Lys 


Gin 


Asp 


Lys 


He 
40 


He 


Ser 


Phe 


He 


Phe 
45 


Ala Leu 


Thr 


He 


Pro 


Lys 


Met 


Met 


Phe 


Leu 


Pro 


Asn 


Glu 


Cys 


Leu 


His 


Phe He 


Phe 




50 








55 










60 








Gin 


Thr 


Cys 


Ser 


Leu 


Lys 


Pro 


He 


He 


Ala 


Pro 


Leu 


Arg 


Asn He 


Phe 


65 










70 










75 








80 


Thr 


Ser 


Ser 


Ser 


Gly 


Met 


Ser 


Leu 


Ser 


Ala Gly 


Ser 


Ser 


Pro Leu 


His 










85 










90 








95 




Ser 


Pro 


Lys 


He 


Thr 


pro 


His 


Thr 


Ser 


Pro 


Ala 


Pro Arg 


Arg Arg 


Ser 
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100 




105 






110 


His 


Thr 


Pro 


Asn Pro Ala Ser 


Tyr Met 


Val 


Pro Ser 


Ser Ala 






115 




120 








125 


Ser 


Val 


Asn 


Asn Pro Val Ser 


Gin 


Thr 


Pro 


Ser Ser 


Gly Gin 




130 




135 








140 


Thr Asp 


Gin 


Lys 


Glu 


Thr Val Gly Gly 


Thr 


Thr 


Tyr 


Phe Tyr 


145 




150 








155 


His lie 


Pro 


Ala 


Pro 


Leu Thr Gly Met 


Val 


Phe 


Pro Asn Tyr 








165 






170 






Pro 


Thr 


Ala 


Pro His Val Ala 


Tyr 


Met 


Gin 


Pro Lys 


Ala Asn 






180 




165 






190 


Ser 


Phe 


Phe 


Met Ala Asp Glu 


Leu 


Arg 


Gin 


Glu Leu 


lie 






195 


200 








205 



160 
Tyr Pro 
175 



<210> 3577 

<211> 1225 

<212> DNA 

<213> Homo sapiens 

<400> 3577 

gtcgactcca ttcggcgtca gtttgagttc agtgtggact ctttccaaat catcctggat 
60 

tctttgcttt tcttctatga ctgttccaat aatcccattt ctgagcactt ccaccccacc 
120 

gtgattgggg agagcatgta cggggacttt gaggaagctt ttgaccatct gcagaacaga 
180 

ctgatcgcca ccaagaaccc agaagaaatc agaggcgggg gacttctcaa gtacagcaac 
240 

cttcttgtgc gggacttcag gcccacagac caggaagaaa tcaaaactct agagcgctac 
300 

atgtgctcca ggttcttcat cgacttcccg gacatccttg aacagcagag gaagttggag 
360 

acttaccttc aaaaccactt cgctgaagaa gagagaagca agtacgacta cctcatgatc 
420 

cttcgcaggg tggtgaacga gagcaccgtg tgtctcatgg ggcatgaacg caggcagact 
480 

ctgaacctca tctccctcct ggccttgcgt gtgctgggcg gaacaaaaca tcatccccca 
540 

gtgccaccaa ggtcacctgt tactaccagc ggtcccctta gtcagcgatg gcaacttcag 
600 

caactactac gttgcccatc ctccagtcac ctacagccag ccttacccta cctggctgcc 
660 

ctgtaactaa ccttgagacc tgagggtttc cacagtggga accccaatag ggctagggct 
720 

ctcaggtagg ggagctcctt ctagatgtag gcatttgact tttaaagggg aactcagctc 
7B0 

tgattctgct tttttttttt tttttcctct gtgtacccat tggaatgggt ctacagtgta 
840 

tcatgagcca acccccaaag gacccgtatt acagtgccac gttggaaaac gctacaggaa 
900 

gcatgaccta tccacatctt tccaagatag acactaacat gtcatgtccc aaacattagc 
960 

acgtgggggt tgagctctgt gcagtaatcg agattgggag aacttgggca gcgcgtgaga 
1020 
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agtgctaagc tacttgtttt ctcacttgag cccgggtagg ctgtgttggc cctcacttgg 
1080 

gactctcagc agttacatga aagttgtgct gataatctct tctcctgtac caattttagt 
1140 

caggcagaaa atggtaaaca tgagggtgct cttgtgactt aatttttgtc caagggacta 
1200 

agttgcttat gtttattccc tgtca 
1225 

<210> 3578 

<211> 195 

<212> PRT 

<213> Homo sapiens 

<400> 3578 



Val 


Asp 


Ser 


He 


Arg Arg 


Gin 


Phe 


Glu 


Phe 


Ser 


Val 


Asp 


Ser 


Phe 


Gin 


l 








5 










10 










15 




He 


He 


Leu 


Asp 


Ser 


Leu 


Leu 


Phe 


Phe 


Tyr 


Asp Cys 


Ser 


Asn 


Asn 


Pro 








20 










25 










30 






He 


Ser 


Glu 


His 


Phe 


His 


Pro 


Thr 


val 


He 


Gly Glu 


Ser 


Met 


Tyr 


Gly 






35 










40 










45 








Asp 


Phe 


Glu 


Glu 


Ala 


Phe 


Asp His 


Leu 


Gin 


Asn 


Arg 


Leu 


He 


Ala 


Thr 




50 










55 










60 










Lys 


Asn. Pro 


Glu 


Glu 


He 


Arg Gly Gly 


Gly 


Leu 


Leu 


Lys 


Tyr 


Ser 


Asn 


65 










70 










75 










80 


Leu 


Leu 


val 


Arg 


Asp 
85 


Phe 


Arg 


Pro 


Thr 


Asp 
90 


Gin 


Glu 


Glu 


lie 


Lys 
95 


Thr 


Leu 


Glu Arg 


Tyr 


Met 


Cys 


Ser Arg 


Phe 


Phe 


He Asp 


Phe 


Pro 


Asp 


He 








100 










105 










110 






Leu 


Glu 


Gin 


Gin 


Arg Lys 


Leu 


Glu 


Thr 


Tyr 


Leu 


Gin 


Asn 


His 


Phe 


Ala 






115 










120 










125 








Glu 


Glu 
130 


Glu 


Arg 


Ser 


Lys 


Tyr 
135 


Asp 


Tyr 


Leu 


Met 


He 

140 


Leu 


Arg 


Arg 


Val 


Val 


Asn 


Glu 


Ser 


Thr 


Val 


Cys 


Leu 


Met 


Gly 


His 


Glu 


Arg 


Arg 


Gin 


Thr 


14S 










150 










155 










160 


Leu 


Asn 


Leu 


He 


Ser 
165 


Leu 


Leu 


Ala 


Leu 


Arg 
170 


Val 


Leu 


Gly 


Gly 


Thr 
175 


Lys 


His 


His 


Pro 


Pro 
180 


Val 


Pro 


Pro 


Arg 


Ser 
185 


Pro 


Val 


Thr 


Thr 


Ser 
190 


Gly 


Pro 



Leu Ser Gin 



195 

<210> 3579 

c211> 755 

<212> DNA 

<213> Homo sapiens 

<400> 3579 

acgcgtgatg tcactgagaa tgtttgctca cagtcaataa tcgtctttgt ggatgtgata 
60 

attttggaga tacacttctg gtcagaactc aggtgagata atcttgcaat actccaaatg 
120 

cagatactcc agccacccgc aaggtcccag gaaaggacaa tgtcctgcga gaaaatcagg 
180 
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aggcctccac ttcctgggcc acttgagaag ttcctgggca cgtcactaca tgttggttga 
240 

ctcagccatt tctcatgctg ttttgtttct tgcggtggcc acttaacccc aaagaatgaa 
300 

gggaggatcc acagtgaaag tgcccgagtt tctctatgag accagatgct gtcgaaacca 
360 

aacatctttt cctttgctct atgggaacat tttagggtcc gttttgcaca gctggtttcc 
420 

agactagaag attaacaagt ttgggtccac ccctaagaat cagtggctgt cttttaaggt 
480 

gaggagtgtg ggcttaactg aggtcctttg agggagctat aaaggagaaa caacctggga 
540 

catcccagtt ttcctattcc tccactgtta atatctcatc taaaataatt cacgagttta 
600 

aatggtaaat atatgcttta agctctacct ttaaacttgt atgttattca ggcatctctt 
660 

attaagatac tgggtctctg gacacccaag gaaatgttgg ctttttattc ttatgtggtt 
720 

ccaaatttac ttctcttcag tttaattgtc catgg 
755 

<210> 3580 



<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 3560 

Met Phe Gly Phe Asp Ser 

l 5 
Ser Leu Trp lie Leu Pro 
20 

Glu Thr Lys Gin His Glu 
35 

Met Pro Arg Asn Phe Ser 
SO 

Phe Ser Gin Asp lie Val 
65 70 
lie Cys lie Trp Ser lie 

85 

Lys Cys lie Ser Lys He 
100 

Glu Gin Thr Phe Ser Val 
115 



He Trp Ser His Arg 
10 

Ser Phe Phe Gly Val 
25 

Lys Trp Leu Ser Gin 
40 

Ser Gly Pro Gly Ser 
55 

Leu Ser Trp Asn Leu 

75 

Ala Arg Leu Ser His 
90 

lie Thr Ser Thr Lys 
105 

Thr Ser Arg 
120 



Glu Thr Gin Ala Leu 
IS 

Lys Trp Pro Pro Gin 
30 

Pro Thr Cys Ser Asp 
45 

Gly Gly Leu Leu He 
60 

Ala Gly Gly Trp Ser 

60 

Leu Ser Ser Asp Gin 
95 

Thr He He Asp Cys 
110 



ggtgtggacc caggaccggc 
ccccgggggt ggccccgcgc 



<210> 3S81 
<211> 2132 
<212> DNA 

<213> Homo sapiens 
<400> 3581 

nnggcgcccg ggcggtgctg cgctgccaga gcccgcgcat 
60 

tgcacgaccg ccagcgcgtg ctccactggg acctgcgcgg 
120 



2739 



WO 00/58473 



PCT/US00/08621 



ggcgcctgct 
180 

gccgcctgga 
240 

cggtggagga 
300 

tctacgagag 
360 

actgggacgg 

420 

gcgtgaaccg 
460 

actgggaccg 
540 

acgcgtcggg 
600 

gcgcggatgc 
660 

acgagggcac 
720 

tcttccacct 
780 

acggctccag 
840 

tcatcaatgc 
900 

tggccacgct 
960 

gccgcggagg 
1020 

acttggcgga 
1060 

agctagatta 
1140 

ctgccaagta 
1200 

ctgggctcct 
1260 

ctgatgctcc 
1320 

tgggcgtatg 
1380 

cccacccccg 

1440 

cactgatgcc 
1500 

attcctggag 
1560 

caggagtccc 
1620 

gacactccca 
1680 

tcctcctggg 
1740 



ggacttgtac 
gctctcggcc 
gacggacgcg 
cctggccgtc 
cgagaaggag 
cgggcacgtg 
gcagccgccc 
cgagcgccgc 
cttcgagcgc 
ctactcctgc 
gacggtcgcc 
ccacagcggc 
catcgccccc 
gctgctcttc 
ctacgaacac 
gttcgctgtg 
caaaaacaac 
catcgaccta 
ggctgggcca 
ggggctcacc 
cagaggccgc 
cggcctttgc 
catcatgccc 
gacactccca 
actcctccag 
tcagaacttg 
gtgctgcctg 



tcggcgggcg 
tcggccttcg 
gggctgtaca 
cgcctggagg 
gtgctggcgg 
tggaccgacc 
ggggtcccgc 
gcctacgggc 
ggtgacttct 
cacctgcacc 
gaaccccacg 
gccccaggcc 
gagagccgag 
atcctgctac 
tcggaccaga 
gctgcagggg 
atcccgaagg 
gacaaagggt 
gcagccgcac 
ccccctccag 
ctccacaccc 
tcacgggtgg 
tcagaccctt 
tcagaacctg 
ggctctgctc 
gcagccctga 
ccaccaagag 



agcagcgcgc 
acgacggcaa 
cctgcaacct 
tcaccgacgg 
tggcgcgcgg 
ggcacgtgga 
acgaccgcgc 
ccctttttct 
cactgcgtat 
accattactg 
cggagccgcc 
cagaccccac 
cccacttctt 
tggtcactgt 
agtcgggaaa 
accagatgct 
agagggcgga 
tccggaagga 
ctcccctgtc 
cggctggtcc 
ctcccccagg 
ccctgcccac 
ctgggctctg 
gcagccccaa 
gtccggggct 
agttggggcc 
ctcccccacc 

2740 



gtacgaggcg 
cttctcgctg 
gcaccatcac 
ccccccggcc 
cgcacccgcg 
ggaggctcaa 
ggaccgcctg 
gcgcgaccgc 
cgagccgctg 
tggcctgcac 
cccccggggc 
actggcgcgc 
ccagcagctg 
cctcctggcc 
gtcaaagggg 
ttacaggagt 
gctggcccac 
gaactgcaaa 
tgtgctcctc 
cgctttcctg 
ggcttggtgg 
ccccggcaca 
cccgctgggg 
aactggggcc 
gggagacgtt 
agcctcggca 
tgcaccacca 



cgggaccgcg 

ctcatccgcg 

tactgccacc 

acccccgccc 

cttctgacct 

caggtggtgc 

ctggacctct 

gtggctgtgg 

gaggtcgccg 

gaacgccgcg 

tccccgggca 

ggccacaacg 

ggctacgcgc 

gcccgcaggc 

aaggatgtta 

gaggacatcc 

agccccccgc 

tagggaggcc 

ggggcatctc 

gaatttggcc 

cagcacagcc 

accaaaatcc. 

gcctgaagac 

agcctcaggg 

cccggaggag 

ggagtcccac 

cgtgggactc 
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caggcaccat ctgttctccc cagggacctg ctgacttgaa tgccagccct tgctcctctg 
1B00 

tgttgctttg ggccacctgg ggctgcaccc cctgcccttt ctctgcccca cccctaccct 
1860 

agccttgctc tcagccacct tgatagtcac egggctccct gtgacttctg accctgacac 
1920 

ccctcccttg gactctgcct gggctggagt ctagggctgg ggctacattt ggcttctgta 
1980 

ctggctgagg acaggggagg gagtgaagtt ggtttggggt ggcctgtgtt gccactctca 
2040 

gcaccccaca tttgcatctg ctggtggacc tgccaccatc acaataaagt ccccatctga 
2100 

tttttaaaaa aaaaaaaaaa aaaaaaaaaa aa 
2132 

<210> 3582 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 3582 

Xaa Ala Pro Gly Arg Cys Cys Ala Ala Arg Ala Arg Ala Trp Cys Gly 

15 10 15 

Pro Arg Thr Gly Cys Thr Thr Ala Ser Ala Cys Ser Thr Gly Thr Cys 

20 25 30 

Ala Ala Pro Gly Val Ala Pro Arg Gly Ala Cys Trp Thr Cys Thr Arg 

35 40 45 

Arg Ala Ser Ser Ala Cys Thr Arg Arg Gly Thr Ala Ala Ala Trp Ser 

50 55 60 

Ser Arg Pro Arg Pro Ser Thr Thr Ala Thr Ser Arg Cys Ser Ser Ala 
65 70 75 80 

Arg Trp Arg Arg Arg Thr Arg Gly Cys Thr Pro Ala Thr Cys Thr lie 

85 90 95 

Thr Thr Ala Thr Ser Thr Arg Ala Trp Pro Ser Ala Trp Arg Ser Pro 

100 105 110 

Thr Ala Pro Arg Pro Pro Pro Pro Thr Gly Thr Ala Arg Arg Arg Cys 

115 120 125 

Trp Arg Trp Arg Ala Ala His Pro Arg Phe 
130 135 



<210> 3583 
<211> 1554 
<212> DNA 

<213> Homo sapiens 



<400> 3583 

tcacgagggg agagaatggc gccattttgc ggtacggaag ctacacagca acacgtatag 
60 

gagactctcc ccgagatctt ctagggagtg acccatctat ttttgttcgg gaagaggaaa 
120 

ccccgaaatg ggatcgcgga agacttaaag ggccaggctg atettttttt cctactgcag 
180 

gtctctgagg ctgtggttgc tacagggtca ccacgagctt ggcttacttg tctcatcctt 
240 
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cccttgcctg gtatcatttt ctcagttctc ccaaaagcca tgtcccggcc cttgctcatc 
300 

accttcaccc cagccactga ccccagcgac ctctggaagg atgggcagca gcagccacag 
360 

cccgagaagc cagagtccac cctggatggg gctgcagccc gagctttcta tgaggccctg 
420 

attggggatg agagcagcgc tcctgactcc cagagatctc agactgaacc tgccagagaa 
480 

agaaagagaa agaaaagaag aataatgaag gcaccagcag cagaagcagt ggcagaagga 
540 

gcaccaggaa gacatggaca agggagatcc cttgaggctg aggataagat gactcaccgg 
600 

atactgaggg cagcccagga gggggacctg ccagaactta ggagactgct ggaaccgcat 
660 

gaggcaggag gagctggggg gaatatcaac gcccgggatg ccttctggtg gaccccactg 
720 

atgtgtgctg ctcgagcggg ccagggggca gctgtgagct atctcctggg ccgtggggct 
760 

gcctgggtgg gggtctgtga gctgagtggc agggatgcgg ctcagctcgc tgaagaagct 
840 

ggcttccctg aggtagcccg catggtcagg gagagccatg gagagacaag gagcccggaa 
900 

aaccggtctc ctactccctc cctccagtac tgcgagaact gtgacaccca cttccaagat 
960 

tccaaccacc gcacatccac tgctcacctg ctgtcactgt cgcagggtcc tcagcctccc 
1020 

aaccttccac ttggggtgcc catctccagc ccgggcttca aactgctgct gagggggggc 
1080 

tgggagccag gaatggggct gggaccccgg ggtgagggcc gtgccaatcc catccccact 
1140 

gtcctcaaga gggaccagga aggactaggc cacagatcag caccccagcc ccgagtgaca 
1200 

catttcccag cttgggatac ccgagctgtg gctgggaggg agagaccccc tcgggtggcc 
1260 

acactgagct ggagggagga gagaaggagg gaggagaaag acagggcttg ggagcgggat 
1320 

ctaaggactt acatgaacct cgagttctga ctttggtaaa gtctgaccct agtctgctgc 
13B0 

tgaagtctga acttgggcct ccgacccggg ccctttgacc tccccttcct gggatctgct 
1440 

cagatgcaga tcccgaagtc tttggtcaat aggctctgtc ttcgtgagag acgggctgag 
1500 

agtcagaaat aaaccaacca tttgtggttt aaaaaaaaaa aaaaacaaag tttt 
1554 

<210> 3584 

<211> 3S6 

<212> PRT 

<213> Homo sapiens 

<400> 3584 

Met Ser Arg Pro Leu Leu lie Thr Phe Thr Pro Ala Thr Asp Pro Ser 

15 10 15 

Asp Leu Trp Lys Asp Gly Gin Gin Gin Pro Gin Pro Glu Lys Pro Glu 
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20 25 30 

Ser Thr Leu Asp Gly Ala Ala Ala Arg Ala Phe Tyr Glu Ala Leu lie 

35 40 45 

Gly Asp Glu Ser Ser Ala Pro Asp Ser Gin Arg Ser Gin Thr Glu Pro 

50 55 60 

Ala Arg Glu Arg Lys Arg Lys Lys Arg Arg lie Met Lys Ala Pro Ala 
65 70 75 BO 

Ala Glu Ala Val Ala Glu Gly Ala Ser Gly Arg His Gly Gin Gly Arg 

85 90 95 

Ser Leu Glu Ala Glu Asp Lys Met Thr His Arg lie Leu Arg Ala Ala 

100 105 HO 

Gin Glu Gly Asp Leu Pro Glu Leu Arg Arg Leu Leu Glu Pro His Glu 

115 120 125 

Ala Gly Gly Ala Gly Gly Asn lie Asn Ala Arg Asp Ala Phe Trp Trp 

130 135 140 

Thr Pro Leu Met Cys Ala Ala Arg Ala Gly Gin Gly Ala Ala Val Ser 
145 150 155 160 

Tyr Leu Leu Gly Arg Gly Ala Ala Trp Val Gly Val Cys Glu Leu Ser 

165 170 175 

Gly Arg Asp Ala Ala Gin Leu Ala Glu Glu Ala Gly Phe Pro Glu Val 

1B0 185 190 

Ala Arg Met Val Arg Glu Ser His Gly Glu Thr Arg Ser Pro Glu Asn 

^95 200 205 

Arg Ser Pro Thr Pro Ser Leu Gin Tyr Cys Glu Asn Cys Asp Thr His 

210 215 220 

Phe Gin Asp Ser Asn His Arg Thr Ser Thr Ala His Leu Leu Ser Leu 
225 230 235 240 

Ser Gin Gly Pro Gin Pro Pro Asn Leu Pro Leu Gly Val Pro He Ser 

245 2S0 255 

Ser Pro Gly Phe Lys Leu Leu Leu Arg Gly Gly Trp Glu Pro Gly Met 

260 265 270 

Gly Leu Gly Pro Arg Gly Glu Gly Arg Ala Asn Pro He Pro Thr Val 

275 280 285 

Leu Lys Arg Asp Gin Glu Gly Leu Gly Tyr Arg Ser Ala Pro Gin Pro 

290 295 300 

Arg Val Thr His Phe Pro Ala Trp Asp Thr Arg Ala Val Ala Gly Arg 
305 310 315 320 

Glu Arg Pro Pro Arg Val Ala Thr Leu Ser Trp Arg Glu Glu Arg Arg 

325 330 335 

Arg Glu Glu Lys Asp Arg Ala Trp Glu Arg Asp Leu Arg Thr Tyr Met 

340 345 350 

Asn Leu Glu Phe 
3S5 

<210> 3585 

<211> 2782 

<212> DNA 

<213> Homo sapiens 

<400> 3585 

ncgcacgcgc agtcgtatcc gtgtgatggg cgggctgttg acggcgctgc gacggctgcc 
60 

cgcgagggca ggagaagcgg agctctcggt tcctctcagt cggacttcct gacgccgcca 
120 
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gtgggcgggg ccccttgggc cgtcgccacc actgtagtca tgtacccacc gccgccgccg 
1BO 

ccgcctcatc gggacttcat ctcggtgacg ctgagctttg gcgagagcta tgacaacagc 
240 

aagagttggc ggcggcgctc gtgctggagg aaatggaagc aactgtcgag attgcagcgg 
300 

aatatgattc tcttcctcct tgcctttctg cttttctgtg gactcctctt ctacatcaac 
360 

ttggctgacc atcggaaagc tctggctttc aggctagagg aagagcagaa gatgaggcca 
420 

gaaattgctg ggttaaaacc agcaaatcca cccgtcttac cagctcctca gaaggcggac 
480 

accgaccctg agaacttacc tgagatttcg tcacagaaga cacaaagaca catccagcgg 
540 

ggaccacctc acctgcagat tagaccccca agccaagacc tgaaggatgg gacccaggag 
600 

gaggccacaa aaaggcaaga agcccctgtg gatccccgcc cggaaggaga tccgcagagg 
660 

acagccatca gctggagggg agcggtgatc gagcctgagc agggcaccga gctcccttca 
720 

agaagagcag aagtgcccac caagcctccc ctgccaccgg ccaggacaca gggcacacca 
780 

gtgcatctga actatcgcca gaagggcgtg attgacgtct tcctgcatgc atggaaagga 
840 

taccgcaagt ttgcatgggg ccatgacgag ctgaagcctg tgcccaggtc cttcagtgag 
900 

tggtttggcc tcggtctcac actgatcgac gcgctggaca ccatgtggat cttgggtctg 
960 

aggaaagaat ttgaggaagc caggaagtgg gtgtcgaaga agttacactt cgaaaaggac 
1020 

gtggacgtca acctgtttga gagcacgatc cgcatcctgg gggggctcct gagcgcctac 
1080 

cacctgtctg gggacagcct cttcctgagg aaagctgagg attttggaaa ccggctaatg 
1140 

cctgccttca gaacaccatc caagattcct tacccggatg tgaacatcgg tactggagtt 
1200 

gcccacccgc cacggtggac ctccgacagc actgtggccg aggtgaccag cattcagctg 
1260 

gagttccggg agctctcccg tctcacaggg gacaagaagt ctcaggaggc agtggagaag 
1320 

gtgacacagc acatccacgg cctgtctggg aagaaggatg ggctggtgcc catgttcatc 
1380 

aatacccaca gtggcctctt cacccacctg ggcgtactca cgctgggcgc cagggccgac 
1440 

agctactatg agtacctgct gaagcagtgg atccagggcg ggaagcagga gacacagccg 
1500 

ctggaagact acgtggaagc catcgagggt gccagaacgc acctgctgcg gcactccgag 
1560 

cccagcaagc tcacctttgt gggggagctt gcccacggcc gcttcagtgc caagatggac 
1620 

cacctggtgt gcttcctgcc agggacgctg gctctgggcg tctaccacgg cctgcccgcc 
1680 

agccacatgg agccggccca ggagctcatg gagacttgtt accagatgaa ccggcagatg 
1740 
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gagacggggc tgagtcccga gatcgtgcac ttcaaccttt acccccagcc gggccgtcgg 
1800 

gacgtggagg tcaagccagc agacaggcac aacctgctgc ggccagagac cgtggagagc 
1860 

ctgttctacc tgtaccgcgt cacaggggac cgcaaacacc aggactgggg ctgggagatt 
1920 

ctgcagagct tcagccgatt cacacgggtc ccctcgggtg gctattcttc catcaacaat 
1980 

gtccaggatc ctcagaagcc cgagcctagg gacaagatgg agagcttctt cctgggggag 
2040 

acgctcaagt atctgttctt gctcttctcc gatgacccaa acctgctcag cctggacgcc 
2100 

tacgtgttca acaccgaagc ccaccctctg cctatctgga cccctgccta gggtggatgg 
2160 

ctgctggtgt ggggacttcg ggtgggcaga ggcaccttgc tgggtctgtg gcattttcca 

2220 

agggcccacg tagcaccggc aaccgccaag tggcccaggc tctgaactgg ctctgggctc 
2280 

ctcctcgtct ctgctttaat caggacaccg tgaggacaag tgaggccgtc agtcttggtg 
2340 

tgatgcgggg tgggctgggc cgctggagcc tccgcccgct tcctccagaa gacacgaatc 
2400 

atgactcacg attgctgaag cctgagcagg cctctgtggg ccgaccagag gggggcttcg 
2460 

aggtggtccc tggtactggg gtgaccgagt ggacagccca gggtgcagct ctgcccgggc 
2520 

tcgtgaagcc tcagatgtcc ccaatccaag ggtctggagg ggctgccgtg actccagagg 
2580 

cctgaggctc cagggctggc tctggtgttt acaagctgga cccagggatc ctcctggccg 
2640 

ccccgcaggg ggcttggagg gctggacggc aagtccgtct agctcacggg cccctccagt 
2700 

ggaatgggtc ttttcggtgg agataaaagt tgatttgctc taaaaaaaaa aaaaaaaaaa 
2760 

aaaaaaaaaa aaaaaaaaaa aa 
2782 

<210> 3586 
<211> 663 
<212> PRT 

<213> Homo sapiens 
<400> 3586 

Met Tyr Pro Pro Pro Pro Pro Pro Pro His Arg Asp Phe He Ser Val 

1*5 10 IS 

Thr Leu Ser Phe Gly Glu Ser Tyr Asp Asn Ser Lys Ser Trp Arg Arg 

20 25 30 

Arg Ser Cys Trp Arg Lys Trp Lys Gin Leu Ser Arg Leu Gin Arg Asn 

35 40 4 5 

Met He Leu Phe Leu Leu Ala Phe Leu Leu Phe Cys Gly Leu Leu Phe 

50 55 60 

Tyr He Asn Leu Ala Asp His Trp Lys Ala Leu Ala Phe Arg Leu Glu 
65 70 75 80 

Glu Glu Gin Lys Met Arg Pro Glu He Ala Gly Leu Lys Pro Ala Asn 
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Pro Pro Val Leu 
100 

Leu Pro Glu lie 
115 

Pro Pro His Leu 
130 

Thr Gin Glu Glu 

145 

Pro Glu Gly Asp 

lie Glu Pro Glu 
1B0 

Pro Thr Lys Pro 
195 

His Leu Asn Tyr 
210 

Trp Lys Gly Tyr 
225 

Val Ser Arg Ser 

Asp Ala Leu Asp 
260 

Glu Ala Arg Lys 
"275 

Asp Val Asn Leu 
290 

Ser Ala Tyr His 
305 

Asp Phe Gly Asn 



Pro Tyr 

Trp Thr 

Phe Arg 
370 
Val Glu 
3B5 

Gly Leu 



Leu Gly 

Leu Leu 

Glu Asp 
4S0 
His Ser 
465 

Arg Phe 



Ser Asp 
340 
Ser Asp 
355 

Glu Leu 

Lys Val 

Val Pro 

Val Phe 
420 
Lys Gin 
435 

Tyr Val 
Glu Pro 
Ser Ala 



85 

Pro Ala 

Ser Ser 

Gin He 

Ala Thr 
150 
Pro Gin 
165 

Gin Gly 

Pro Leu 

Arg Gin 

Arg Lys 
230 
Phe Ser 
245 

Thr Met 

Trp Val 

Phe Glu 

Leu Ser 
310 
Arg Leu 
325 

Val Asn 

Ser Thr 

Ser Arg 

Thr Gin 
390 
Met Phe 
405 

Thr Leu 



Pro Gin Lys 
105 

Gin Lys Thr 
120 

Arg Pro Pro 
135 

Lys Arg Gin 

Arg Thr Val 

Thr Glu Leu 
165 

Pro Pro Ala 

200 
Lys Gly Val 
215 

Phe Ala Trp 

Glu Trp Phe 

Trp He Leu 
265 

Ser Lys Lys 

280 
Ser Thr He 
295 

Gly Asp Ser 

Met Pro Ala 

He Gly Thr 
345 

Val Ala Glu 

360 
Leu Thr Gly 
375 

His He His 
He Asn Thr 



90 

Ala Asp Thr 

Gin Arg His 

Ser Gin Asp 
140 

Glu Ala Pro 

155 
He Ser Trp 
170 

Pro Ser Arg 

Arg Thr Gin 

He Asp Val 
220 

Gly His Asp 

235 
Gly Leu Gly 
250 

Gly Leu Arg 

Leu His Phe 

Arg He Leu 
300 

Leu Phe Leu 

315 
Phe Arg Thr 
330 

Gly Val Ala 
Val Thr Ser 



Trp He 

Glu Ala 

Ser Lys 
470 
Lys Met 
485 

Val Tyr 



Leu Ala Leu Gly 
500 

Ala Gin Glu Leu Met Glu 



Gly Ala Arg 
425 

Gin Gly Gly 

440 
He Glu Gly 
455 

Leu Thr Phe 

Asp His Leu 

His Gly Leu 
505 

Thr Cys Tyr 



Asp Lys Lys 
380 

Gly Leu Ser 

395 
His Ser Gly 
410 

Ala Asp Ser 

Lys Gin Glu 

Val Arg Thr 
460 

Val Gly Glu 

475 
Val Cys Phe 
490 

Pro Ala Ser 
Gin Met Asn 



95 

Asp Pro Glu Asn 
110 

He Gin Arg Gly 
125 

Leu Lys Asp Gly 

Val Asp Pro Arg 
160 

Arg Gly Ala Val 
175 

Arg Ala Glu Val 
190 

Gly Thr Pro Val 
205 

Phe Leu His Ala 

Glu Leu Lys Pro 
240 

Leu Thr Leu He 
255 

Lys Glu Phe Glu 
270 

Glu Lys Asp Val 
285 

Gly Gly Leu Leu 

Arg Lys Ala Glu 
320 

Pro Ser Lys He 
335 

His Pro Pro Arg 
350 

He Gin Leu Glu 
365 

Phe Gin Glu Ala 



Gly Lys Lys Asp 
400 

Leu Phe Thr His 
415 

Tyr Tyr Glu Tyr 
430 

Thr Gin Leu Leu 

445 

His Leu Leu Arg 

Leu Ala His Gly 
460 

Leu Pro Gly Thr 
495 

His Met Glu Leu 
510 

Arg Gin Met Glu 
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515 




520 


525 






Thr 


Gly 


Leu 


Ser 


Pro Glu lie Val His Phe Asn Leu 


Tyr Pro 


Gin 


Pro 




530 






535 540 








Gly 


Arg 


Arg 


Asp 


Val Glu Val Lys Pro Ala Asp Arg His Asn 


Leu 


uCU 


545 


550 S55 






560 


Arg 


Pro 


Glu 


Thr 


Val Glu Ser Leu Phe Tyr Leu Tyr Arg Val 


Thr 


Gly 








565 570 




575 




Asp 


Arg 


Lys 


Tyr 


Gin Asp Trp Gly Trp Glu lie Leu 


Gin Ser 


Phe 


Ser 






5B0 


585 


590 






Arg 


Phe 


Thr 


Arg 


Val Pro Ser Gly Gly Tyr Ser Ser 


lie Asn 


Asn 


Val 






595 




600 


60S 






Gin 


Asp 


Pro 


Gin 


Lys Pro Glu Pro Arg Asp Lys Met 


Glu Ser 


Phe 


Phe 




610 






615 620 








Leu 


Gly 


Glu 


Thr 


Leu Lys Tyr Leu Phe Leu Leu Phe 


Ser Asp Asp 


Pro 


625 






630 63S 






640 


Asn 


Leu 


Leu 


Ser 


Leu Asp Ala Tyr Val Phe Asn Thr 


Glu Ala 


His 


Pro 










645 650 




655 




Leu 


Pro 


lie 


Trp 


Thr Pro Ala 









660 



c210> 3587 

<211> 3148 

<212> DMA 

<213> Homo sapiens 

<400> 3587 

nctttttttt ttttttttga gtgtggggtc agtttattgg gcatgcgtca gtcagaggct 
60 

gggctggcca gggtcgggta gggcagcagt ttgtctggac cccgagaaac ccaactggaa 
120 

tccagggcct catctgcttc aaagccaaag ccttcctcaa ccttaatctg caccggggcc 
180 

agctctggag tcagcgcatt tcctgctcgg cgtccatccc gtggcacccg ccgcctcttc 
240 

cgcccactgg gcccctcacc gggggctggg ctgccgggtt ctgggggtgc aggagtcctt 
300 

ctgggcgggg acagtgtctc tttctctgga ggctcattct ccgcattgcc tggggcgggg 
360 

gcatccgtgc cctggctgcc ctcatcctcc agcacaatgg tgaactggct ggcccggtag 
420 

tcatccccgt aggagtccag cactctcatg aggaacctcc gttcctgctg cagcctccga 
480 

gttatcctct gcacctgatg gagcctgttc aggacccgct cgttcacctg ctcgatctcc 
540 

cggcagcgcc gacctagtgc ctggtacttt ctgcgattta attcccgctg gcgccgccgc 
600 

cgaccccggg ccgcctcttc ctcttcatct cgctcccgga gccctgagcc gcccagacca 
660 

cctgacacaa actccactcc cgtctccagc tcgctctcca ggatgtggcc accaaatagg 
720 

ggaggcaacg ccaactctga gcctggcggc gctgagaact cctcaaagcc cacggctgcc 
7B0 

atggtccctt ctctctgctc caattccatc tccgcgacct ccggaagccc cgggcctcag 
84 0 
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agcttccgac ctcttcaatc tgtaggttaa 
900 

ctcagcagcc gaggacggcg ggacgtggcc 
960 

ttccggcttc gcttcggccc acccccacgt 
1020 

tttcttgtct aacgccgcaa ccagtcctct 
1080 

cgccccgtcg tccggccaca gcgattctct 
1140 

gagtctcttt cctcctcgcg gcttaccgct 
1200 

tcgttgtttc aaatgcggcc aggaacatcg 
1260 

cctctaeaac ggcgcgagag tgagacgtca 
1320 

tgcgcggaga ggagaggcct cgggatgtct 
1380 

gaggcagcag aagaggagga aggaggaagc 
1440 

gaggatgtgc aggaggagac acagctggat 
1500 

aagctatggg atagtaagat gtttgccgag 
1560 

aagcaagcca aagcttcaga agtgatggga 
1620 

atcgtggatg ccaacaacct gaccgtggag 
1680 

ttcatccggg ataagtactc aaagagattc 

1740 

ctggattaca tccgcacggt caaggagctg 
1800 

gagaacctgc agcagatcct caccaatgcc 
1860 

accacccagg ggcagcagct gtcggaggag 
1920 

atggcgctgg agctgaacgc ctccaagcac 
1980 

tccttcatcg cacccaacct gtccatcatt 
2040 

ggtgtggccg gcggcctgac caacctctcc 
2100 

ggggcccagc gcaagacgct gtcgggcttc 
2160 

tacatctacc acagtgacat cgtgcagtcc 
2220 

* 

cggctggtgg ccgccaagtg cacactggca 
2280 

gaagggaagg tgggctacga actgaaggat 
2340 

gagccgccgc ctgtgaagca ggtgaagccg 
2400 

aagcgaggcg gccgcaggta ccgcaagatg 
2460 



gccgttcgca aaactacttg tcccatcagg 
ctaggccttg tgggagttgt agtttcctgt 
ccaccccgaa tccctgctta aaggccttgc 
gagctgccaa cgtctttctt cttgtctcga 
gcttagcagg atcggtccac agcgggacgt 
ctctccgcct agtgccaggt gctaataaag 
cgagcgggga ccaatcagag agtagctttg 
tcggtgagcg actaacgcta gaaacagtgg 
ccggcagatg agctcttagc tgatctcgaa 
tatggggagg aagaagagga gccagcgatc 
ccttccgggg attcagtcaa gaccatcgcc 
attatgatga agattgagga gtatatcagc 
ccagtggagg ccgcgcctga ataccgcgtc 
atcgaaaacg agctgaacat catccataag 
cctgaactgg agtccctggt ccccaatgca 
ggcaacagcc tggacaagtg caagaacaat 
accatcatgg tcgtcagcgt caccgcctcc 
gagctggagc ggctggagga ggcctgcgac 
cgcatctacg agtatgtgga gccccggatg 
atcggggcat ccacggccgc caagatcatg 
aagatgcccg cctgcaacat catgctgctc 
ccgtctacct cagtgctgcc ccacaccggc 
ctgccaccgg atctgcggcg gaaagcggcc 
gcccgtgtgg acagtctcca cgagagcaca 
gagatcgagc gcaaattcga caagtggcag 
ctgcctgcgc ccctggatgg acagcggaag 
aaggagcggc tggggctgac ggagatccgg 
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aagcaggcca accgtatgag cttcggagag atcgaggagg acgcctacca ggaggacctg 
2520 

ggattcagcc tgggccacct gggcaagtcg ggcagtgggc gtgtgcggca gacacaggta 
2580 

aacgaggcca ccaaggccag gatctccaag acgctgcagc ggaccctgca gaagcagagc 
2640 

gtcgtatatg gcgggaagtc caccatccgc gaccgctccc cgggcacggc ctccagcgtg 
2700 

gccttcaccc cactccaggg cctggagatt gtgaacccac aggcggcaga gaagaaggtg 
2760 

gctgaggcca accagaagta tttctccagc atggctgagt tcctcaaggt caagggcgag 
2820 

aagagtggcc ttatgtccac ctgaatgact gcgtgtgtcc aaggtggctt cccactgaag 
2880 

ggacacagag gtccagtcct tctgaagggc taggatcggg ttctggcagg gagaacctgc 
2940 

cctgccactg gccccactgc tgggactgcc cagggaggag gccttggaag agtccggcct 
3000 

ggcctccccc aggaccgaga tcaccgccca gtatgggcta gagcaggtct tcatcatgcc 
3060 

ttgtcttttt taactgagaa aggagatttt ttgaaaagag tacaattaaa aggacattgt 
3120 

caagatctgt caaaaaaaaa aaaaaaaa 
3X48 

«210> 3588 f 

<211> 499 

<212> PRT 

<213> Homo sapiens 



<400> 3588 



Met Ser Leu Ala 


Asp Glu 


Leu 


Leu Ala Asp 


Leu 


Glu 


Glu 


Ala 


Ala 


Glu 


1 


5 






10 










15 




Glu Glu Glu Gly 


Gly Ser Tyr 


Gly Glu Glu 


Glu 


Glu 


Glu 


Pro 


Ala 


He 


20 








25 








30 






Glu Asp Val Gin 


Glu 


Glu 


Thr 


Gin Leu Asp 


Leu 


Ser 


Gly 


Asp 


Ser 


Val 


35 








40 






45 








Lys Thr lie Ala 


Lys 


Leu 


Trp 


Asp Ser Lys 


Met 


Phe 


Ala 


Glu 


He 


Met 


50 






55 






60 










Met Lys lie Glu 


Glu 


Tyr 


He 


Ser Lys Gin 


Ala 


Lys 


Ala 


Ser 


Glu 


Val 


65 




70 






75 










80 


Met Gly Pro Val 


Glu 


Ala 


Ala 


Pro Glu Tyr 


Arg Val 


He 


Val Asp 


Ala 




85 






90 










95 




Asn Asn Leu- Thr 


Val 


Glu 


He 


Glu Asn Glu 


Leu 


Asn 


He 


He 


His 


Lys 


100 








105 








110 






Phe lie Arg Asp 


Lys 


Tyr 


Ser 


Lys Arg Phe 


Pro 


Glu 


Leu 


Glu 


Ser 


Leu 


115 








120 






125 








Val Pro Asn Ala 


Leu 


Asp 


Tyr 


He Arg Thr 


Val 


Lys 


Glu 


Leu Gly 


Asn 


130 






135 






140 










Ser Leu Asp Lys 


Cys 


Lys Asn 


Asn Glu Asn 


Leu 


Gin 


Gin 


He 


Leu 


Thr 


145 




150 






155 










160 


Asn Ala Thr He 


Met 


Val 


Val 


Ser Val Thr 


Ala 


Ser 


Thr 


Thr 


Gin 


Gly 




165 






170 










175 




Gin Gin Leu Ser 


Glu 


Glu 


Glu 


Leu Glu Arg 


Leu 


Glu 


Glu 


Ala 


Cys 


Asp 
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ieo 








185 




190 




Met 


Ala 


Leu Glu 


Leu 


Asn Ala Ser Lys 


His Arg He Tyr 


Glu Tyr 


Val 






195 






200 




205 






Glu 


Ser 


Arg Met 


Ser 


Phe 


He Ala 


Pro 


Asn Leu Ser He 


He He 


Gly 




210 








215 




220 






Ala 


Ser 


Thr Ala 


Ala 


Lys 


He Met Gly 


Val Ala Gly Gly 


Leu Thr 


Asn 


22S 








230 






235 




240 


Leu 


Ser 


Lys Met 


Pro 


Ala 


Cys Asn 


He 


Met Leu Leu Gly 


Ala Gin 


Arg 








245 








250 


255 




Lys Thr 


Leu Ser 


Gly 


Phe 


Ser Ser 


Thr 


Ser Val Leu Pro 


His Thr 


Gly 






260 








265 




270 




Tyr 


He 


Tyr His 


Ser 


Asp 


He Val 


Gin 


Ser Leu Pro Pro 


Asp Leu 


Arg 






275 






280 




285 






Arg 


Lys 


Ala Ala 


Arg 


Leu 


Val Ala 


Ala 


Lys Cys Thr Leu 


Ala Ala 


Arg 




290 








295 




300 






Val Asp 


Ser Phe 


His 


Glu 


Ser Thr 


Glu 


Gly Lys Val Gly 


Tyr Glu 


Leu 


305 








310 






315 




320 


Lys 


Asp 


Glu He 


Glu 


Arg 


Lys Phe 


Asp 


Lys Trp Gin Glu 


Pro Pro 


Pro 








325 








330 


335 




val 


Lys 


Gin Val 


Lys 


Pro 


Leu Pro 


Ala 


Pro Leu Asp Gly 


Gin Arg 


Lvs 






340 








345 




350 




Lys 


Arg 


Gly Gly 


Arg 


Arg 


Tyr Arg 


Lys 


Met Lys Glu Arg 


Leu Gly 


Leu 






355 






360 




365 






Thr 


Glu 


He Arg 


Lys 


Gin Ala Asn Arg 


Met Ser Phe Gly 


Glu He 


Glu 




370 


* 






375 




380 

» v w 






Glu 


Asp Ala Tyr 




Glu Asp Leu Gly 


rflc oci IjcU uiy 


MIS LeU 


c»iy 


365 








390 






395 




400 


Lys 


Ser Gly Ser 


Gly 


Arg Val Arg Gin 


Thr Gin Val Asn 


Glu Ala 


Thr 








405 








410 


415 




Lys Ala Arg He 


Ser 


Lys 


Thr Leu 


Gin 


Arg Thr Leu Gin 


Lys Gin 


Ser 






420 








425 




430 




Val 


Val 


Tyr Gly 


Gly 


Lys Ser Thr He 


Arg Asp Arg Ser 


Ser Gly 


Thr 






435 






440 




445 






Ala 


Ser 


Ser Val 


Ala 


Phe 


Thr Pro 


Leu 


Gin Gly Leu Glu 


He Val 


Asn 




450 








455 




460 






Pro 


Gin 


Ala Ala 


Glu 


Lys 


Lys Val 


Ala 


Glu Ala Asn Gin 


Lys Tyr 


Phe 


465 








470 






475 




460 


Ser 


Ser 


Met Ala 


Glu 


Phe Leu Lys Val 


Lys Gly Glu Lys 


Ser Gly 


Leu 








485 








490 


495 




Met 


Ser 


Thr 

















<210> 3589 
<211> 675 
<212> DNA 

<213> Homo sapiens 
<400> 3589 

tggtaaaaat ggtgaagaca ctggtgatgg caatggtgaa atgggaatgc cattgtgggt 
60 

catgaaatcg aaggtcatgg ttatggtggg aacaggaaca agcagaggca acttcctgag 
120 

aatagttctt gacccaggtc cctccatgaa cctcgaagct gacccagcca taggggggat 
180 
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accttcattt cagtcccagc agcctccccc aaccagtcag ggtccctgaa gagcatctgg 
240 

ctctccacaa gacaatagac aggaagggga cccagtggcc cccccaagct tagctaatgt 
300 

gagtgaagaa ccaggcagaa cccaggcagc agatgggata ggagtttcca agccagtgct 
360 

tggggatagg ccctcccaat tcagaaacaa agcaaggccc tggccacagc caggaaggat 
420 

tgtaagggcc ttcctgagca gacacaaagg agccctgagc tgctgggggt gatgaggagc 
480 

ggaggcaggg ccaggcagag ggtctgcaaa gaattacact ggaaaggtgg aagggggaca 
540 

ttgggtctag tggtttggcc tgtggagagc tgtcaggaga ggggaggatg aggttggtgg 
600 

agacgcctga ggcaagggtg tttgggggtc ttgttggcag catggtggca aaaggctcca 
660 

gaggcagcca cgcgt 
675 

<210> 3590 

<211> 117 

<212> PRT 

<213> Homo sapiens 



<400> 3590 
























Met 


Leu 


Pro 


Thr 


Arg 


Pro 


Pro 


Asn 


Thr 


Leu Ala 


Ser 


Gly 


Val Ser 


Thr 


1 








5 










10 






15 




Asn 


Leu 


He 


Leu 
20 


Pro 


Ser 


Pro 


Asp 


Ser 
25 


Ser Pro 


Gin 


Ala 


Lys Pro 
30 


Leu 


Asp 


Pro 


Met 


Ser 


Pro 


Phe 


His 


Leu 


Ser 


Ser Val 


He 


Leu 


Cys Arg 


Pro 




35 










40 








45 






Ser 


Ala 
50 


Trp 


Pro 


Cys 


Leu 


Arg 
55 


Ser 


Ser 


Ser Pro 


Pro 
60 


Ala 


Ala Gin 


Gly 


Ser 


Phe 


Val 


Ser 


Ala 


Gin 


Glu 


Gly 


Pro 


Tyr Asn 


Pro 


Ser 


Trp Leu 


Trp 


65 










70 








75 








80 


Pro 


Gly 


Pro 


Cys 


Phe 
65 


Val 


Ser 


Glu 


Leu 


Gly Gly 
90 


Pro 


He 


Pro Lys 
95 


His 


Trp 


Leu 


Gly 


Asn 


Ser 


Tyr 


Pro 


He 


Cys 


Cys Leu Gly 


Ser 


Ala Trp 


Phe 






100 










105 








110 




Phe 


Thr 


His 
115 


He 


Ser 





















<210> 3591 

<211> 669 

<212> DNA 

<213> Homo sapiens 

<400> 3591 

nacgcgtgct ctgcgcttgc catgagactc ctgggagccg cagccgtcgc ggctctgggg 
60 

cgcggaaggg cccccgcctc cctaggctgg cagaggaagc aggttaattg gaaggcctgc 
120 

cgatggtctt catcaggggt gattcctaat gaaaaaatac gaaatattgg aatctcagct 
180 
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cacattgatt ctgggaaaac 
240 

gcaaagatgc atgaggtgaa 
300 

ctagagagac aaagaggaat 
360 

gtcaatatta acattataga 
420 

gccctgagag tgttggatgg 
460 

cagaccatga ctgtcaatcg 
540 

aacaaattgg accgaatggg 
600 

ctaaatcata atgcagcgtt 
660 

attgtagat 
669 



tacattaaca gaacgagtcc 
aggtaaagat ggagttggtg 
cactattcag tcagcagcca 
tactcctggg cacgtggact 
tgcagtcctt gttctccgtg 
tcagatgaag cgctacaacg 
ctccaaccca gccagggccc 
tatgcagata cccatgggtt 



tttactacac tggcagaatt 
ctgtcatgga ttccatggaa 
cttacaccat gtggaaagat 
tcacaataga agtggaaagg 
ctgttggagg ggtacagtgc 
ttccgtttct aacttttatt 
tgcagcaaat gaggtctaaa 
tggagggtaa ttttaaaggt 



<210> 3592 

<211> 223 

<212> PRT 

<213> Homo sapiens 



<400> 3592 



Xaa 


Ala 


Cys 


Ser 


Ala 


Leu 


Ala 


Met Arg 


Leu 


Leu Gly 


Ala 


Ala 


Ala 


Val 


1 








5 








10 








15 




Ala 


Ala 


Leu 


Gly 


Arg 


Gly 


Arg 


Ala Pro 


Ala 


Ser Leu 


Gly 


Trp 


Gin 


Arg 








20 








25 








30 






Lys 


Gin 


Val 


Asn 


Trp 


Lys 


Ala 


Cys Arg 


Trp 


Ser Ser 


Ser 


Gly 


Val 


He 






35 










40 






45 








Pro 


Asn 


Glu 


Lys 


lie 


Arg 


Asn 


lie Gly 


He 


Ser Ala 


His 


He 


Asp 


Ser 




50 










55 






60 










Gly 


Lys 


Thr 


Thr 


Leu 


Thr 


Glu 


Arg Val 


Leu 


Tyr Tyr 


Thr 


Gly 


Arg 


He 


65 










70 








75 








80 


Ala 


Lys 


Met 


His 


Glu 


Val 


Lys 


Gly Lys 


Asp 


Gly Val 


Gly 


Ala 


Val 


Met 










95 








90 








95 




Asp 


Ser 


Met 


Glu 


Leu 


Glu 


Arg 


Gin Arg 


Gly 


He Thr 


He 


Gin 


Ser 


Ala 








100 








105 








110 






Ala 


Thr 


Tyr 


Thr 


Met 


Trp 


Lys 


Asp Val 


Asn 


lie Asn 


lie 


He 


Asp 


Thr 






115 










120 






125 








Pro 


Gly 


His 


Val 


Asp 


Phe 


Thr 


lie Glu 


Val 


Glu Arg 


Ala 


Leu 


Arg 


Val 




130 










135 






140 










Leu 


Asp 


Gly 


Ala 


Val 


Leu 


Val 


Leu Cys 


Ala 


Val Gly 


Gly 


Val 


Gin 


Cys 


145 










150 








155 








160 


Gin 


Thr 


Met 


Thr 


Val 


Asn 


Arg 


Gin Met 


Lys 


Arg Tyr 


Asn 


Val 


Pro 


Phe 










165 








170 








175 




Leu 


Thr 


Phe 


lie 


Asn 


Lys 


Leu 


Asp Arg 


Met 


Gly Ser 


Asn 


Pro 


Ala 


Arg 








160 








185 








190 






Ala 


Leu 


Gin 


Gin 


Met 


Arg 


Ser 


Lys Leu 


Asn 


His Asn 


Ala 


Ala 


Phe 


Met 






195 










200 






205 








Gin 


lie 


Pro 


Met 


Gly 


Leu 


Glu 


Gly Asn 


Phe 


Lys Gly 


He 


Val 


Asp 






210 










215 






220 
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<2J0> 3S93 
<211> 1005 
<212> DNA 

<213> Homo sapiens 
<400> 3593 

gaacgaaaga tggcggcgcc cgtaaggcgg acgctgttag gggtggcggg gggttggcgg 
60 

cggttcgaga ggctctgggc cggcagtcta agctctcgca gcctggctct tgcagccgca 
120 

ccctcaagca acggatcccc atggcgcttg ttgggcgcgt tgtgcctgca gcggccacct 
160 

gtagtctcca agccgttgac cccattgcag gaagagatgg cgtctctact gcagcagatt 
240 

gagatagaga gaagcctgca ttcagaccac gagcttcgtg ctctggatga aaaccagcga 
300 

ctggcaaaga agaaagctga ccttcatgat gaagaagatg aacaggatat attgctggcg 
360 

caagatttgg aagatatgtg ggagcagaaa tttctacagt tcaaacttgg agctcgcata 
420 

acagaagctg atgaaaagaa tgaccgaaca tccctgaaca ggaagctaga caggaacctt 
460 

gtcctgttag tcagagagaa gtttggagac caggatgttt ggatactgcc ccaggcagag 
540 

tggcagcctg gggagaccct tcgaggaaca gctgaacgaa ccctggccac actctcagaa 
600 

aacaacatgg aagccaagtt cctaggaaac gcaccctgtg ggcactacac attcaagttc 
660 

ccccaggcaa tgcggacaga gagtaacctc ggagccaagg tgttctcctt caaagcactg 
720 

ctattaactg gagacttttc ccaggctggg aataagggcc atcatgtgtg ggccactaag 
780 

gatgagctgg gtgactattt gaaaccaaaa tacctggccc aagttaggag gtttgtttca 
840 

gacctctgat gggccgagct gcctgtggac ggtgctcaga caagtctggg attagagcct 
900 

caaggacatt gtgtgattgc ctcacatttg caggtaatat caagcagcaa actaaattct 
960 

gagaaataaa cgagtctatt actgaaaaaa aaaaaaaaaa aaaaa 
1005 

<210> 3594 
<211> 282 
c212> PRT 

<213> Homo sapiens 
<400> 3594 

Glu Arg Lys Met Ala Ala Pro Val Arg Arg Thr Leu Leu Gly Val Ala 

I 5 10 15 

Gly Gly Trp Arg Arg Phe Glu Arg Leu Trp Ala Gly Ser Leu Ser Ser 

20 25 30 

Arg Ser Leu Ala Leu Ala Ala Ala Pro Ser Ser Asn Gly Ser Pro Trp 

35 • 40 45 

Arg Leu Leu Gly Ala Leu Cys Leu Gin Arg Pro Pro Val Val Ser Lys 
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50 55 60 

Pro Leu Thr Pro Leu Gin Glu Glu Met Ala Ser Leu Leu Gin Gin lie 
65 70 75 80 

Glu He Glu Arg Ser > Leu Tyr Ser Asp His Glu Leu Arg Ala Leu Asp 

65 90 95 

Glu Asn Gin Arg Leu Ala Lys Lys Lya Ala Asp Leu His Asp Glu Glu 

100 105 110 

Asp Glu Gin Asp He Leu Leu Ala Gin Asp Leu Glu Asp Met Trp Glu 

115 120 125 

Gin Lys Phe Leu Gin Phe Lys Leu Gly Ala Arg He Thr Glu Ala Asp 

130 135 140 

Glu Lya Asn Asp Arg Thr Ser Leu Asn Arg Lys Leu Asp Arg Asn Leu 
145 150 155 160 

Val Leu Leu Val Arg Glu Lys Phe Gly Asp Gin Asp Val Trp He Leu 

165 170 175 

Pro Gin Ala Glu Trp Gin Pro Gly Glu Thr Leu Arg Gly Thr Ala Glu 

100 185 190 

Arg Thr Leu Ala Thr Leu Ser Glu Asn Asn Met Glu Ala Lys Phe Leu 

195 200 205 

Gly Asn Ala Pro Cys Gly His Tyr Thr Phe Lys Phe Pro Gin Ala Met 

210 215 220 

Arg Thr Glu Ser Asn Leu Gly Ala Lys Val Phe Phe Phe Lys Ala Leu 
225 230 235 240 

Leu Leu Thr Gly Asp Phe Ser Gin Ala Gly Asn Lys Gly His His Val 

245 250 255 

Trp Val Thr Lys Asp Glu Leu Gly Asp Tyr Leu Lys Pro Lys Tyr Leu 

260 265 270 

Ala Gin Val Arg Arg Phe Val Ser Asp Leu 
275 2B0 

<210> 3595 
<211> 1903 
<212> DNA 

<213> Homo sapiens 
<400> 3595 

ttccaggtga cccgggggga ctacgcgccc atcctccaga aggtggtgga gcagctggag 
60 

aaagccaagg cctatgcagc caacagccac caggggcaga tgctggccca gtatatagag 
120 

agcttcaccc agggctccat cgaggcccac aagaggggct cccgcttctg gatccaggac 
180 

aaaggcccca tcgtggagag ttacatcggg ttcatcgaga gctaccgcga cccctttggt 
240 

tcccgaggag aatttgaagg tttcgtagct gtggtgaaca aggccatgag tgccaagttt 
300 

gagcggctgg tggcgagcgc agagcagctg ctgaaggagc tgccctggcc cccaaccttt 
360 

gagaaggaca agttcctcac ccctgacttc acctccctgg atgttctcac cttcgctggc 
420 

tccggcatcc ctgccggcat caacatcccc aactacgatg atctgaggca gacggaaggc 
480 

tttaagaacg tgtcgctggg gaatgtgctg gctgtggcct acgccacgca gcgggagaag 
540 
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cttacctttc tggaggagga tgacaaggac ctgtacatcc tctggaaggg gccctccttc 
600 

gatgtgcagg tgggcctgca cgagctgctg ggccatggca gtggcaagct cttcgtacag 
€60 

gacgaaaaag gagcattcaa ctttgaccag gaaacagtga tcaacccaga gacgggcgag 
720 

cagatccaga gctggtatcg gagcggggag acctgggata gcaagttcag caccatcgcc 
780 

cccagctacg aagagtgccg ggctgagagc gtgggtctct acctctgtct ccacccgcaa 
B40 

gtgctggaga tctttggctt tgagggggct gatgcggagg acgtgatcta cgtgaactgg 
900 

ctcaacatgg ttcgggccgg gctgctcgct ctggagttct acacacctga ggccttcaac 
960 

tggcgacagg cccatatgca ggcccggttt gtgatcctga gagccttgct ggaggctggc 
1020 

gagggactcg ttaccatcac tcccaccaca ggctccgatg ggcgcccaga tgcccgggtc 
1080 

cgcctcgacc gcagcaagat ccggtctgtg ggcaagcctg ctctagagcg cttcctgcgg 
1140 

agacttcagg tgctgaagtc cacaggggat gtggccggag ggcgggccct gtacgagggg 
1200 

tatgcaacgg ccactgatgc gccccccgag tgcttcctca ccctcaggga cacggtgctg 
1260 

ctgcgtaagg aatctcggaa gctcattgtt cagcccaaca ctcgccttga aggtaatggc 
1320 

tcagacgtgc agcttctgga atacgaggcg tcagctgctg gcctcatccg atccttctct 
1380 

gagcgtttcc cagaggatgg acccgagttg gaggagatcc tcacacagct ggccacagcc 
1440 

gatgcccgat tctggaaggg ccccagtgag gccccatctg gccaagcttg aggaagatgt 
1500 

gtggccttgc ccccattcca tcagaccaag gctgcaagtg gccctccacg tgtgtgtatt 
1560 

taggggtggg gagggggagg ggcaggagct tggaccttgg tactacctca gctgagggtg 
1620 

gtgnacacaa ccccttccat ttgtcagcac tttccagcct gccaattgct tcccctctgt 
1680 

gatcatttca tctgcactgc catacgtgga gtgagcaaga cagggcttac catcctgtct 
1740 

accagatgag gaaatggcag ttctgagaag tcactggtct agatcccgca ggtggcacgt 
1800 

gacagctagg gttcaaaacg ttctcaccaa atccaatgct cctcacatat taattttata 
1860 

accagacaaa taaatattag agacaaccac catcaaaaaa aaa 
1903 

<210> 3596 
<211> 496 

<212> PRT * 
<213> Homo sapiens 

<400> 3596 

Phe Gin Val Thr Arg Gly Asp Tyr Ala Pro He Leu Gin Lys Val Val 
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1 



5 



10 



IS 



Glu Gin Leu Glu Lys Ala Lys Ala Tyr Ala Ala Asn Ser His Gin Gly 

20 25 30 

Gin Met Leu Ala Gin Tyr He Glu Ser Phe Thr Gin Gly Ser He Glu 

35 40 45 

Ala His Lys Arg Gly Ser Arg Phe Trp He Gin Asp Lys Gly Pro He 

50 55 60 

Val Glu Ser Tyr He Gly Phe He Glu Ser Tyr Arg Asp Pro Phe Gly 
65 70 75 BO 

Ser Arg Gly Glu Phe Glu Gly Phe Val Ala Val Val Asn Lys Ala Met 



Glu Leu Pro Trp Pro Pro Thr Phe Glu Lys Asp Lys Phe Leu Thr Pro 

115 120 125 

Asp Phe Thr Ser Leu Asp Val Leu Thr Phe Ala Gly Ser Gly He Pro 

130 135 140 

Ala Gly He Asn He Pro Asn Tyr Asp Asp Leu Arg Gin Thr Glu Gly 
145 150 155 160 

Phe Lys Asn Val Ser Leu Gly Asn Val Leu Ala Val Ala Tyr Ala Thr 

165 170 175 

Gin Arg Glu Lys Leu Thr Phe Leu Glu Glu Asp Asp Lys Asp Leu Tyr 

180 185 190 

He Leu Trp Lys Gly Pro Ser Phe Asp Val Gin Val Gly Leu His Glu 

195 200 205 

Leu Leu Gly His Gly Ser Gly Lys Leu Phe Val Gin Asp Glu Lys Gly 

210 215 220 

Ala Phe Asn Phe Asp Gin Glu Thr Val He Asn Pro Glu Thr Gly Glu 
225 230 235 240 

Gin He Gin Ser Trp Tyr Arg Ser Gly Glu Thr Trp Asp Ser Lys Phe 

245 250 255 

Ser Thr He Ala Ser Ser Tyr Glu Glu Cys Arg Ala Glu Ser Val Gly 

260 265 270 

Leu Tyr Leu Cys Leu His Pro Gin Val Leu Glu He Phe Gly Phe Glu 

275 280 285 

Gly Ala Asp Ala Glu Asp Val He Tyr Val Asn Trp Leu Asn Met Val 

290 295 300 

Arg Ala Gly Leu Leu Ala Leu Glu Phe Tyr Thr Pro Glu Ala Phe Asn 
305 310 315 320 

Trp Arg Gin Ala His Met Gin Ala Arg Phe Val He Leu Arg Val Leu 

325 330 335 

Leu Glu Ala Gly Glu Gly Leu Val Thr He Thr Pro Thr Thr Gly Ser 

340 345 350 

Asp Gly Arg Pro Asp Ala Arg Val Arg Leu Asp Arg Ser Lys He Arg 

355 360 365 

Ser Val Gly Lys Pro Ala Leu Glu Arg Phe Leu Arg Arg Leu Gin Val 

370 375 380 

Leu Lys Ser Thr Gly Asp Val Ala Gly Gly Arg Ala Leu Tyr Glu Gly 
385 390 395 400 

Tyr Ala Thr Val Thr Asp Ala Pro Pro Glu Cys Phe Leu Thr Leu Arg 

405 410 415 

Asp Thr Val Leu Leu Arg Lys Glu Ser Arg Lys Leu He Val Gin Pro 

420 425 430 

Asn Thr Arg Leu Glu Gly Asn Gly Ser Asp Val Gin Leu Leu Glu Tyr 



Ser 



85 

Ala Lys Phe Glu Arg Leu Val 
100 



90 95 
Ala Ser Ala Glu Gin Leu Leu Lys 
105 110 



2756 



V 



WO 00/58473 



PCT/US00/08621 



435 440 445 

Glu Ala Ser Ala Ala Gly Leu lie Arg Ser Phe Ser Glu Arg Phe Pro 

450 455 460 

Glu Asp Gly Pro Glu Leu Glu Glu lie Leu Thr Gin Leu Ala Thr Ala 
465 470 475 480 

Asp Ala Arg Phe Trp Lys Gly Pro Ser Glu Ala Pro Ser Gly Gin Ala 

485 490 495 

<210> 3597 

<211> 1090 

<212> DNA 

c213> Homo sapiens 

<400> 3597 

nccatggaag ggctggagga ggcagaggcc aactgctccg tggcgttcgc tgaggctcag 
60 

agatgggtgg aggcagtaac agagaagaat tttgaaacaa aagattttcg agcctctcta 
120 

gaaaatggtg ttctgctgtg tgatttgatt aataagctta aacctggcgt cattaagaag 
180 

accaatagac tgtctacacc aatagcagga ttggataata taaacgtttt cttgaaagct 
240 

tgtgaacaga ttggattgaa agaagcccag cttttccatc ctggagatct acaggattta 
300 

tcaaatcgag tcactgtcaa gcaagaagag actgacagga gagtgaaaaa tgttttgata 
360 

acattgtact ggctgggaag aaaagcacaa agcaacccgt actataatgg tccccatctt 
420 

aatttgaaag cgtttgagaa tcttttagga caagcactga cgaaggcact cgaagactcc 
480 

agcttcccga aaagaagtgg cagggacagt ggctacggtg acatctggtg tcctgaacgt 
540 

ggagaatttc ttgctcctcc aaggcaccat aagagagaag attcctttga aagcttggac 
600 

tctttgggct cgaggtcatt gacaagctgc tcctccgata tcacgttgag aggggggcgt 
660 

gaaggttttg aaagtgacac agattcggaa tttacattca agatgcagga ttataataaa 
720 

gatgatatgt cgtatcgaag gatttcggct gttgagccaa agactgcgtt acccttcaat 
780 

cgttttttac ccaacaaaag tagacagcca tcctatgtac cagcacctct gagaaagaaa 
640 

aagccagaca aacatgagga taacagaaga agttgggcaa gcccggttta tacagaagca 
900 

gatggaacat ttteaaggag taagtccatg agtgatgtca gcgcagaaga tgttcaaaac 
960 

ttgcgtcagc tgcgttacga ggagatgcag aaaataaaat cacaattaaa agaacaagat 
1020 

cagaaatggc aggatgacct tgcaaaatgg aaagatcgtc gaaaaagtta cacttcagat 
1080 

ctgcagaaga 
1090 

<210> 3S96 
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<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3598 

Arg Ser Leu Thr Ser Cys Ser Ser Asp lie Thr Leu Arg Gly Gly Arg 

1 5 10 15 

Glu Gly Phe Glu Ser Asp Thr Asp Ser Glu Phe Thr Phe Lys Met Gin 

20 25 30 

Asp Tyr Asn Lys Asp Asp Met Ser Tyr Arg Arg He Ser Ala Val Glu 

35 40 45 

Pro Lys Thr Ala Leu Pro Phe Asn Arg Phe Leu Pro Asn Lys Ser Arg 

50 55 60 

Gin Pro Ser Tyr Val Pro Ala Pro Leu Arg Lys Lys Lys Pro Asp Lys 
65 70 75 80 

His Glu Asp Asn Arg Arg Ser Trp Ala Ser Pro Val Tyr Thr Glu Ala 

85 90 95 

Asp Gly Thr Phe Ser Arg Ser Lys Ser Met Ser Asp Val Ser Ala Glu 

100 105 110 

Asp Val Gin Asn Leu Arg Gin Leu Arg Tyr Glu Glu Met Gin Lys He 

115 120 125 

Lys Ser Gin Leu Lys Glu Gin Asp Gin Lys Trp Gin Asp Asp Leu Ala 

130 135 140 

Lys .Trp Lys Asp Arg Arg Lys Ser Tyr Thr Ser Asp Leu Gin Lys 
145 150 155 

<210> 3599 
<211> 691 
<212> DNA 

<213> Homo sapiens 
<400> 3599 

gtgcacatcc tcatgggctc ctgttacaag accaaaaaat tcctgctctc cctggcagaa 
60 

aacaagctgg gtccctgcat gctcctggca ctgaggggga accagaccat ggtggaggta 
120 

aggagctggt cggggtccct ggtggggtgg ctggctcccc gtcccttgtc cgtgccgata 
180 

gagcatctgc tgggagccaa gaactgctgc aggcacgggg ggcagtgggt gaggcgtgca 
240 

gtcccagccg tcctgagctt agtgggagcc tcgagccttc atcatgcagt gtatttgttt 
300 

ctgttgtgat ccagctgatc cattgatcag tggggttggg gacgcttctg ttctgctcat 
360 

ttattgctgt gtaacaaacc acctctaagt gagggcttta aaacaagatc gttcatttct 
420 

tttgcacatg ggcattgggg tacctgggcg cagctacgca cttctcacct ggggcctcat 
480 

cagtcagatg gggccaggtt gggttagccc caaggcttct cgcattggcc taagaggcct 
540 

cagacaatga gggctttggc ggctggggct ccccagcgac acccttcacc tcgtggcctc 
600 

caggtagcct gtccacctgc caagaacaca cacacccagc cccacaggtc acccctcacc 
660 
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tgctgctgct cctctctctc cctgcacgcg t 
691 

<210> 3600 

<211> 98 

<212> PRT 

<213> Homo sapiens 

<400> 3600 

Met Gly Ser Cys Tyr Lys Thr Lys Lys Phe Leu Leu Ser Leu Ala Glu 

15 10 15 

Asn Lys Leu Gly Pro Cys Net Leu Leu Ala Leu Arg Gly Asn Gin Thr 

20 25 30 

Met Val Glu Val Arg Ser Trp Ser Gly Ser Leu Val Gly Trp Leu Ala 

35 40 45 

Pro Arg Pro Leu Ser Val Pro lie Glu His Leu Leu Gly Ala Lys Asn 

50 55 60 

Cys Cys Arg His Gly Gly Gin Trp Val Arg Arg Ala Val Pro Ala Val 
65 70 75 80 

Leu Ser Leu Val Gly Ala Ser Ser Leu His His Ala Val Tyr Leu Phe 

85 90 95 

Leu Leu 



<210> 3601 
<211> 2963 
<212> DNA 

<213> Homo sapiens 
<400> 3601 

cgatcctccc acctcagcct cccaaagggc tgagattaca ggtgtgagcc cccgaatccg 
60 

gtgtgcactg ctgtttactt agtatttttc tttaactaga tttattttta aacaaggctt 
120 

tgtccaagga catttggctc gcaggcacag agctgattaa ctcgttatgt atcttttgat 
180 

aataaggcag cgatcattaa gaaaaacgtg tagccaatga aataacatgt tctgggcccc 
240 

accactggac tgggaggtgc agcgcatcca agcagaggct gcctcctgcc ctccacgcct 
300 

gctgctctcg caggcagggg ctctgctgct tacagcagtg cggccatctc ggcttctctc 
360 

cacatcgtct gtcacgcgct ggtccccacc atacctctcg ccaccccgtg cctctgtccc 
420 

cgtgcggcct gaggagctcc agctttccct gccagcggtg ctctgggagt ggggacgtga 
480 

tgcagggcga gcatgatgca acggggcacc ccagaccctt ccctcccgtg gggggagggg 
540 

tgtggcacgc agaggggcag agggcgggga cactggcccc gtgggggaag aaggtgctgt 
600 

cacagccgtt actgtccccc gtgggacccc agcctggagc cccccatcct ttggctcctg 
660 

cctgtggcca ctcagctctc aggtggccac atgcacatcc cctgctcctt ccctgcgcac 
720 
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ctgccctgcc cagtggcctt tctggtccca gctactgaaa ccggtgagct gctccagggt 
780 

gaggctgctt tctggctcct ggtgtatttg gacacagata ggcccttagt gtccagaggc 
840 

gccccatgca gccctcacgg tcagcaggac acccaggata gaccccctcc acgcagcacc 
900 

tgggccctgg gagcggctgc ttttaggatg ccacctgttc ctgggcgcct tgtttttagc 
960 

ttctgacctg aagatgagcg ggggagcgcg gtggcgaggg cacgtgggcg tggctcacgg 
1020 

tctcctctct gtggcaggta cacgtcccag agcaagcaca cggaggcccg ggagctcatg 
1080 

tactcgggag ccctgctctt cttcagccat ggccagcaaa acagtgcagc agacttgtcc 
1140 

atgctggtcc tggagtccct ggagaaggcg gaagtggagg tggctgacga gctgctggaa 
1200 

aatctggcta aagcgttcag cctgatggac cccaaccctc ctgagcgcgt gacctttgtg 
1260 " 

tccagagccc tgaagtggtc cagtgggggc tccgggaagc tgggccaccc ccggctgcac 
1320 

cagctgctgg ccctcaccct gtggaaagaa caaaactatt gtgagtcgag gtatcatttt 
1380 

ctgcactcag cggacgggga gggctgtgcc aacatgctgg tggagtattc cacgtcccgc 
1440 

ggctcccgca gcgaggtgga catgttcgtg gcccaggccg tgctacagtt tctctgttta 
1500 

aaaaacaaaa gtagcgcatc ggtggtcttc acgacgtaca cccagaagca cccgtccatc 
1560 

gaggacgggc ctccgtttgt ggagccgctg cttaacttca tctggttcct gctgctggct 
1620 

gtggacggtg ggaagctgac ggtgttcact gtgctgtgtg agcagtacca gccatccetc 
1680 

cggcgggacc ccatgtacaa cgagtacctc gaccgcatag gacagctgtt cttcggcgtc 
1740 - - 

ccgcccaagc agacgtcttc ctacgggggc ctgctcggga accttctgac cagcctcatg 
1800 

ggctcctcag agcaggagga tggggaggag agccccagcg acggcagccc catcgagctg 
1860 

gactgaactg gccaggccac gtggagacac cacggccgac gacggctgga gggacgtttc 
1920 

agaggcgagt cctgggtggc tcctcgcctt gggggctcct ggccctgagg ctggcggtgg 
I960 

ccgcatgccg gcgcgtgtct gtttctgtgc ggcggctcag ggtggcgcgg ctgctgctca 
2040 

ctgtgctgct gggacccaag agtggggcgt cgcccctgct ggccgccgcg tcccccgaga 
2100 

ttgacccaca ataaagcaca ggccttaccg cggcgtcacc ctctcccact cctttgttct 
2160 

gggtcctttc gggagggctg atgggcagca caggaggccc gtcctcgggg ggctgcgcac 
2220 

atcacgctcc ttgccgggcg tccggcacag ctgcggtcac caaagcaggt gctggccctc 
2280 

ggacctgaga gcccagccag ggcccatgtg gtctgcaaat gggagcggct gtttttgaac 
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acggggtcat tctgcagtca ggacgaaccg gtccccgtcg cagacggagc gcacgtgccc 
2400 

tgcgccacac cctcacgctc ggtggaggga cgcgtgcggc gggacggtgc ctacgggtac 
2460 

ttgcagctgc gtcccatgtg gcatcccaga gctgcgccct gctggtctct gtgagcgcca 
2520 

cgctgctgtg ctggaaatgc cgctttaaaa agggataccg tgggactctg cccgtctctt 
2580 

tcataacgca atatttattt gtattgggtg acgattgatt ctttcgacct aacattttgg 
2640 

gttttaacca aataaccggt ccaggagtga gcagctccgt tctgtcagat gctactccaa 
2700 

atgttaccag aacgatgaca aaaggggaga cgctctattt tttcacagtt aaatgacagt 
2760 

tgtagattga tacgcagttg tgcatgggaa ggggaaacgc acagctttat ttactgtaaa 
2620 

gtggaatctc aggaaggctt gtgtgaaccg ttgcgcataa ataaaccctt tctaccgggc 
2880 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2940 

aaaaaaaaaa aaaaaaaaaa aaa 
2963 

<210> 3602 

<211> 299 

<212> PRT 

<213> Homo sapiens 

<400> 3602 

Pro Glu Asp Glu Arg Gly Ser Ala Val Ala Arg Ala Arg Gly Arg Gly 

1 5 io 15 

Ser Arg Ser Pro Leu Cys Gly Arg Tyr Met Ser Gin Ser Lys His Thr 

20 25 30 

Glu Ala Arg Glu Leu Met Tyr Ser Gly Ala Leu Leu Phe Phe Ser His 

35 40 45 

Gly Gin Gin Asn Ser Ala Ala Asp Leu Ser Met Leu Val Leu Glu Ser 

50 55 60 

Leu Glu Lys Ala Glu Val Glu Val Ala Asp Glu Leu Leu Glu Asn Leu 
65 70 75 80 

Ala Lys Val Phe Ser Leu Met Asp Pro Asn Ser Pro Glu Arg Val Thr 

85 90 95 

Phe Val Ser Arg Ala Leu Lys Trp Ser Ser Gly Gly Ser Gly Lys Leu 

100 los no 

Gly His Pro Arg Leu His Gin Leu Leu Ala Leu Thr Leu Trp Lys Glu 

115 120 125 

Gin Asn Tyr Cys Glu Ser Arg Tyr His Phe Leu His Ser Ala Asp Gly 

130 135 140 

Glu Gly Cys Ala Asn Met Leu Val Glu Tyr Ser Thr Ser Arg Gly Phe 
i4S 150 155 * 160 

Arg Ser Glu Val Asp Met Phe Val Ala Gin Ala Val Leu Gin Phe Leu 

165 170 , 175 

Cys Leu Lys Asn Lys Ser Ser Ala Ser Val Val Phe Thr Thr Tyr Thr 

!80 185 190 

Gin Lys His Pro Ser He Glu Asp Gly Pro Pro Phe Val Glu Pro Leu 

i * 
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195 






200 








205 




Leu 


Asn 


Phe 


He 


Trp Phe Leu 


Leu 


Leu 


Ala Val 


Asp 


Gly Gly 


Lys Leu 




210 






215 








220 






Thr 


Val 


Phe 


Thr 


Val Leu Cys 


Glu 


Gin 


Tyr Gin 


Pro 


Ser Leu 


Arg Arg 


225 








230 






235 






240 


Asp 


Pro 


Met 


Tyr 


Asn Glu Tyr 


Leu 


Asp 


Arg He 


Gly 


Gin Leu 


Phe Phe 










245 






250 






255 


Gly Val 


Pro 


Pro 


Lys Gin Thr 


Ser 


Ser 


Tyr Gly 


Gly 


Leu Leu 


Gly Asn 








260 






265 






270 




Leu 


Leu 


Thr 


Ser 


Leu Met Gly 


Ser 


Ser 


Glu Gin 


Glu 


Asp Gly 


Glu Glu 






275 






280 








285 




Ser 


Pro 


Ser Asp 


Gly Ser Pro 


He 


Glu 


Leu Asp 










290 






295 















<210> 3603 
<211> 1082 
<212> DNA 

<213> Homo sapiens 
<400> 3603 

nnagctcctg cggaaccgat ctcaagcaca aggacaagca ggaaaacggc gagaggactg 
60 

gaggggtgcc tctgatcaaa gcccccaaga gagaaacacc agatgaaaat ggtaaaaccc 
120 • 

agagagccga tgatttttaa atgtgtgttt gtgggtgaaa tggctgcgca ggtcggagcg 
1B0 

gtgcgcgtag tacgggcggt ggcggcgcag gaggagccgg acaaagaggg gaaggagaaa 
240 

cctcatgctg gggtctcccc gcggggagtt aaacggcagc gccgatctag cagtgggggg 
300 

tctcaggaga agcgggggcg gccgagccag gagccccctc tcgctccccc tcaccggcgg 
360 

cgtcgcagcc gccaacatcc tgggccgctg ccgccaacga atgcagcccc aactgtccca 
420 

ggccctgttg agcctcttct cctgccgcct ccgccgccac cttcgctggc acccgccggg 
480 

cccgctgtcg ctgcccctct cccggcccca agcacccggc cctcttcacc ttctcgcctc 
540 

tgacggtgag cgcggccggg cccaagcata agggccacaa ggagcggcac aagcaccatc 
600 

accaccgcgg ccccgatggt gatcccagct cctgcggaac cgatctcaag cacaaggaca 
660 

agcaggaaaa cggcgagagg actggagggg tgcctctgat caaagccccc aagagagaaa 
720 

caccagatga aaatggtaaa acccagagag ccgatgattt tgtcttgaag aaaataaaga 
780 

agaaaaagaa aaagaaacac cgagaagaca tgcgaggaag acgccttaaa atgtacaata 
840 

aggaagtaca aaccgtctgt gctggcctga cccgcatcag taaagaaatt ctcacccaag 
900 

gacaaataaa tagcacttca ggacttaata aggagtcctt caggtatctg aaagatgaac 
960 

agctgtgccg attaaatttg ggtatgcaag aatatcgggt accccaggga gtacaaacac 
1020 
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cttttatgac tcaccaggaa cattctattc gtagaaattt cttaaaaaca ggtactaaat 

1080 

tt 

1082 

<210> 3604 
<211> 146 
<212> PRT 

<213> Homo sapiens 
<4O0> 3604 



Met 


Lys 


Met 


Val 


Lys 


Pro Arg 


Glu 


Pro 


Met 


lie 


Phe 


Lys 


Cys 


Val 


Phe 


1 








5 








10 










15 




Val 


Gly 


Glu 


Met 

20 


Ala 


Ala Gin 


Val 


Gly 
25 


Ala 


Val 


Arg 


val 


Val 
30 


Arg 


Ala 


Val 


Ala 


Ala 

35 


Gin 


Glu 


Glu Pro 


Asp 
40 


Lys 


Glu 


Gly 


Lys 


Glu 
45 


Lys 


Pro 


His 


Ala 


Gly 
50 


Val 


Ser 


Pro 


Arg Gly 
55 


val 


Lys 


Arg 


Gin 


Arg 
60 


Arg 


Ser 


Ser 


Ser 


Gly 


Gly 


Ser 


Gin 


Glu 


Lys Arg 


Gly 


Arg 


Pro 


Ser 


Gin 


Glu 


Pro 


Pro 


Leu 


65 










70 








75 










60 


Ala 


Pro 


Pro 


His 


Arg 
65 


Arg Arg 


Arg 


Ser 


Arg 
90 


Gin 


His 


Pro 


Gly 


Pro 
95 


Leu 


Pro 


Pro 


Thr 


Asn 
100 


Ala 


Ala Pro 


Thr 


val 
105 


Pro 


Gly 


Pro 


Val 


Glu 

110 


Pro 


Leu 


Leu 


Leu 


Pro 
115 


Pro 


Pro 


Pro Pro 


Pro 
120 


Ser 


Leu 


Ala 


Pro 


Ala 
125 


Gly 


Pro 


Ala 


Val 


Ala 
130 


Ala 


Pro 


Leu 


Pro Ala 
135 


Pro 


Ser 


Thr 


Arg 


Pro 
140 


Ser 


Ser 


Pro 


Ser 



Arg Leu 
145 

<210> 3605 
<211> 2004 
<212> DNA 

<213> Homo sapiens 
<400> 3605 

nggcggcggc gatggccgag caggagggcg cccgcaacgg cggcccaacc gcggggcgtc 
60 

cagcgtgtgg agggcaagct gcgcgccagc gtcgagaagg gcgactacta cgaggcgcac 
120 

cagatgtacc ggaccccgtt cttcaggtac atgtcccaga gcaagcacac ggaggcccgg 
180 

gagctcatgt actcgggagc cctgctcttc ttcagccatg gccagcaaaa cagtgcagca 
240 

gacttgtcca tgctggtcct ggagtccctg gagaaggcgg aagtggaggt ggctgacgag 
300 

ctgctggaaa atctggctaa agtgttcagc ctgatggacc ccaactctcc tgagcgcgtg 
360 

acctttgtgt ccagagccct gaagtggtcc agtgggggct ccgggaagct gggccacccc 
420 

cggctgcacc agctgctggc cctcaccctg tggaaagaac aaaactattg tgagtcgagg 
480 
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tatcattttc tgcactcagc 
540 

acgtcccgcg gcttccgcag 
600 

ctctgtttaa aaaacaaaag 
660 

ccgtccatcg aggacgggcc 
720 

ctgctggctg tggacggtgg 
780 

ccatccctcc ggcgggaccc 
840 

ttcggcgtcc cgcccaagca 
900 

agcctcatgg gctcctcaga 
960 

atcgagctgg actgaactgg 
1020 

ggacgtttca gaggcgagtc 
1080 

Cggcggtggc cgcatgccgg 
1140 

tgctgctcac tgtgctgctg 
1200 . 

cccccgagat tgacccacaa 
1260 

ctttgttctg ggtcctttcg 
1320 

gctgcgcaca tcacgctcct 
1380 

ctggccctcg gacctgagag 
1440 

tttttgaaca cggggtcatt 
1500 

cacgtgccct gcgccacacc 
1560 

tacgggtact tgcagctgtg 
1620 

tgagcgccac gctgctgtgc 
1680 

ccgtctcttt cataacgcaa 
1740 

acattttggg ttttaaccaa 
1800 

ctactccaaa cgttaccaga 
1860 

aatgacagtt gtagattgat 
1920 

tactgtaaag tggaatttca 
1980 

ctaccgggca aaaaaaaaaa 
2004 

<210> 3606 



ggacggggag ggctgtgcca 
cgaggtggac atgtccgtgg 
tagcgcatcg gtggtcttca 
tccgtttgtg gagccgctgc 
gaagctgacg gtgttcactg 
catgtacaac gagtacctcg 
gacgtcttcc tacgggggcc 
gcaggaggat ggggaggaga 
ccaggccacg tggagacacc 
ctgggtggct cctcgccttg 
cgcgtgtctg tttctgtgcg 
ggacccaaga gtggggcgtc 
taaagcacag gccttaccgc 
ggagggctga tgggcagcac 
tgccgggcgt ccggcacagc 
cccagccagg gcccatgtgg 
ctgcagtcag gacgaaccgg 
ctcacgctcg gtggagggac 
tcccatgtgg catcccagag 
tggaaatgcc gctttaaaaa 
tatttatttg tattgggtga 
ataaccggtc caggagtgag 
acgatgacaa aaggggagac 
acgcagttgt gcatgggaag 
ggaaggcttg tgtgaaccgt 
aaaa 
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acacgctggt ggagcattcc 
ctcaggccgt gctacagttt 
cgacgtacac ccagaagcac 
ttaacttcat ctggttcctg 
tgctgtgtga gcagtaccag 
accgcatagg acagctgttc 
tgctcgggaa ccttctgacc 
gccccagcga cggcagcccc 
acggtcgacg acggctggag 
ggggctcctg gccctgaggc 
gcggctcagg gtggcgcggc 
gcccctgctg gccgccgcgt 
ggcgtcaccc tctcccactc 
aggaggcccg tcctcggggg 
tgcggtcacc aaagcaggtg 
tctgcaaatg ggagcggctg 
tccccgtcgc agacggagtg 
gcgtgcggcg ggacggtgcc 
ctgcgccctg ctggtctctg 
gggataccgt gggactctgc 
cgattgattc tttcgaccta 
cagctccgtt ctgtcagatg 
gctctatttt ttcacagtta 
gggaaacgca cagctttatt 
tgcgcataaa taaacccttt 
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<211> 324 
<212> PRT 

<213> Homo sapiens 
<400> 3606 

Xaa Arg Arg Arg Trp Pro Ser Arg Arg Ala Pro AXa Thr Ala Ala Gin 

15 10 15 

Pro Arg Gly Val Gin Arg Val Glu Gly Lys Leu Arg Ala Ser Val Glu 

20 25 30 

Lys Gly Asp Tyr Tyr Glu Ala His Gin Met Tyr Arg Thr Leu Phe Phe 

35 40 45 

Arg Tyr Met Ser Gin Ser Lys His Thr Glu Ala Arg Glu Leu Met Tyr 

50 55 60 

Ser Gly Ala Leu Leu Phe Phe Ser His Gly Gin Gin Asn Ser Ala Ala 
65 70 75 60 

Asp Leu Ser Met Leu Val Leu Glu Ser Leu Glu Lys Ala Glu Val Glu 

85 90 95 

Val Ala Asp Glu Leu Leu Glu Asn Leu Ala Lys Val Phe Ser Leu Met 

100 105 110 

Asp Pro Asn Ser Pro Glu Arg Val Thr Phe Val Ser Arg Ala Leu Lys 

115 120 125 

Trp Ser Ser Gly Gly Ser Gly Lys Leu Gly His Pro Arg Leu His Gin 

130 135 140 

Leu Leu Ala Leu Thr Leu Trp Lys Glu Gin Asn Tyr Cys Glu Ser Arg 
145 150 155 160 

Tyr His Phe Leu His Ser Ala Asp Gly Glu Gly Cys Ala Asn Met Leu 

165 170 175 

Val Glu Tyr Ser Thr Ser Arg Gly Phe Arg Ser Glu Val Asp Met Phe 

180 165 190 

Val Ala Gin Ala Val Leu Gin Phe Leu Cys Leu Lys Asn Lys Ser Ser 

195 200 205 

Ala Ser Val Val Phe Thr Thr Tyr Thr Gin Lys His Pro Ser lie Glu 

210 215 220 

Asp Gly Pro Pro Phe Val Glu Pro Leu Leu Asn Phe lie Trp Phe Leu 
225 230 235 240 

Leu Leu Ala Val Asp Gly Gly Lys Leu Thr Val Phe Thr Val Leu Cys 

245 250 255 

Glu Gin Tyr Gin Pro Ser Leu Arg Arg Asp Pro Met Tyr Asn Glu Tyr 

260 265 270 

Leu Asp Arg lie Gly Gin Leu Phe Phe Gly Val Pro Pro Lye Gin Thr 

275 280 285 

Ser Ser Tyr Gly Gly Leu Leu Gly Asn Leu Leu Thr Ser Leu Met Gly 

290 295 300 

Ser Ser Glu Gin Glu Asp Gly Glu Glu Ser Pro Ser Asp Gly Ser Pro 
305 310 315 320 

He Glu Leu Asp 



<210> 3607 

<211> 1726 

<212> DNA 

<213> Homo sapiens 

<400> 3607 
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nacgcgtcgt gggagttggt 
60 

aacgaccaat tcttctgggg 
120 

accctgtgtg ctgggatatg 
160 

agcgaacccc ttttgaagtt 
240 

atgatacatg cctatttatt 
300 

gaattttgta aacatatgca 
360 

catacttttc acgatgaggt 
420 

tgccagcaca ggccaccgta 
480 

gctcatgact attggtgggc 
540 

aaggaaccag agaattactc 
600 

gtattggccg cagagaataa 
660 

tttagtggga aaggatatgt 
720 • 

atcacttcac atgccattaa 
780 

gctgtaagac ctaattctaa 
640 

tctcatctgg tctcccctgc 
900 

cctagagtat catttgccaa 
960 

agtgtaacag ttggcaacat 
1020 

tcatcttcta agatatccct 
1080 

ccatcccagg atgtgagtgg 
1140 

gataagaccg tttttgacaa 
1200 

gatccaaagt atagtacaac 
1260 

atggttaatt gcccagtttg 
1320 

ggactggtgc cttgaaggtg 
1380 

gcttcaaagc ctcaagtacc 
1440 

gaagttctgg ttaatactaa 
1500 

gtgtcctatt ttatatatac 
1560 

gtgctacatt cactcttgcc 
1620 



ggaccccaca 


ccggacttgc 


ccagctggag 


gccgtcgagg 


cagctatgaa 


qggaagggtg 


gaggccaaga 


aaggatcttg 


tqtcactaat 


aacgacaaag 


tCQcatcaac 


aqcctqactq 


qqatqaqtat 


cqqcaacact 


t tacqoc tat 


q t caaacqaq 


taaacaccao 

^ «™ W W fc* J 


aaaacctotQ 




a b a m ^4 o %* «* vj 


aaataaacrr 




tctaaaaaaa 


acaaacaatt 


taaaacccaa 


qa tc tt t taa 


aat caaoata 


aaatttqaac 


tgtcagtaac 


agtcaccaaa 


ccaaaaggct 


t tcaqaqqtq 


ccctaaaaac 


tcagtc tc tt 


aagaaatcct 


tcaaaagtaa 


gtctgaagat 


acattcccaa 


tttttttatc 


aagaaagagc 


cacagctcag 


aattccagca 


tcagaatgaa 


gttctgggag 


acagcatcaa 


agtcaaaagc 


acctgtatta 


tctcactaat 


gatttgtagg 


ttataatcta 


gcatataaga 


ttgtaatttt 


ttaggtatac 


tgtaacccag 
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aggcactgtt tgttcagttt 
cgaagtggag cgtgcgaatg 
gaatgtgttc catccgtctc 
tagagaccct cctgcatgaa 
accgagaagg gcatggtcca 
gagccaatat aacggtatac 
ggtggcgctg caatgggccg 
ctactaacag ggaaccctct 
gaggcactta cataaaaatc 
caaaactagg aaaggaacca 
aggcccagct agtaatccct 
taccttcacc tgggaaactg 
atcaaaacca ttcagcaaat 
agaatggttc aagtaaaaat 
atgttctaag caactacttt 
tgaatggatc tccaaggata 
ctagttctca gagaagggtt 
cggaatcagc atctgtgatg 
ataaacgacc taggctagaa 
aaataaaaag cagtggtaat 
gttcatccag tcagagcaaa 
tctcagatta atgagcactt 
gaagaaagtc tttgaaaaag 
gtgctatgtc agccagtcag 
gttcacataa ccaatagaaa 
aagatgtttt gtgtctcagg 
gttctgcctg tcgtgtataa 
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tttttagata cttttgttct ttcttgctct caaggatttt aaaaacctgt taatcttttt 
1680 

atttgtatac tttcctaaaa atattcatat ggggaatcct gtcaaa 
1726 

<210> 3608 
<2Xt> 436 
<212> PRT 

<213> Homo sapiens 



<400> 3608 



Xaa 


Ala 


Ser 


Trp 


Glu 


Leu 


val 


Asp 


Pro 


Thr 


Pro 


Asp Leu Gin Ala Leu 


1 








5 










10 




IS 


Phe 


Val 


Gin 


Phe 


Asn 


Asp 


Gin 


Phe 


Phe 


Trp 


Gly 


Gin Leu Glu Ala Val 








20 










25 






30 


Glu 


Val 


Lys 


Trp 


Ser 


Val 


Arg 


Met 


Thr 


Leu 


Cys 


Ala Gly He Cys Ser 






35 










40 








45 


Tyr 


Glu 


Gly 


Lys 


Gly 


Gly 


Met 


Cys 


Ser 


He 


Arg 


Leu Ser Glu Pro Leu 




50 










55 










60 


Leu 


Lys 


Leu 


Arg 


Pro 


Arg 


Lys 


Asp 


Leu 


Val 


Glu 


Thr Leu Leu His Glu 


65 










70 










75 


80 


Met 


He 


His 


Ala 


Tyr 


Leu 


Phe 


Val 


Thr 


Asn 


Asn 


Asp Lys Asp Arg Glu 










85 










90 




95 


Gly 


His 


Gly 


Pro 


Glu 


Phe 


Cys 


Lye 


His 


Met 


His 


Arg He Asn Ser Leu 








100 










105 






110 


Thr 


Gly 


Ala 


Asn 


He 


Thr 


Val 


Tyr 


His 


Thr 


Phe 


His Asp Glu Val Asp 






115 










120 








125 


Glu 


Tyr 


Arg 


Arg 


His 


Trp 


Trp 


Arg 


Cys 


Asn 


Gly 


Pro Cys Gin His Arg 




130 










135 










140 


Pro 


Pro 


Tyr 


Tyr 


Gly 


Tyr 


val 


Lys 


Arg 


Ala 


Thr 


Asn Arg Glu Pro Ser 


14 5 










150 










155 


160 


Ala 


His 


Asp 


Tyr 


Trp 


Trp 


Ala 


Glu 


His 


Gin 


Lys 


Thr Cys Gly Gly Thr 










165 










170 




175 


Tyr 


He 


Lys 


He 


Lys 


Glu 


Pro 


Glu 


Asn 


Tyr 


Ser 


Lys Lys Gly Lys Gly 








180 










185 






190 


Lys 


Ala 


Lys 


Leu 


Gly 


Lys 


Glu 


Pro 


val 


Leu 


Ala 


Ala Glu Asn Lys Asp 






195 










200 








205 


Lys 


Pro 


Asn 


Arg 


Gly 


Glu 


Ala 


Gin 


Leu 


Val 


He 


Pro Phe Ser Gly Lys 




210 










215 










220 


Gly 


Tyr 


Val 


Leu 


Gly 


Glu 


Thr 


Ser 


Asn 


Leu 


Pro 


Ser Pro Gly Lys Leu 


225 










230 










235 


240 


He 


Thr 


Ser 


His 


Ala 


He 


Asn 


Lys 


Thr 


Gin 


Asp 


Leu Leu Asn Gin Asn 










245 










250 




255 


His 


Ser 


Ala 


Asn 


Ala 


Val 


Arg 


Pro 


Asn 


Ser 


Lys 


He Lys Val Lys Phe 








260 










265 






270 


Glu 


Gin 


Asn 


Gly 


Ser 


Ser 


Lys 


Asn 


Ser 


His 


Leu 


Val Ser Pro Ala Val 






275 










280 








285 


Ser 


Asn 


Ser 


His 


Gin 


Asn 


Val 


Leu 


Ser 


Asn 


Tyr 


Phe Pro Arg Val Ser 




290 










295 










300 


Phe 


Ala 


Asn 


Gin 


Lys 


Ala 


Phe 


Arg 


Gly 


Val 


Asn 


Gly Ser Pro Arg He 


305 










310 










315 


320 


Ser 


Val 


Thr 


Val 


Gly 


Asn 


He 


Pro 


Lys 


Asn 


Ser 


Val Ser Ser Ser Ser 










325 










330 




335 


Gin 


Arg 


Arg 


Val 


Ser 


Ser 


Ser 


Lys 


He 


Ser 


Leu 


Arg Asn Ser Ser Lys 
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340 345 350 

Val Thr Glu Ser Ala Ser Val Met Pro Ser Gin Asp Val Ser Gly Ser 

355 360 365 

Glu Asp Thr Phe Pro Asn Lys Arg Pro Arg Leu Glu Asp Lys Thr Val 

370 375 380 

Phe Asp Asn Phe Phe He Lys Lys Glu Gin He Lys Ser Ser Gly Asn 
385 390 395 400 

Asp Pro Lys Tyr Ser Thr Thr Thr Ala Gin Asn Ser Ser Ser Ser Ser 

405 410 415 

Ser Gin Ser Lys Met Val Asn Cys Pro Val Cys Gin Asn Glu Val Leu 

420 425 430 

Gly Val Ser Asp 
435 

<210> 3609 

<211> 1286 

<212> DNA 

<213> Homo sapiens 

<400> 3609 

ntcttgeact taagttgccc ttgaagatgg ttntgccttg ggcctggaac cccgagggag 
60 

ttcagcttca ccaaatcatc ccaagctttc cgtgcactga gagacatget ggccgtggcc 
120 

tgcgtcaacc agtgggagca gctgaggggg ccgggtggca acgaggatgg gecacagaag 
180 

ctggacttgg aagctgatgc tgagccccaa gaccCcgaga gtacgaacct cttggagagt 
240 

gaagctccca gggactattt cctcaagttt gectatattg tggatttgga cagcgacaca 
300 

gcagacaagt tcctgcagct gntttggaac caaaggtgtc aagagggtgc cgtgtcctat 
360 

caannctacc ccttgccgcc cacccgcttc acccattgtg ageaggtget gggcgagggt 
420 

gccctggacc gaggcaccta ctactgggag gtggagatta tcgagggctg ggtcagcatg 
480 

ggggtcatgg ccgcagactt ctccccacaa gagccctacg accgcggccg gctgggccgc 
540 

aacgcccact cctgctgcct gcagtggaat ggaegcaget tctccgtctg gtttcatggg 
600 

ctggaggccc ccctgcccca ccccttctcg cccacggttg gggtctgect ggaatacget 
660 

gaccgtgcct tggecttcta tgctgtacgg gaeggcaaga tgagcctcct gcggaggccg 
720 

aaggcctccc ggccccgccg gggtggcatc ccggcctccc ccattgaccc cttccagagc 
780 

cgcctggaca gtcactttgc ggggctcttc acccacagac tcaagcctgc cttcttcctg 
840 

gagagtgtgg acgcccactt geagateggg cccctcaaga agtcctgeat atccgtgctg 
900 

aagaggaggt gatgeeggge acgggcgctc ctgctgccgt ctctgctcca ggaagctgee 
960 

tcctctgggc cctctccttc gtctgggaag gcaccagcat gagtcccaca cacccagcct 
1020 
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tctcatttct agaggcttcc acctttttat acactcagcc ttccccctcc caggcaggag 
1080 

gacccccaga ccctgttccc ctgcagacct cacttctggg agacagagct acagctggga 
1X40 

cagctccaag ctaccctaac ccctcctttc ccaggtttct agaatagtgt ctggcatgca 
1200 

gtagatgctc aataaacact tgtcgagggg cccgatctgc aagtggggtc cgtcgaccgg 
1260 

ccgctaattt agtagtagta gtaggc 
1286 

<210> 3610 

<211> 268 

<212> PRT 

<213> Homo sapiens 

<400> 3610 

Met Leu Ala Val Ala Cys Val Asn Gin Trp Glu Gin Leu Arg Gly Pro 

15 10 15 

Gly Gly Asn Glu Asp Gly Pro Gin Lys Leu Asp Leu Glu Ala Asp Ala 

20 25 30 

Glu Pro Gin Asp Leu Glu Ser Thr Asn Leu Leu Glu Ser Glu Ala Pro 

35 40 45 

Arg Asp Tyr Phe Leu Lys Phe Ala Tyr He Val Asp Leu Asp Ser Asp 

50 55 60 

Thr Ala Asp Lys Phe Leu Gin Leu Xaa Trp Asn Gin Arg Cys Gin Glu 
65 70 75 80 

Gly Ala Val Ser Tyr Gin Xaa Tyr Pro Leu Ser Pro Thr Arg Phe Thr 

85 90 95 

His Cys Glu Gin Val Leu Gly Glu Gly Ala Leu Asp Arg Gly Thr Tyr 

100 105 110 

Tyr Trp Glu Val Glu He He Glu Gly Trp Val Ser Met Gly Val Met 

115 120 125 

Ala Ala Asp Phe Ser Pro Gin Glu Pro Tyr Asp Arg Gly Arg Leu Gly 

130 135 140 

Arg Asn Ala His Ser Cys Cys Leu Gin Trp Asn Gly Arg Ser Phe Ser 
145 150 155 160 

Val Trp Phe His Gly Leu Glu Ala Pro Leu Pro His Pro Phe Ser Pro 

165 170 175 

Thr Val Gly Val Cys Leu Glu Tyr Ala Asp Arg Ala Leu Ala Phe Tyr 

180 185 190 

Ala Val Arg Asp Gly Lys Met Ser Leu Leu Arg Arg Leu Lys Ala Ser . 

195 200 205 

Arg Pro Arg Arg Gly Gly He Pro Ala Ser Pro He Asp Pro Phe Gin 

210 215 220 

Ser Arg Leu Asp Ser His Phe Ala Gly Leu Phe Thr His Arg Leu Lys 
225 230 235 240 

Pro Ala Phe Phe Leu Glu Ser Val Asp Ala His Leu Gin He Gly Pro 

245 250 255 

Leu Lys Lys Ser Cys He Ser Val Leu Lys Arg Arg 
260 265 

<210> 3611 
<211> 616 
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<212> DNA 

<213> Homo sapiens 

<400> 3611 

tacggggttc actattatgc agtgaaggac aagcagggca taccatggtg gctgggcctg 
60 

agctacaaag ggatcttcca gtatgactac catgataaag tgaagccaag aaagatattc 
120 

caatggagac agttggaaaa cctgtacttc agagaaaaga agttttccgt ggaagttcat 
180 

gacccacgca gggcttcagt gacaaggagg acgtttgggc acagcggcat tgcagtgcac 
240 

acgtggtatg catgtccggc attgatcaag tccatctggg ctatggccat aagccaacac 
3O0 

cagttctatc tggacagaaa gcagagtaag tccaaaatcc atgcagcacg cagcctgagt 
360 

gagatcgcca tcgacctgac cgagacgggg acgctgaaga cctcgaagct ggccaacatg 
420 

ggtagcaagg ggaagatcat cagcggcagc agcggcagcc tgctgtcttc aggttctcag 
480 

gaatcagata gctcgcagtc ggccaagaag gacatgctgg ctgcctcgaa gtccaggcag 
540 

gaagctctgg aggaaaccct gcgtcagagg ctggaggaac tgaagaagct gtgtctccga 
600 

gaagctgagc tcacgggcaa gctgccagta gaatatcccc tggatccagg ggaggaacca 
660 

cccattgttc ggagaagaat aggaacagcc ttcaaactgg atgaacagaa aatcctgccc 
720 

aaaggagagg aagctgaact ggaacgcctg gaacgagagt ttgccattca gtcccagatt 
780 

acggaggccg cccgccgcct agccagtgac cccaac 
816 

<210> 3612 
<211> 272 
<212> PRT 

<213> Homo sapiens 
<400> 3612 

Tyr Gly Val His Tyr Tyr Ala Val Lys Asp Lys Gin Gly lie Pro Trp 

15 10 15 

Trp Leu Gly Leu Ser Tyr Lys Gly lie Phe Gin Tyr Asp Tyr His Asp 

20 25 30 

Lys Val Lys Pro Arg Lys lie Phe Gin Trp Arg Gin Leu Glu Asn Leu 

35 40 45 

Tyr Phe Arg Glu Lys Lys Phe Ser Val Glu val His Asp Pro Arg Arg 

SO 55 60 

Ala Ser Val Thr Arg Arg Thr Phe Gly His Ser Gly lie Ala Val His 
65 70 75 B0 

Thr Trp Tyr Ala Cys Pro Ala Leu lie Lys Ser lie Trp Ala Met Ala 

85 90 95 

He Ser Gin His Gin Phe Tyr Leu Asp Arg Lys Gin Ser Lys Ser Lys 

100 105 HO 

He His Ala Ala Arg Ser Leu Ser Glu He Ala He Asp Leu Thr Glu 
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115 120 125 

Thr Gly Thr Leu Lys Thr Ser Lys Leu Ala Asn Met Gly Ser Lys Gly 

130 135 140 

Lys lie He Ser Gly Ser Ser Gly Ser Leu Leu Ser Ser Gly Ser Gin 
145 ISO 155 160 

Glu Ser Asp Ser Ser Gin Ser Ala Lys .Lys Asp Met Leu Ala Ala Leu 

165 170 175 

Lys Ser Arg Gin Glu Ala Leu Glu Glu Thr Leu Arg Gin Arg Leu Glu 

180 185 • 190 

Glu Leu Lys Lys Leu Cys Leu Arg Glu Ala Glu Leu Thr Gly Lys Leu 

195 200 205 

Pro Val Glu Tyr Pro Leu Asp Pro Gly Glu Glu Pro Pro He Val Arg 

210 215 220 

Arg Arg He Gly Thr Ala Phe Lys Leu Asp Glu Gin Lys He Leu Pro 
225 230 235 240 

Lys Gly Glu Glu Ala Glu Leu Glu Arg Leu Glu Arg Glu Phe Ala He 

245 250 255 

Gin Ser Gin He Thr Glu Ala Ala Arg Arg Leu Ala Ser Asp Pro Asn 
260 265 270 

<210> 3613 

<211> 659 

<212> DNA 

<213* Homo sapiens 

<400> 3613 

acgcgtaaag ttgcctttca agctctggcc tccgggcacg cgatgctccg cggcgggctg 
60 

actcagggct gccttgggcc tccctgccac cctcctggaa atgatgcaag tcctgactgt 
120 

cacctggatc cctgcagccc agcctggaat gcgtctggat taggggaaag acgagaaacg 
180 

acactccagg tgttgcacgg cccaccaaag cgggaagata gggcagttgc tcagaccaaa 
240 

tactgtatct agtgcttctg ctcctatctt caatcgtggg gttcttttta atgcaaagtg 
300 

tcacaaggcc aggaattccc atgtgtgctc agttggccca cagcatcatt gtgcctagga 
360 

aactgcttca atttatcaag tcctctgggc tgggaatctc actgaattcc aaacggcgga 
420 

aagaggaaac tttcccaacc cgatgtgggt gtgacgcgag ccaggggccc cagggacact 
480 

gtcccagagc acaccgtccc cctttaacag caactggagc ttggattcgc tcttatattg 
540 

tacagtcctt tcgaccattg ccctggagca cccgcacacg cgcacgcatc tccggccgcg 
600 

ctcacacaca ctcatacaca cgcacgcaaa cgcggtcgga gaagagcccc ccccccccc 
6S9 

<210> 3614 
<211> 123 
<212> PRT 

<213> Homo sapiens 
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<400> 3614 



Met 


Gin 


Ser 


Val 


Thr Arg Pro Gly 


He 


Pro 


Met 


Cys 


Ala 


Gin 


Leu 


Ala 


1 








5 




10 










15 




His 


Ser 


lie 


lie 


Val Pro Arg Lys 


Leu 


Leu 


Gin 


Phe 


He 


Lys 


Ser 


Ser 








20 




25 










30 






Gly 


Leu 


Gly 


He 


Ser Leu Asn Ser 


Lys 


Arg 


Arg 


Lys 


Glu 


Glu 


Thr 


Phe 






35 




40 










45 








Pro 


Thr 


Arg 


Cys 


Gly Cys Asp Ala 


Ser 


Gin 


Gly 


Pro 


Gin 


Gly 


His 


Cys 




50 






55 








60 










Pro 


Arg 


Ala 


His 


Arg Pro Pro Leu 


Thr 


Ala 


Thr 


Gly 


Ala 


Trp 


He 


Arg 


65 








70 






75 










80 


Ser 


Tyr 


He 


val 


Gin Ser Phe Arg 


Pro 


Leu 


Pro 


Trp 


Ser 


Thr 


Arg 


Thr 










65 




90 










95 




Arg 


Ala 


Arg 


He 


Ser Gly Arg Ala 


His 


Thr 


His 


Ser 


Tyr 


Thr 


Arg 


Thr 








100 




105 










110 






Gin 


Thr 


Arg 


Ser 


Glu Lys Ser Pro 


Pro 


Pro 


Pro 













11S 120 



<210> 3615 

<211> 1388 

<212> DNA 

<213> Homo sapiens 

<400> 3615 

a 

nnggcagagc ctcccgaaga aaagggagcc gcgcagcgcc tacgggagtc cggcggcagc 
60 

agccggtacc ggcaaccacg ggcagctctc agggaatctc cgtcgtgagg ccagaggctc 
120 

cagtccccgc gagtccagat gcctgtccag cctccaagca aagacacaga agagatggaa 
180 

gcagagggtg attctgctgc tgagatgaat ggggaggagg aagagagtga ggaggagcgg 
240 

agcggcagcc agacagagtc agaagaggag agctccgaga tggatgatga ggactatgag 
300 

cgacgccgca gcgagtgtgt cagtgagatg ctggacctag agaagcagtt ctcggagcta 
360 

aaggagaagt tgttcaggga acgactgagt cagctgcggt tgcggctgga ggaagtgggg 
420 

gctgagagag cccctgaata cacggagccc cttggggggc tgcagcggag cctcaagatt 
480 

cgcattcagg tggcagggat ctacaagggc ttctgtctgg atgtgatcag gaataagtac 
540 

gaatgtgagc tgcagggagc caaacagcac ctggagagtg agaagctgct gctctatgac 
600 

acgctgcagg gggagctgca ggagcggacc cagaggctgg aggaggaccg ccagagcctg 
660 

gacctcagct ctgaatggtg ggacgacaaa ctgcacgcca gaggcagctc caggtcttgg 
720 

gactccctgc cgcccagcaa gaggaagaag gcacctctgg tttctggccc atacatcgtg 
780 

tacatgcttc aagagatcgg catcctggag gactggacag ccatcaaaaa ggctagggca 
840 

gctgtgtccc ctcagaagag aaaatcggat gacaggcgga cccacaggcc cctcagggtc 
900 
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tgcccagcca ggctcctgtg gtgctgctgg gccctcccac tccatctggc actggcctgg 
960 ' 

actcctcctc tgccctcctc gaggcctgca cagctgtggc cgtggagctg acctgaccag 
1020 

gcaaggctgc tgtctccatc cctgagccgc ctgccacctc ccactcctga agatccatct 
1080 

cttggggctc ccctgacaga gaagacagcc gaagtcaaag ccacatcctc ttgctgatgt 
1140 

tggatgcagg ctgtccggcc tcagggccag ggagccagtt tccactgtgc gggaactctg 
1200 

agtcagacgt gattatctgg gggtctgtcc accctggctg gatctggagg caagatgcca 
1260 

ggccccccag gtgttctcag ggcagttctc ggtgtctgct tctcagatcc caaggactgg 
1320 

aattaaaacc tttcctggga ctctggaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1360 

aaaaaaaa 
138B 

<210> 3616 

<211> 290 

<212> PRT 

<213> Homo sapiens 



<400> 3616 



Met 


Pro 


Val 


Gin 


Pro 


Pro 


Ser 


Lys 


Asp 


Thr 


Glu Glu Met Glu Ala Glu 


1 








5 










10 


15 


Gly 


Asp 


Ser 


Ala 


Ala 


Glu 


Met 


Asn 


Gly 


Glu 


Glu Glu Glu Ser Glu Glu 








20 










25 




30 


Glu 


Arg 


Ser 


Gly 


Ser 


Gin 


Thr 


Glu 


Ser 


Glu 


Glu Glu Ser Ser Glu Met 






35 










40 






45 


Asp 


Asp 


Glu 


Asp 


Tyr 


Glu Arg 


Arg 


Arg 


Ser 


Glu Cys Val Ser Glu Met 




50 










55 








60 


Leu 


Asp 


Leu 


Glu 


Lys 


Gin 


Phe 


Ser 


Glu 


Leu 


Lys Glu Lys Leu Phe Arg 


65 










70 










75 80 


Glu 


Arg 


Leu 


Ser 


Gin 


Leu Arg 


Leu 


Arg 


Leu 


Glu Glu Val Gly Ala Glu 










85 










90 


95 


Arg 


Ala 


Pro 


Glu 


Tyr 


Thr 


Glu 


Pro 


Leu 


Gly 


Gly Leu Gin Arg Ser Leu 








100 










105 




110 


Lys 


lie 


Arg 


He 


Gin 


Val 


Ala 


Gly 


He 


Tyr 


Lys Gly Phe Cys Leu Asp 






115 










120 






125 


Val 


He 


Arg 


Asn 


Lys 


Tyr Glu 


Cys 


Glu 


Leu 


Gin Gly Ala Lys Gin His 




130 










135 








140 


Leu 


Glu 


Ser 


Glu 


Lys 


Leu 


Leu 


Leu 


Tyr 


Asp 


Thr Leu Gin Gly Glu Leu 


145 










150 










155 160 


Gin 


Glu 


Arg 


He 


Gin 


Arg 


Leu 


Glu 


Glu 


Asp 


Arg Gin Ser Leu Asp Leu 










165 










170 


175 


Ser 


Ser 


Glu 


Trp 


Trp 


Asp Asp 


Lys 


Leu 


His 


Ala Arg Gly Ser Ser Arg 








180 










185 




190 


Ser 


Trp 


Asp 


Ser 


Leu 


Pro 


Pro 


Ser 


Lys 


Arg 


Lys Lys Ala Pro Leu Val 






195 










200 






205 


Ser 


Gly 


Pro 


Tyr 


He 


Val 


Tyr 


Met 


Leu 


Gin 


Glu He Gly He Leu Glu 




210 










215 








220 


Asp 


Trp 


Thr 


Ala 


He 


Lys 


Lys 


Ala 


Arg 


Ala 


Ala Val Ser Pro Gin Lys 
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225 230 235 240 

Arg Lys Ser Asp Asp Arg Arg Thr His Arg Pro Leu Arg Val Cys Pro 

245 250 255 

Ala Arg Leu Leu Trp Cys Cys Trp Ala Leu Pro Leu His Leu Ala Leu 

260 265 270 

Ala Trp Thr Pro Pro Leu Pro Ser Ser Arg Pro Ala Gin Leu Trp Pro 
275 260 285 

Trp Ser 
290 

<210> 3617 
<211> 804 
<212> DNA 

<213> Homo sapiens 
<400> 3617 

nnccaacctg catgagattc agtttggccg aaccttccag catcagcttc gagattctgg 
60 

ggctttaaca gcaagggaga ggtgcatggg atcaatggga cccaatgggg ccagactctg 
120 

aggatgggat ggtagtagtg aaggacatag gatgggggta gagtgtggag actttttgaa 
180 

atagtataga tgaatgccct gaggggactg tgaacaagct ctgcccctct taggaaatca 
240 

atggggaatc aactaaatta aataaaaaat ggggtcaaga ttaagaggca gggtcaccca 
300 

gggaatggtt taggtcctgg catctttgaa ggggttggaa gggctggcag gaggcactga 
360 

gggccctggg ccctgggcca ggtggtgaat tacagcgact cacggacagc agaagagatc 
420 

tgtgagagca gctccaagat gatcaccttc atcgacctgg caggccacca caagtaccta 
480 

cacaccacca tctttggcct cacatcatac tgccccgact gcgccctgct cctcgtcagt 
540 

gccaacactg ggattgctgg caccacaagg gaacatctgg ggctggccct ggccctgaaa 
600 

gtgcccttct tcatcgtggt cagcaagatc gacctatgtg ccaagaccac agtggagagg 
660 

acagtacgcc agctggagcg ggtcctcaag cagcctggct gccacaaggt ccccatgctg 
720 

gtcacctctg aggatgatgc cgtcactgct gcccagcagt ttgctcagtc acccaatgtc 
780 

acccccatct tcacattgtc cagt 
804 

c210> 3618 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 3618 

Gly Pro Trp Ala Leu Gly Gin Val Val Asn Tyr Ser Asp Ser Arg Thr 

1 5 10 15 

Ala Glu Glu He Cys Glu Ser Ser Ser Lys Met He Thr Phe He Asp 
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20 






25 


30 


Leu 


Ala 


Gly 


His His Lye 


Tyr 


Leu 


His 


Thr Thr lie Phe Gly Leu Thr 






35 






40 




45 


Ser 


Tyr 


Cys 


Pro Asp Cys 


Ala 


Leu 


Leu 


Leu Val Ser Ala Asn Thr Gly 




50 






55 






60 


lie 


Ala 


Gly 


Thr Thr Arg 


Glu 


His 


Leu 


Gly Leu Ala Leu Ala Leu Lys 


65 




70 








75 80 


Val 


Pro 


Phe 


Phe lie Val 


Val 


Ser 


Lys 


lie Asp Leu Cys Ala Lys Thr 








65 








90 95 


Thr 


Val 


Glu 


Arg Thr Val Arg 


Gin 


Leu 


Glu Arg Val Leu Lys Gin Pro 








100 






105 


110 


Gly 


Cye 


Hie 


Lye Val Pro 


Met 


Leu 


Val 


Thr Ser Glu Asp Asp Ala Val 






115 






120 




125 


Thr 


Ala 


Ala 


Gin Gin Phe 


Ala 


Gin 


Ser 


Pro Asn Val Thr Pro lie Phe 




130 






135 






140 


Thr 


Leu 


Ser 


Ser 











145 

<210> 3619 

<211> 948 

<212> DNA 

<213> Homo sapiens 

■ 

<400> 3619 

acgcgtcggc agaggtggcc tcgtcccgcg gagtccaggc ttcagctcct ggcttctctt 
60 

ctttcctcct agagatcaga tgtcggaact ccagctgagg gcatgtctta ctgggcacgc 
120 

aggtgtcctc tcttgagaag aactgtccat accatggtgg tggtaaggct ttcaccagtt 
180 

ctcaggatgc ccatagggat gggtgaagcc tgcctggcct gtggtgcttt ccagtggccg 
240 

tcatctcatt agggccccac agtggcatta ggatgcacct ctcggcggtg ttcaacgccc 
300 

tcctggtgtc ggtgctggca gcggtcctgt ggaagcatgt gcggctgcgt gagcatgcag 
360 

ccacactgga ggaggagctg gccctcagcc gacaggccac agagccagcc ccagcactga 
420 

ggatcgacta cccgaaggca ctgcagatcc tgatggaggg cggcacacac atggtgtgca 
480 

cgggccgcac gcacacagac cgcatctgcc gcttcaagtg gctctgctac tccaacgagg 
540 

ctgaggagtt catcttcttc catggcaaca cctctgtcat gctgcccaac ctgggctccc 
600 

ggcgcttcca gccagccctg ctcgacctat ccaccgtgga ggaccacaac actcagtact 
660 

tcaacttcgt ggagctgcct gctgctgccc tgcgcttcat gcccaagccg gtgttcgtgc 
720 

cagacgtggc cctcatcgcc aaccgcttca accccgacaa cctcatgcac gtctttcatg 
780 

acgacctgct gccactcttc tacaccctgc ggcagtttcc cggcctggcc cacgaggcac 
840 

ggctcttctt catggagggc tggggcgagg gtgcacactt cgacctctac aagctgctca 
900 
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gccccaagca gcctctcctg cgggcacagc tgaagaccct gggccggc 
946 

<210» 3620 
<211> 159 
<212> PRT 

<213> Homo sapiens 
<400> 3620 

Trp Arg Ala Ala His Thr Trp Cys Ala Arg Ala Ala Arg Thr Gin Thr 

! s 10 15 

Ala Ser Ala Ala Ser Ser Gly Ser Ala Thr Pro Thr Arg Leu Arg Ser 

20 25 30 

Ser Ser Ser Ser Met Ala Thr Pro Leu Ser Cys Cys Pro Thr Trp Ala 

35 40 45 

Pro Gly Ala Ser Ser Gin Pro Cys Ser Thr Tyr Pro Pro Trp Arg Thr 

50 55 60 

Thr Thr Leu Ser Thr Ser Thr Ser Trp Ser Cys Leu Leu Leu Pro Cys 
65 70 75 80 

Ala Ser Cys Pro Ser Arg Cys Ser Cys Gin Thr Trp Pro Ser Ser Pro 

85 90 95 

Thr Ala Ser Thr Pro Thr Thr Ser Cys Thr Ser Phe Met Thr Thr Cys 

100 105 110 

Cys His Ser Ser Thr Pro Cys Gly Ser Phe Pro Ala Trp Pro Thr Arg 

115 120 125 

His Gly Ser Ser Ser Trp Arg Ala Gly Ala Arg Val His Thr Ser Thr 

130 135 140 

Ser Thr Ser Cys Ser Ala Pro Ser Ser Leu Ser Cys Gly His Ser 
145 150 155 

<210> 3621 
<211> 2934 
<212> DNA 

<213> Homo sapiens 
<400> 3621 

cccggggcga gacggtgctt tcgcggcgtg tgcttgcagg agcgcacagt tcaggcgccg 
60 

ggacaagctg ttggggcgtg agtgagctct ccagaatggc acatggctcc ggggtgcccg 
120 

ggttaaaagg aaggatttgc acaccttcca cttagggctc gggtaatccc aaacttcctc 
160 

ccttaattgg gcttgcagtg ctaaaaagca gatcgttctc tctgaggttt tcccaacagt 
240 

acctcaagaa aataacatct gttttttgta acgttccaca gtattcggaa ttggctacag 
300 

aacataataa gatccttgcc agcacattac agaatatttt tgttgaacct tcttgagaat 
360 

tcagagaaac tgctgagtga ccactgaacg aaaagatcta atcttaaggc ttacgcgtgt 
420 

tccatccacc acatcagaac aatgtcgtat gtttttgtaa atgattcttc tcagactaac 
480 

gtgcccttgc tgcaagcctg tattgatggg gactttaatt attccaagcg gcttttggaa 
540 
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agtggctttg acccaaatat tcgtgacagc 
600 

gctcgaggga atgtagacat ctgccagtta 
660 

acagattatc aaggaaacac agctcttcac 
720 

ttggtttcca atggactcaa aattgatatt 
780 

ctggcaaagc gcagaggagt aaataaagat 
840 

caggaggtga aaggatttaa cagaggaacc 
900 

gagagtgaaa gcgccatgga aagccattca 
960 

ggagtcctct ccagcttccg aaccacgtgg 
1020 

agagtattgc tgttgatctt cgtcattgct 
1080 

agtggggtgc tacccttcgt ggaaaaccag 
1140 

aagatgaggc aattaatctc ctgtttcctg 
1200 

atttttctta gcgcaaagca gtgagggcag 
1260 

taatcctttt agataatgat gtgttcattt 
1320 

tgeatcctaa cgccacctct gactcaacct 
1380 

gtttgacaaa aacacggaag tgactagaga 
1440 

cttgctatca aaaccttatc ctaatatagg 
1500 

tatcttacat gattagtttt tgttggtggt 
1560 

tttttattta ctttctctag ggataagaga 
1620 

tgtgcaaatt agtattgtta gcatctattt 
1680 

caaaccaaac aaaacttttg aaaatgagct 
1740 

ttatatttat ttgtttttag gataattttt 
1800 

tatctgtgaa aaataaatga gttcattttg 
1860 

tcatcaaaga taacagttca tcagaattac 
1920 

tagcagggaa aaataattct gatatttaac 
1980 

aaaactcagt tccataagct agctgtgttg 
2040 

catgtgcaat cctatttgga ggccctgtta 
2100 

ttctctgatg gcaagaatgg atggagcatt 
2160 



aggggcagaa 


caggccttca 


ccttgcagca 


ctgcataaat 


tcggtgccga 


tcttctggcc 


ctctgtggcc 


atgtggatac 


tatccaattt 


tgcaatcatc 


aaggtgctac 


ccctttagtt 


gtcatccgat 


tgctggaatc 


tctggaagaa 


cactcgaaac 


tggagaccat 


gcaaacagct 


ctcctcaatc 


ccaacctgca 


gcaaggtgaa 


caggagtttg 


tggaggatct 


gggcttctgg 


ttgctgtctc 


ttggcattgc 


ttattatgtg 


cctgaactgg 


tgcattaaag 


gagctcatgg 


gcttccaatg 


tttgttctca 


gtttctcaga 


tacatgttct 


ttttgcattt 


ttaattattg 


gaactaacta 


catactatga 


tcaagtatat 


gactttgtag 


gaaagcctac 


acgtagcctt 


atggaagata 


aaggaagaag 


ctaggaagtc 


accaattgaa 


gtattcaaaa 


agaaaaacag 


tttgttttca 


tttatttttg 


caagagccac 


taaaacttga 


agtacttttt 


tcaaatcttg 


ggcttatttt 


agtattctta 


agtctagtca 


atattttgtt 


caaagataat 


tgatttgatc 


gatctttttg 


caaactgctt 


tgcttgttaa 


ttcactttcc 


aattttcccg 


agtatcctag 


agtcagaaaa 


tcctttttct 


actgaatagt 


tgtcataatt 


ctgtagtgct 


attatagtga 


tcacagtttt 


atcatagttc 


ataattattt 


gacttttaac 


aatcccatcc 


atatctgtaa 


tctgagttaa 


cagtgctgga 


cagtatcgta 
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ctgggtgtca taaactcttt atgaatggta atattatgta aattgaaatc tggccctcaa 
2220 

actatattgc agctttcagc agtatgtttg aaggcctctt ttgttaatga ttctgtaatg 
22B0 

tatgaattat gttcttgagt ggttaaaaaa gaatatgaag gcttgataat tatttattgg 
2340 

gtaaagtcag gaaattgtag tgaaagaact aatggttttg ttttttggaa taaaggcacc 
2400 

taagctattg ctaattgaat tgctgctaga attagaaatt atgctttaga atagaattgg 
2460 

tatttctgtg attctttttg cttcttggta ttttctcttg tatctatgta tctagtattg 
2S20 

aggcttgctc tttcatgtgg ctttatcctc tctttaatag ctgttgtaaa attcctgagt 
2560 

aactggctgc ttcaggatca gcttgcagag tcttgctttc aggttagata caaacaaagt 
2640 

aaatcatagt tggtgtaaat ccagcaaaaa acagctggct ttggaatgga gaacactaca 
2700 

attcaaattt gaagtatatt cagaagaaaa ctttggaatt agctttacat ttgtttgtaa 
2760 

atctaaacaa atatgcaaaa ttggtcaaaa tgtaagtata tagcattttt aaagattaat 
2820 

ggttcctttt atgtgctgat ttctttgtat tctgttctct gcattcatca ttcaggaata 
2680 ■ 

ccaccaataa atgtatttat atatccctta aaaaaaaaaa aaaaaaaaaa aaaa 
2934 

<210> 3622 
<211> 228 
<212> PRT 

<213> Homo sapiens 
<400> 3622 

Met Ser Tyr Val Phe val Asn Asp Ser Ser Gin Thr Asn Val Pro Leu 

X 5 10 15 

Leu Gin Ala Cys lie Asp Gly Asp Phe Asn Tyr Ser Lys Arg Leu Leu 

20 25 30 

Glu Ser Gly Phe Asp Pro Asn lie Arg Asp Ser Arg Gly Arg Thr Gly 

35 40 45 

Leu His Leu Ala Ala Ala Arg Gly Asn val Asp He Cys Gin Leu Leu 

50 55 60 

His Lys Phe Gly Ala Asp Leu Leu Ala Thr Asp Tyr Gin Gly Asn Thr 
65 * 70 75 80 

Ala Leu His Leu Cys Gly His Val Asp Thr He Gin Phe Leu Val Ser 

.85 90 95 

Asn Gly Leu Lys He Asp He Cys Asn His Gin Gly Ala Thr Pro Leu 

100 105 HO 

Val Leu Ala Lys Arg Arg Gly Val Asn Lys Asp Val He Arg Leu Leu 

115 120 125 

Glu Ser Leu Glu Glu Gin Glu Val Lys Gly Phe Asn Arg Gly Thr His 

130 135 140 

Ser Lys Leu Glu Thr Met Gin Thr Ala Glu Ser Glu Ser Ala Met Glu 
145 150 155 160 

Ser His Ser Leu Leu Asn Pro Asn Leu Gin Gin Gly Glu Gly Val Leu 
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165 

Ser Ser Phe Arg Thr 
160 

Trp Arg Val Leu Leu 
195 

lie Ala Tyr Tyr Val 
210 

Glu Leu Val His 
225 

<210> 3623 
<211> 586 
<212> DMA 

<213> Homo sapiens' 
<400> 3623 

ctgtgtgcat tcaatgcgtg agctgcgacc taagcagaga tctaacaaga caatgaggca 
60 

gcgttccagg gtatccatta aaaccggcgt gggcaactac atgttgatta aaccttccga 
120 

ggcagcaaaa tgtgggcaca gcgccatgtc tgggttctgc agctgtttga tgatcctctt 
180 

gcggaatttc tccctcacac gattaaattc cattatgtcc atggggtcct cttcgatcca 
240 • 

aaacctatga aattcatgca tcaaatagca gaatgtttgc tgaaagtgag acaatgttgg 
300 

agcttctggg gcgatattgt agaaatgggt ttttagagct ccgctgacca gtagattata 
360 

tgccaggtca gttatattga tgcccacaat tgcaaatgag tacccaattg ccttatccat 
420 

ccttttcttc tcccattctg ctttgctgaa tttgcttatt tcttctttag tgatatccct 
480 

gcatttcgga tgaagagagt cagacaggac ctgctgagct gctgtggcat ccctttccgc 
540 

gaaatactgc aaattgtaca gtcccagaag tcccattcct cgaaag 
586 

<210> 3624 

<211> 159 

<212> PRT 

<213> Homo sapiens 



<400> 3624 



Met Gly 


Leu 


Leu Gly 


Leu Tyr Asn 


Leu Gin Tyr Phe 


Ala 


Glu Arg Asp 


1 




5 




10 




15 


Ala Thr 


Ala 


Ala Gin 


Gin Val Leu 


Ser Asp Ser Leu 


His 


Pro Lys Cys 






20 




25 




30 


Arg Asp 


Zle 


Thr Lys 


Glu Glu He 


Ser Lys Phe Ser 


Lys 


Ala Glu Trp 




35 




40 




45 




Glu Lys 


Lys 


Arg Met 


Asp Lys Ala 


He Gly Tyr Ser 


Phe 


Ala He Val 


so 






55 


60 






Gly He 


Asn 


He Thr 


Asp Leu Ala 


Tyr Asn Leu Leu Val 


Ser Gly Ala 


65 






70 


75 




80 


Leu Lys 


Thr 


His Phe 


Tyr Asn lie 


Ala Pro Glu Ala 


Pro 


Thr Leu Ser 



170 175 
Thr Trp Gin Glu Phe Val Glu Asp Leu Gly Phe 

185 190 
Leu He Phe Val He Ala Leu Leu Ser Leu Gly 

200 205 
Ser Gly Val Leu Pro Phe Val Glu Asn Gin Pro 
215 220 
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85 90 95 

His Phe Gin Gin Thr Phe Cys Tyr Leu Met His Glu Phe His Lys Phe 

100 105 110 

Trp lie Glu Glu Asp Pro Met Asp He Met Glu Phe Asn Arg Val Arg 

115 120 125 

Glu Lys Phe Arg Lys Arg He He Lys Gin Leu Gin Asn Pro Asp Met 

130 135 140 

Ala Leu Cys Pro His Phe Ala Ala Ser Glu Gly Leu He Asn Met 
145 150 155 

<210> 3625 

<211> 4799 

<212> DNA 

<213> Homo sapiens 

<400> 3625 

naaataaaca tcatcatcta tgtgtaatca aattcccata ttttcttcct ataaagaatt 
60 

tgctttagtt tttcaataag gcattttttt gtcatccaaa catctcttcc ttttaaaatt 
120 

ttcttagagt taaaaccata aataagagga tttaaaccac taaaatgaca cgtgccaaca 
180 

tcttcattca gccagacctg gtaaattcta tcaaaactag acagttaaat aagaaccacg 
240 

ttataaaaat attagccaaa aaaagactat tagataattc tgcaaactca aatatgaaac 
300 

tgtgctaaac aaaatatgtg caaaggtaca caagcataga gccacgttgg gggttatgct 
360 

cagattagtt ttaaagctcc ctctagtgga tttaattcaa gagctgtcca cggtggtggt 
420 

gtttactttg aactcacacg agtcaaagaa aaataaaata tgcacaacca cttccccaaa 
480 

aggtgtctta tggagccggt gcttcatcgt gtccacaccc aggactgcct ggggtgtccc 
540 

tagggctggg gggtggggag gacaaagaca aggccactgt cccaagtcct gggccaggca 
600 

acatcctgga gaccctcggg ctgaggttag gggcaagggc aacactgatg actccacgtc 
660 

ctcgtccaag gcctcagagg agccctgcca ggacctcagt gctttggagg aggtggtgag 
720 

agcaggccag gctgaggggc ctgccttgga aggcgagggt ctgagggttg gggctgtaaa 
780 

gacagccctt tcatcaggaa gctggagctg aaaagcccta atacccctaa tccccaaact 
640 

cttggatccc gtcccacaga cgagagtccc tgctcggcat cctccagcac aggtgccctg 
900 

ggtgggtccc aggcccaggc actagagaag gaaagggttg gttgtgccag tggcctgggc 
960 

tgctgatggg ggtacaccca cactgcccac catgttcatc attgcagggc ccagtggtgt 
1020 

cagagaggaa ccagtggccc ccagagctgg ctgtggggcc gcggaggtca tcgaggccac 
1080 

agccatggac tccactcctg ggccaggccc aaaggatgtg ctggtcccca ggactgggct 
1140 
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cccccgaagc tggttcagtg ccagcggctg 
1200 

ggccgaggtg gcgggagcac ctggtgccag 
1260 

aggcctggtc accagtgagt ccaggttcac 
1320 

aggtgttttc cgggcactgc tgggcttgct 
13B0 

ggggtcaggg ctggtagttc cattgttttg 
1440 

tttttttgaa gtccgaaggt tgtcaaattc 
1500 

attactgaag agctcaaagg acccagagac 
1560 

ccacgcgcca gaagctcttt tcccagcact 
1620 

gtccgagttc ttggggacag attgtgcggt 
1680 

ggaggcagct ggcttggtac caaacgatgg 
1740 

tggcccgccc caggggttgg tctggttagt 
1800 

ctgggccgcg gggcccgagc tggggagagc 
1860 

tgggagagag ccatgctctt tcttttttgg 
1920 

cagggccatc tgtaatctga ggtcatcacc 
1980 

ttctctgctc atggcaagtg ccagctgcag 
2040 

ccgggcttgc tccagctcgg aggacactcg 
2100 

ggagcccccg gccttgccat actcctgctc 
2160 

ggagcctcgc ccaaaggtga tctggttgct 
2220 

ctctctggtt ttgagagcct gggccctctc 
2280 

ggccaccagt tgctttgact tctcacgcac 
2340 

aatgtactgg aagtccttca gggtctggat 
2400 

cacgcgctcc gagcctgtct tgatgaggta 
2460 

ccgccagttc ttgccatggt cattcagccg 
2520 

ggccaccacg ttgtaggtca ggtcggcaat 
2580 

ggggtcattg gaggtggctt cccggacttt 
2640 

gtccagcacc tgccgcagcc ttcgtccggg 
2700 

ctgtgcccct tgctgctgca gccgggcacc 
2760 



PCT/USOO/08621 



gggctggttc 


acctggaaag ggttaacagg 


gaaagggttg 


— ^_ mm _ ah m mm mm mm mw mm mm mm mm mm mm mm mm. 

agggactggg ctggtggggc 


cagggccgcg 


tcggggccca ggaaggactc 


tgaggcgaca 


gtcaggggtt gagactcaaa 


ggatggcaga 


gaggtcacag attcggctgt 


agaaaagtca 


tctttaattg taccattcag 


agacacgggc 


ttggtggtgg agactgcgcc 


ggaggcaggc 


tgctgtgaag ctgcccaggg 


ggctccagtg 


ggcacccccc atgggtcaat 


ccaggggtct 


gaagcactcg caggagccgc 


ggaggctgac 


gggccccagg gctctgcttt 


atccattaaa 


tccaacagcg tagtctgctg 


aattttaact 


gtgtcccttc ggctttcttc 


ccgcccgagg 


cgctcttcct gctcagccac 


ctgaagctcc 


tcttctccac tagtgtgggg 


cggggaggtg 


gagccatggt aggaggccgg 


cgagtggctg 


gtggagaggt tgggctggct 


gcccatgcca 


gtggcaacct gggccatgcg 


agccttcaac 


cgttcctcgt cgcgcagcag 


attgatgccc 


tggtccttgc catctcggtc 


ggcgtacatg 


ttctcccggc actgccgcga 


gtccagcagc 


gtcagcgcct tgtacacatg 


cttccacacc 


atgctcatga tctccgagaa 


ctcggtcatc 


agagaactgg acgggcccca 


gatttctgcc 


tctgagtaat tgttcacgat 


agtcgcccca 


tctctccacg catcggggcc 


acgtcgacct 


cgtccttgag gcgccagatg 
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aagaacatcg tccacaacta cccagaggcg gagatcaagg ttcgagaggc cacgagcaat 
2820 

gacccctggg gcccatccag ctccctcatg tcagagattg ccgacctcac ctacaacgtt 
2B80 

gtcgccttct cggagatcat gagcatgatc tggaagcggc tcaatgacca tggcaagaac 
2940 

tggcgtcacg tttacaaggc catgacgctg atggagtacc tcatcaagac cggcccggag 
3000 

cgcgtgtcgc agcagtgcaa ggagaacatg tacgccgtgc agacgctgaa ggacttccag 
3060 

tacgtggacc gcgacggcaa ggaccagggc gtgaacgtgc gtgagaaagc taagcagctg 
3120 

gtggccctgc tgcgcgacga ggaccggctg cgggaagagc gggcgcacgc gctcaagacc 
3180 

aaggaaaagc tggcacagac cgccacggcc tcatcagcag ctgtgggctc aggcccccct 
3240 

cccgaggcgg agcaggcgtg gccgcagagc agcggggagg aggagctgca gctccagctg 
3300 

gccctggcca tgagcaagga ggaggccgac caggaggagc ggatccgtcg cggggatgac 
3360 

ctgcggctgc agatggcaat cgaggagagc aagagggaga ctgggggcaa ggaggagtcg 
3420 

tccctcatgg accttgctga cgtcttcacg gccccagctc ctgccccgac cacagacccc 
3480 ■ 

tgggggggcc cagcacccat ggctgctgcc gtccccacgg ctgcccccac ctcggacccc 
3540 

tggggcggcc cccctgtccc tccagccgct gatccctggg gaggtccagc ccccacgccg 
3600 

gcctctgggg acccctggag gcctgctgcc cctgcaggac cctcagttga cccttggggt 
3660 

gggaccccag cccctgcagc tggggagggg cccacgcctg atccatgggg aagttccgat 
3720 

ggtggggtcc cggtcagtgg gccctcagcc tccgatccct ggacaccggc cccggccttc 
3780 

tcagatccct ggggagggtc acctgccaag cccagcacca atggcacaac aacagccggg 
3840 

ggattcgaca cggagcccga cgagttctct gactttgacc gactccgcac ggcactgccg 
3900 

acctccggga gcagcgcagg agagctggag ctgctggcag gagaggtgcc ggcccgaagc 
3960 

cctggggcgt ttgacatgag tggggtcagg ggatctctgg ctgaggctgt gggcagcccc 
4020 . 

ccacctgcag ccacaccaac tcccacgccc cccacccgga agacgccgga gtcattcctg 
4080 

gggcccaatg cagccctcgt cgacctggac tcgctggtga gccggccggg ccccacgccg 
4140 

cctggagcca aggcctccaa ccccttcctg ccaggcggag gcccagccac tggcccttcc 
4200 

gtcaccaacc ccttccagcc cgcgcctccc gcgacgctca ccctgaacca gctccgtctc 
4260 

agtcctgtgc ctcccgtccc tggagcgcca cccacgtaca tctctcccct tggcgggggc 
4320 

cctggcctgc cccccatgat gcccccgggc cccccggccc ccaacactaa tcccttcctc 
4380 
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ctataatcca gggcggaatg gggcctggct ccatccggct gccccattcc ggctccctgg 
4440 

gagatcagtg ttgtgagtgc atgtgaaatg gggatcccca cccccatggc ccttcccctt 
4500 

cctggggccc actcacacta caccctcttc ctttcccacc ccacctcccc ggagagaaac 
4560 

tggacatggg gcctggggag gggagctggc cagaggagga cccctttccc gtggcattag 
4620 

aagggggagg ggtgctgggg accccaccca ttccccctcc ctccaaactc ccaaccccca 
4680 

gtcagtgttt gagcctcctc gttcccctca cgcacccgtc acgcaccctc ggtgaatcct 
4740 

tggtgatgat tttggcaact ttgggaataa atggcaattc ccacgggctt ggcaaaaaa 
4799 

<210> 3626 

<211> 551 

<212> PRT 

<213> Homo sapiens 



<400> 3626 
















Met 


Ser Thr 


Ser 


Ser 


Leu Arg Arg Gin Met Lys Asn 


He 


Val 


His 


Asn 


1 






5 


10 






15 




Tyr 


Ser Glu 


Ala 


Glu 


He Lys Val Arg Glu Ala Thr 


Ser 


Asn 


Asp 


Pro 






20 




25 




30 






Trp 


Gly Pro 


Ser 


Ser 


Ser Leu Met Ser Glu He Ala 


Asp 


Leu 


Thr 


Tyr 




35 






40 


45 








Asn 


Val Val 


Ala 


Phe 


Ser Glu He Met Ser Met He 


Trp 


Lys 


Arg 


Leu 




SO 


< 




55 60 










Asn 


Asp His 


Gly 


Lys 


Asn Trp Arg His Val Tyr Lys 


Ala 


Met 


Thr 


Leu 


65 








70 75 








80 


Met 


Glu Tyr 


Leu 


lie 


Lys Thr Gly Ser Glu Arg Val 


Ser 


Gin 


Gin 


Cys 








85 


90 






95 




Lys 


Glu Asn 


Met 


Tyr 


Ala Val Gin Thr Leu Lys Asp 


Phe 


Gin 


Tyr 


Val 






100 




105 




110 






Asp 


Arg Asp 


Gly 


Lys 


Asp Gin Gly Val Asn Val Arg 


Glu 


Lys 


Ala 


Lys 




115 






120 


125 








Gin 


Leu Val 


Ala 


Leu 


Leu Arg Asp Glu Asp Arg Leu 


Arg 


Glu 


Glu 


Arg 




130 






135 140 










Ala 


His Ala 


Leu 


Lys 


Thr Lys Glu Lys Leu Ala Gin 


Thr 


Ala 


Thr 


Ala 


145 








ISO 155 








160 


Ser 


Ser Ala 


Ala 


Val 


Gly Ser Gly Pro Pro Pro Glu 


Ala 


Glu 


Gin 


Ala 








165 


170 






175 




Trp 


Pro Gin 


Ser 


Ser 


Gly Glu Glu Glu Leu Gin Leu 


Gin 


Leu 


Ala 


Leu 






180 




185 




190 






Ala 


Met Ser 


Lys 


Glu 


Glu Ala Asp Gin Glu Glu Arg 


He 


Arg 


Arg 


Gly 




195 






200 


205 








Asp 


Asp Leu 


Arg 


Leu 


Gin Met Ala He Glu Glu Ser 


Lys 


Arg 


Glu 


Thr 




210 






215 220 










Gly 


Gly Lys 


Glu 


Glu 


Ser Ser Leu Met Asp Leu Ala 


Asp 


Val 


Phe 


Thr 


225 








230 235 








240 


Ala 


Pro Ala 


Pro 


Ala 


Pro Thr Thr Asp Pro Trp Gly 


Gly 


Pro 


Ala 


Pro 








245 


250 






255 




Met 


Ala Ala 


Ala 


Val 


Pro Thr Ala Ala Pro Thr Ser 


Asp 


Pro 


Trp 


Gly 
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Gly Pro Pro 
275 

Thr Pro Ala 

290 
Ser Val Asp 
305 

Pro Thr Pro 

Gly Pro Ser 

Pro Trp Gly 
355 

Ala Gly Gly 
370 

Leu Arg Thr 
38S 

Leu Leu Ala 

Ser Gly Val 

Ala Ala Thr 
435 

Phe Leu Gly 

450 
Arg Pro Gly 
465 

Pro Gly Gly 

pro Ala Pro 

Val Pro Pro 
515 

Gly Gly Pro 
530 

Asn Thr Asn 
545 



260 

Val Pro 

Ser Gly 

Pro Trp 

Asp Pro 
325 
Ala Ser 
340 

Gly Ser 

Phe Asp 

Ala Leu 

Gly Glu 
405 
Arg Gly 
420 

Pro Thr 

Pro Asn 

Pro Thr 

Gly Pro 
485 
Pro Ala 
500 

Val Pro 
Gly Leu 
Pro Phe 



265 

Pro Ala Ala Asp 
280 

Asp Pro Trp Arg 
295 

Gly Gly Thr Pro 
310 

Trp Gly Ser Ser 

Asp Pro Trp Thr 
345 

Pro Ala Lys Pro 
360 

Thr Glu Pro Asp 
375 

Pro Thr Ser Gly 
390 

Val Pro Ala Arg 



270 



Ser Leu 

Pro Thr 

Ala Ala 
455 
Pro Pro 
470 

Ala Thr 



Ala Glu 
425 
Pro Pro 
440 

Leu Val 
Gly Ala 
Gly Pro 



Thr Leu Thr Leu 
505 

Gly Ala Pro Pro 
520 

Pro Pro Met Met 

535 
Leu Leu 
550 



Pro Trp 

Pro Ala 

Ala Pro 
315 
Asp Gly 
330 

Pro Ala 

Ser Thr 

Glu Phe 

Ser Ser 
395 
Ser Pro 
410 

Ala Val 

Thr Arg 

Asp Leu 

Lys Ala 
475 
Ser Val 
490 

Asn Gin 
Thr Tyr 
Pro Pro 



Gly 


Gly 


Pro 


Ala 


Pro 




i a c 
285 








Ala 


Pro 


Ala 


Gly 


Pro 


300 










Ala 


Ala 


Gly 


Glu 


Gly 










320 


Gly 


Val 


Pro 


Val 


Ser 








335 




Pro 


Ala 


Phe 


Ser 


Asp 






350 






Asn 


Gly 


Thr 


Thr 


Thr 




365 








Ser 


Asp 


Phe 


Asp 


Arg 


380 










Ala 


Gly 


Glu 


Leu 


Glu 










400 


Gly 


Ala 


Phe 


Asp 


Met 








415 




Gly 


Ser 


Pro 


Pro 


Pro 






430 






Lys 


Thr 


Pro 


Glu 


Ser 




445 








Asp 


Ser 


Leu 


Val 


Ser 


460 










Ser 


Asn 


Pro 


Phe 


Leu 










480 


Thr 


Asn 


Pro 


Phe 


Gin 








495 




Leu 


Arg 


Leu 


Ser 


Pro 






510 






lie 


Ser 


Pro 


Leu 


Gly 




525 








Gly 


Pro 


Pro 


Ala 


Pro 


540 











<210> 3627 

<211> 1760 

<212> DNA 

<213> Homo sapiens 

<400> 3627 

ggcgaaggag atcagcagga cgctgcgcac aacatgggca accacctgcc gctcctgcct 
60 

gcagagagtg aggaagaaga tgaaatggaa gttgaagacc aggatagtaa agaagccaaa 
120 

aaaccaaaca tcataaattt tgacaccagc ctgccgacat cacatacata cctaggtgct 
180 

gatatggaag aatttcatgg caggactttg cacgatgacg acagctgtca ggtgattcca 
240 

gttcttccac aagtgatgat gatcctgatt cccggacaga cattacctct tcagcttttt 
300 
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